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L’URGI en bref

[

Unité Ressources Génomique-Info

2IF

Unité de service INRAE (centre Versailles-Saclay) en bioinformatique pour les
plantes d’intérét agronomique et forestieres

Membre de la Graduate School Biosphera et du réseau Saclay Plant Science
Labellisations :
o INRAE: labellisée ISC et membre de I'IR INRAE BioinfOmics
o National: labellisée IBiSA et membre de I'lFB (IR nationale)
o Certifiee ISO 9001
Forte implication a I'Europe et l'international dans le développement de
standards et recommandations pour la gestion des données “plantes” selon les
principes FAIR
Partenaire de nombreux projets nationaux et internationaux pour la gestion de
données

INRAZ

El Elz'ggir 2
i e IE FRANCE



Contribution de I’'URGI aux objectifs INRAE@2030

Développement Contribution aux Services
d’'une science Infrastructures de

ouverte Recherche e Entrepdt de données FAIR

o Caractérisation de
Partenariats UMR/UE, e ISC ressources génétiques
DipSO o IR BioinfOmics o Données de phénotypage

o Soutien/membre IR : o Annotation de génomes
Plan données pour la IFB, RARe, Phenome- e Fédérations de données
science Emphasis, In-Sylva, e Annotation des éléments
France génomique transposables (ET)
o Ressources de calcul et
prestation d'analyse
o Outils bioinformatiques
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Les services développés ou mobilisés autour de la donnée- —

El?ﬁ‘

ome OPIDoR “\\¥ HAL

RDMkit (Z)miappe 3% orioos,
Data discovery portals: international (FAIDARE, e Provision of reference data (genetic
WheatlS) and national (RARe) resources, identifiers/DOI,
Contribution to the development of an international consensus of transposable

web services standard: BrAPI elements, etc.)
® Provision of templates for metadata
eBrAPI

collection

- N

09
Yo -0
FAIDARE Wheat S «~=0 RARe

WHEAT INFORMATION SYSTEM

Preserve
GnplS Information System: INRAE genetic resource data
and phenotyping data
Support for FAIR datasets submission to Recherche Data
Gouv

Process

TN
E\anls ,ﬁ: :”““’jl Reproducible annotation of repeated elements in genomes
w Ot/ (REPET Factory)

Provision of containerized pipelines: REPET
) Provision of Virtual Research Environments
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Focus sur le RDMKkit

>
N v
<
Data life cycle

Start here to get an overview of research data management based
on stages in the data life cycle.

v

Your tasks

Find guidelines and solutions for tackling common data
management tasks.

All tools and resources

Browse the RDMkit's catalogue of tools and resources for research
data management.

. s
g/lFB elixir

0 GUE FRANCE

Browse all topics by

o=
A=

Your role

Identify your role in research data management, find data
management resources relevant for you, and information to help
you progress in your career path.

+
-D;O-

Tool assembly

Find concrete combinations of tools and resources assembled into
an ecosystem for research data management.

i

All training resources
Browse all training resources mentioned in RDMkit pages.

™

Your domain

Learn about data management tasks that affect your domain or

research community, and the solutions adopted to address them.

National resources

Find pointers to country specific information resources and
national research data management practices.

RDMkit
Linked to other registries:
v FAIRCookbook
v FAIRsharing
v' TeSS
v’ Bio.tools

v" WorkflowHub
v’ Data Stewardship Wizard

https://rdmkit.elixir-europe.org
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https://rdmkit.elixir-europe.org/

Focus sur le RDMKkit

We welcome contributors! RDM kit

dD This project would not be possible without the many amazing community contributors. RDMkit is an open community Start contributing

- project, and you are welcome to join us!

What's new?

New page: Data deletion
B 06 November 2025 - }* 1715

A"your task” page about how to properly delete data was added. Discover the page here.

Ex: Contribution récente francaise IFB - Data Terra/PNDB au
T st développement d'une page de guidelines dédiée au domaine
« Biodiversité »

A new “your domain” page about Biodiversity was added. Discover the page here.

New page: Virology

B 15May2025- }* 1620

A new "your domain” page about Virology was added. Discover the page here.

For more news please visit our news page.

Un outil extrémement populaire développé par ELIXIR-FR:

FAIR-Checker FAlR@-'\hecker

RDMKkit in numbers
231 599 . 136 .
L) o 1=
Contributors - . Tools & resources Pages -
. . Explained in the context of real world . .
The force behind RDMKit problems Helping you with data management

IR o
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Des ressources support au support de projets

Your domain

Plantsciences - -  RIDMkit

Introduction

Data management challenges in plant sciences

The plant science domain includes studying the adaptation of plants to their environment, with applications ranging from
improving crop yield or resistance to environmental conditions to managing forest ecosystems. Data integration and reuse are
facilitators for understanding the play between genotype and envirenment to produce a phenotype, which requires
integrating phenotyping experiments and genomic assays made on the same plant material with geo-climatic data. Moreover,
cross-species comparisons are often necessary to understand the mechanisms behind phenotypic traits, especially at the
genotypic level, due to the gap in genomic knowledge between well-studied plant species (namely Arabidopsis) and newly
sequenced ones.

The challenges to data integration stem from the multiple levels of heterogeneity in this domain. It encompasses a variety of
species, ranging from model organisms to crop species to wild plants such as forest trees. These often need to be detailed at
infra-specific levels (e.g. subspecies, variety), but naming at these levels sometimes lacks consensus. Studies can take place in
adiversity of settings, including indoor (e.g. growth chamber, greenhouse) and outdoor settings (e.g. cultivated field, forest)
which differ fundamentally on the requirements and manner of characterizing the environment. Phenotypic data can be
collected manually or automatically (by sensors and drones), and be very diverse in nature, spanning physical measurements,
the results of biochemical assays, and images. Some omics data can be considered as well as molecular phenotypes (e.g.
transcriptome, metabolomes). Thus, the extension and depth of metadata required to describe a plant experiment in a FAIR-
compliant way is very demanding for researchers.

Another particularity of this domain is the absence of central deposition databases for certain important data types, in
particular data deriving from plant phenotyping experiments. Whereas datasets from plant omics experiments are typically
deposited in global deposition databases for that type of experiment, those from phenotyping experiments remain in
institutional or, at best, national repositories. This makes it difficult to find, access and interconnect plant phenotyping data.

Data management planning

Description

The general principles for data management planning are described in the Planning page of the Data life cycle section, while
generic but more practical aspects of writing a DMP can be found on the Data Management Plan page.

Considerations
« Important general considerations about data management planning can be found on the Planning page.
= Phenotyping data must be described following the @ MIAPPE data standard.

= Make sure to identify and describe the biological material and the observation variables in your research.

Solutions

e IFB  eliir

IUE FRANCE

BIOINFO

Exemple du domaine « Plantes »

o Ressources support a la gestion FAIR des
données sur les plantes développées
depuis 2015 dans un cadre international :
Wheat Initiative (collaboration RDA),
I’"ELIXIR Plant Sciences Community,
EMPHASIS, BrAPI consortium, MIAPPE
consortium, CGIAR

o Compilation dans la page “Plant Sciences”
du RDMKkit

— « Crash test » et amélioration dans des

projets Internationaux, Européens et

nationaux



Les projets BRelF et AgroDIV du PEPR AgroEcoNum

Principaux objectifs de BRelF:
* Interoperabilite des services numeriques des infrastructures de recherche
francaise : RARe, IFB, France génomique
* Amélioration de la gestion FAIR des données

[ People & Resources ]

[ State of the art tools ]

191 researchers
Genomic data

6 Organizations e % l,_%mm Statistical and informatic
o B | Fourags developments
zzzzz
oG et
20476 plants , N sis of the di )
m?,’:.”i;“‘ 3 w - Analysis of the diversity
s (O %-;WT P
E pe ol
o EEER T
7466 animals S LR Lt Identification of varieties

/ races

_-On GEN@MICS

RARe BioinfCmics

) o Robust and resilient plant varieties and animal races,
e IF B EIM‘ adapted to new farming contexts



Les projets européens sur le blé

s
&#AGENT o

Genebank collection ~_~ e / / Precision collection
y ————

caractérisation d’un grand nombre /
de collection de blé et orge des 8 YD
. . VY
centres de ressources biologiques / Q| et
européens S a |
Selection Gap S ~ G::oatzccpes
PRO- ‘8’9% 1 K th Yy s
W N Drift
WILD el \/// i
Protect & Promote Crop Wild Relatives Single seed descent
m:ﬂs&g&dbn
sur especes sauvages apparentés & = s
aux especes cultivés e

2 ‘ .
< IFB E,?ﬁ: Mascher et al. Nature Genetics



Guidelines

* Mise a disposition de guidelines pour gérer les données du projet
* Complémentaire du plan de gestion de données
* Flux de données par type de données E@(}' PHEN®ME
*  Formats, standards de données et outils a utiliser |

- O
Vé Vé . FRANCE ‘@
* Référence aux sources externes (RDMkit, FAIRCookbook) @ GENOMIQUE RARe
Phenotyping Data Flow . - :—- ® . %ﬁyﬁﬂg&g

~—
* Consistency checks AGENT DB &
* Automated reports portal

* Historical & «  Agreement on traits,
f)iperllr:!enta\ methods and scales
emplates _ ()
0 !
@ * @ - O]
oj ing area

#Data INRAZ

* Raw & primary data
* Aggregated data (BLUES)

* FAIR Long term access
.G bank @. ’-éhr . + Tabular {xlsx) o
eneban y , @) { abular (xlsx) format
FAIRDOM —>3e!DAI

. llecti .

; gﬂ::;zf‘:::p"'ates ® « IS FAIR Digital Objects . 2:;;3":::;’:; a(:aaLues)

* Data curation * FAIR Long term access
* ISA Format

P I.IG‘*"‘*b‘"’"" https://doi.org/10.5281/zen0do0.12625359
é‘ I F B + Data analysis 10
BIONFORMATIL = Data reduction/aggregation, BLUES


https://doi.org/10.5281/zenodo.12625359

Outils de partage et curation

e Espace de partage, curation et validation de données

SaR

A /

FAIRDOM

arborescence

contient templates, fichiers d’exemple, guidelines, README

4 3'3 WP3-Phenotypic-Historical
4iA CREA-CI-Phenotypic Historical Study wheat
b 4. CREA-CI Phenotipic historical data wheat_24-01-2022
L = CREA Phenotypic hystorical assay24-01-22
.. CREA Phenotypic hystorical assay24-01-22 (Validation Report v3)
4 4T CREA_Phenotipic historical data wheat_01-2023
: = CREA Phenotypic hystorical assay_01-2023
.. CREA Phenotypic hystorical assay_01-2023 (Validation Report v3)
~ &a& CRI-Phenotypic-Historical-Wheat
i 4k CRI-Phenotypic-Historical-Wheat
?‘ - L_‘ CRI-Phenotypic-Historical-winter-wheat
; L._ CRI-Phenotypic-Historical-spring-wheat
.. CRI-Phenotypic-Historical-spring-wheat (Validation Report v2)
- 404 CRI-Phenotypic-Historical-Barley
4. 47k CRI-Phenotypic-Historical-Barley
| :_ CRI-Phenotypic-Historical-winter-barley
| :“ CRI-Spring-Barley-Phenotypic-Historical-Data
- .. CRI-Phenotypic-Historical-winter-barley (Validation Report v2)
.. CRI-Spring-Barley-Phenotypic-Historical-Data (Validation Report v1)
4L~ ICARDA-Phenotypic-Historical-Barley
b 4k ICARDA-Phenotypic-Historical-Barley-Assay-2019
| r,_ ICARDA-Phenotypic-Historical-Barley-2013-AREC-eurisco
.. ICARDA-Phenotypic-Historical-Barley-2019-AREC-eurisco (Validation Report v2)
4 Jk ICARDA-Phenotypic-Historical-Barley-Assay-2018
| =_ ICARDA-Phenotypic-Historical-Barley-2018-MARCHOUCH-eurisco
; =" ICARDA-Phenotypic-Historical-Barley-2018-AREC-eurisco
b .. ICARDA-Phenotypic-Historical-Barley-2018-MARCHOUCH-eurisco (Validation Report v2)
.. ICARDA-Phenotypic-Historical-Barley-2018-AREC-eurisco (Validation Report v2)

. 4k ICARDA-Phenotypic-Historical-Barley-Assay-2017

IN (]
-
{Flherﬁle names ... XI = M Allfiles > pro-wild >
I fil B Type [ Modified
& Personal files Name =
49 Recent
Qilseed_rape
* Favorites
+& Shares A Sugar_beet

2 Shared with you

General_g D u
MIAPPE_II u
2 files - 3 fc

X9 Pending shares
o8

Wheat
224 Shared with others

G Shared by link

B File requests

D 0OO0OOOaO
2arOQ

W Deleted shares

Pro-Wild +Z

2\ People

Genomic_data

Genotyping_data

Phenotypic_data

README_Wheat.txt

+ New

O O 0 O o o o o o
D B Q0000

Nextcloud

Ik

1AM

INRAE

e

UNIPG
€0_321-Wheat-Crop-Ontology.xs
MIAPPE_Minimal_Spreadsheet_Templa
MIAPPE_Spreadsheet_Template xlsx

README_W_phenotypic_data.txt



utils de partage et curation

Frictionless
Data

e Qutil d’aide a la curation de métadonnées de phénotypage
e version en ligne https://urgi.versailles.inrae.fr/excel-validator/miappe

* |ancement automatique dés qu’un nouveau fichier est déposé et écriture de
rapport

H - MIAPPE_INRA_Small Grain Cereals B | % Excel Validator x o+ ~ - o X B % Exel Validator X+ ~ - 0 X

Fichier  Accueil Insertior Mise en | Formule Donnée: Révision Affichag Aide Acrobat () Dites- 3
- « C O B & httpsy//urgiver Yy 0 8 = & C o8 https#/urgivers: B % 67% ¥ L 0 9
AL . studyld v
Excel Validator
A 2 H B = MIAPPE validation

1 studyld StartDate studyEndDate contactinst 4
2 |BTH_Champagne-céréales_2005_setAl 2004-10-20 2005-07-31 INRAE FRA Filename  MIAPPE_INRA_Small_Grain_Cereals_Network_2005_testalsx o
3 | BTH_Clermont-Ferrand_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA i | 10710 MIAPPE validation
4 BTH_Colmar_2005_SetAL 2004-10-20 2005-07-31 INRAE FRA
5 |BTH_Chaux_des_prés_2005_SetAl 20041020 2005.07-31| INRRE eral Uploaded  19/10/2025 19.05:43 Filename  MIAPPE_INRA_Small_Grain_Cereals_Network_2005_testxlsx
6 |BTH_Dijon_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA ks | 108kb
7 BTH_Estrées-Mons_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA | Allow additional sheets
8 BTH_Le_Moulon_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA Uploaded  19/10/2025 19:31:54
9 BTH_Lusignan_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA - Require predefined sheet order
10 | BTH_Orgeval_2005_SetAl 2004-10-20 2005-07-31 INRAE FRA § v | Allow additional sheets
11 |BTH_Rennes_2005_SetAl_PIETIN-VERSE 2004-10-20 2005-07-31 INRAE FRA | reset validation ” delete file ‘
12 |BTH_Rennes_2005_SetAL 2004-10-20 2005-07-31 INRAE FRA — Require predefined sheet order
13 BTH_Clermont-Ferrand_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA
14 |BTH_Colmar_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA et vatidation || delete file
15 | BTH_Chaux_des_Prés_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA
16 BTH_Dijon_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA |NVALI D
17 | BTH_Estrées-Mons_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA VALID
18 |BTH_Le_Moulon_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA sheet [study) €D A
19 BTH_Lusignan_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA
20 | BTH_Orgeval_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA Missing Columns
21 |BTH_Rennes_2005_SetA2_PIETIN-VERSE 2004-10-20 2005-07-31 INRAE FRA udysarace
22 |BTH_Rennes_2005_SetA2 2004-10-20 2005-07-31 INRAE FRA
23 BTH_Clermont-Ferrand_2005_SetB1 2004-10-20 2005-07-31 INRAE FRA Unrecognized Columns
24 | BTH_Colmar_2005_setB1 2004-10-20 2005-07-31 INRAE FRA StartDate
25 | BTH_Chaux_des_Prés_2005_SetB1 2004-10-20 2005-07-31 INRAE FRA
26 | BTH_Dijon_2005_SetB1 2004-10-20 2005-07-31 INRAE FRA
27 W Estées.wons_2005_sera1 2004-10.20 2005.07-31 1nRAE oA DO () v
28 | BTH_Le_Moulon_2005_SetB1 2004-10-20 2005-07-31 INRAE FRA

BTH_Lusignan_2005_SetB1 2004-10-20 2005-07-31 INRAE FRA| Sheet [Observation Unit) @) ~

> | Person | Data i [EREGHENK ;
W parameures datfichage |l m - 1 e ) ) ) . This tool is powered by exce or version 0.9.3 - developed s part of the 12020 AGENT project 12
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https://urgi.versailles.inrae.fr/excel-validator/miappe

Aide a la soumission dans des entrepots

Disciplinaires: EBI/BioSamples et ENA pour
les séquences et échantillons associés

s
wra
ot ———

Recherche Data Gouv: jeux de données de
phénotypage curés, validés et analysés

¢ & Collections (0)

¢ E Jeux de données (3)

Type de données
3

DataPLANT: FAIR Digital Object (RO-Crate,

Auteur Nom

Adrian Motor (2)

ARC) - machine actionable

Liiana Vasilescu (2)
Ni

fov (2)
Plus.

Sujet

Agricultural Sciences (3

Mot-clé Terme

iofic stress, abiotic stress

oo
B =liir

ATIGIUE FRANCE

Scripts en acces ouvert pour
—— faciliter la soumission et la
récupération d'identifiants

pos  Guid

Q  Recherche avi

143 de 3 résultats I i

it historical phenotypic data from 9 European genebanks

20 noy

Etiennie Bardt, Enwan Le Floch; Jagadesshwar R. Enkala: Cyrl Pommier, 2025, "Wheat historical phanotypic data from 8

European genebanks”, hitps://doi org/10. (Y1WWIG, Recherche Data Gouv, V1

The present dataset provides axlensive historical phenotypic data from nine gensbanks as a MIAPPE compiiant data set, in an asily human-
readsable, tabuar (Excel) format, This dataset encompasses data collected between 1967 and 2022 at various sites in Europe and North Afica
It

Curated and Data from se:

ysed Historical Barley (Hordeum sps.) Phenct
URS

@

3now

Zaim, Meryern; Erwan Le Floch; Marcel Ofiver Berkner, Pavel Svoboda; Likana Vasilescu; Eugen Peicu; Gabrieta Sarban; Cristina
Merinciu; CAtélin Lazer; Vasile Mandea Indira Gaiit Sibiu Vasilescu; Wiesiaw Podyma; Maia Bocziomweke: Szyron Pula; Adrian
Motor; Renata Kowalik; Marta Puchta-Jasifska; Paulina Boic; Aleksandra Pletrusifska-Radzio; René Hauptvogel; Andras Cseh
Vojdch Holubec; Marta Zavielovi; Zdenék Nesvadba; Wouler Groerink; Laura Reiniers; Nikolay Nekov; Michael Alaus; Jochen C
Raif, Matthias Lange; Jagadesshwar R Enukala; Zakaria Kehal, Fiiopo M. Bassi; Andrea Vision!, 2025, "Curated and Analysed
Historical Barley (Hordeum sps:) Phenotypic Data from seven i . htps: ol org/10.57745/DQFATB, Recherche
Data Gouy, V2, UNF:6,GHOKaz4IPGYZ3c3r3LWw== [fIeUNF]

Thes dataset compies historical phenotypic records of Barley (Genus: Hordeumn) accessions evaluatad across multiple years and locations by
seven European ganebanks participating in the AGENT project. The data eriginate from lang-tem evaluation trials conducted under diversa
agro...

Wheat and barley phenotypic data from 13 european genebanks.
10 0ct, 2025

Marosi Berkner; Danuta Schiller; Renata Kowallk: Szymon Pula; Adrian Motor, Nikolay Neykov; Gergana Desheva; Vojtéch
Holubec; Pavel Svoboda; Moshe Ronen; Liiana Vasilescu; Rene Hauptvogel; Miriam Nadubinska; Francesca Sansoni; Pafrizia
Vaccino; Benjamin Jaegle; Meryem Zaint; Sarah Serex, 2025, "Wheat and barley from 13 europ banks.",

13




Des formations

e Visibles dans le catalogue de formation de I'|FB

qui alimente automatiquement celui d’ELIXIR
(TeSS)

P RORMATELRS %

e Du matériel de formation réutilisable accessible FORMATELR

via une instance Moodle de I'lIFB GercreuR
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DONNEES  Fundalh Acusith INGroprdle Rewsalde.

crédit Jordane Ancelin

b iy
CIFB el "


https://www.ifb-elixir.fr/formations/je-cherche-une-formation/
https://tess.elixir-europe.org/
https://moodle.france-bioinformatique.fr/

Portail de recherche des données scientifiques

EMBL-EBI Eﬂl'L
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8 gmme'w South(reen P
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Data

CIMMYT.

Incernational Malze and Wheat Impravement Center

Fédérations de heat
données partageant mmﬂmmw https://urgi.versailles.inrae.fr/wheatis/

les mémes standards (ﬁ\i) B
P . FAIDARE https://urgi.versailles.inrae.fr/faidare/
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Portail de recherche des données scientifiques
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WHEAT INFORMATION SYSTEM
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Exemple de recherche

x

gene TraesCS2A02G151900

A Right click on this feature to get links to external resources
Accueil Wheat@URGI A prop s g

WHEAT INFORMATION SYSTEM INITIATIVE

Primary Data
cfd?| Name TraesCS2A02G151900 Search in WheatlS |
Type gene
Genome Track View Help
Score 61
ESPéCES 0 50,000,000 100,040, Position chr2A:100113981..100117432 (+ strand) 1,000 350,000,000
Triticum a ‘ Select Length 3,452 bp Q Q Q Q
Aegilops tracks | 100.110.000
Triticum a Attributes
Cfd SSR 22
Go (12)
G0:0001510 GO:0001522 GO:0006164 GO:0006364 GO:0065007 GO:0003723
Type de dogy piunconfidenceG 1.1 (GOMAP
ighConfidenceGenesv1.1 ( ann G0:0009982 GO:0005654 GO:0005829 GO:0009506 GO:0019013  GO:0031429
Gene ann
Physical n e . Id TraesC52A02G151900
[x] s | e .
Marker [2] (TE model) [ | Previous_id TraesCS2A01G151900
Genome ¢ Primconf HC
TaBW280K .
Seq_id chr2A
Base de do.... .. Source IWGSC_v1.1 201706
IWGSC@GnplS [8] Region sequence
GnplS 21 Gene annotation ] FASTA
SEQUENCE FEATU 3940, Strand = 0, Source
= ePCR, Seq id = >chr2A chr2A:100113981..100117432 (+ strand) class=gene stivum similarity chr4
. . - length=3452
Fournisseurs de données GCCACGGCGCCGCTTTCCGTCCCCGCARARACCCTAATCCCCCCTCCCCCCACCCCACCCAC
INRAE-URGI CCCACCCGCOGCCATGTCGTCCACGCCGOCGECCGTCGCGTCCCCCGCCTCCGAGCACACCA
cunb AATCTAAGAAAARGAAGAGCAAATCCAAGGACGCCTCCGUCGACCCCGCCGCCGATACCACA
TCGCTGGCGGACGCCGAGGCCAAGACTGATGGCTATATGATCAAGCCCCAGGCCCTGGTTCC
GTCCCTCGACACCTCCACCTGGCCGCTCCTCCTCAAGAACTACGACCGCCTCAACGTCCGCA
Gene annotation CCGGCCACTACACCCCGCTCCCCTCCGGCCACTCGCCGCTCAAGCGCCCCCTCGCCGAGTAC
[ ] CTCCGCTACGGCGTCATCAACCTCGACAAGCCGTCCAACCCCTCCTCCCACGAGGTGGTGGC
)I F B SEQUENCE FEATU GTGGATCAAGCGCCTCCTCCGCGTCGAGAAGACCGGCCACAGCGGCACGCTCGACCCCARAGG 1= 517967269 ’ Strand =
é 0, Source = ePCR TCACCGGCAACCTCATCGTCTGCGTCGACCGCGCCACACGCCTCGTCARGTCGCAGCAGGGS 4  iticum aestivum similari
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Conclusions de notre retour d’expérience

e Les infrastructures de recherche, IFB et ELIXIR, ont
permis de capitaliser sur le long terme les
développement de ressources support

 maintenance des ontologies, standards,

recommandations %
e maintenance des entrep6ts de données

e personnels experts dans la standardisation et
curation de données (data stewards)

e Lesressources support doivent étre co-construites
avec les communautés de recherche (ex: Wheat
Initiative)

e cadrage des besoins et expertise sur les données
e personnes relai pour diffuser les bonnes pratiques

. s
CIFB el

Identification des partenaires et
des ressources:
» Ecosysteme Recherche
Data Gouv
» forum des ESFRI

» Impliquer l'infrastructure
de recherche pertinente
comme partenaire de
projet

» Faire travailler les
infrastructures ensemble
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Conclusions de notre retour d’expérience

S . , Identification de partenaires
e Les activités de formation et de montée en et de ressources:

capacité sont critiques > Ecosystéme Recherche
« former les chercheurs Data Gouv

» forum des ESFRI
e former des formateurs

» développement de matériel de formation
Les systemes de labellisation

réutilisable des bases de données
e Dans un contexte de grande dispersion des partenaires devraient
p . ’ oy . permettre d’identifier les
donn(?es, le .d_eveloppement d’une feolleratlon de forces et faiblesses pour
données facilite la mise en place de réseaux de consolider ces fédérations

collaborations entre bases de données
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