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f Introduction >
Fermentation monitoring is a powerful tool for bioprocess development, optimisation and control. Several parameters can be tracked including temperature, dissolved oxygen,
pH, metabolites, etc... As metabolites represent the final step of biological regulation, they are key indicators. Metabolic changes can occur very rapidly, and traditional metabolomic
analyses are time-consuming. Therefore, online high-resolution time course analysis is required. To achieve this, we adapt a real-time metabolomic workflow from instrumental
development (Cortada-Garcia, et al., 2022) to automated reprocessing, enabling feedback to the fermenter in real time to optimise bioprocesses.
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