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> METHODOLOGY
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2 RESULTS AND PERSPECTIVES 2> CONCLUSION

Degradation network of the SMX obtained for biological ) Simplified degradation scheme obtained from the > No methodology for  processing and

processes - based on bibliometric analysis - was ploted knowledge graph. The three more reported TPs (TP_93 > consolidating data from degradation pathways
with Gephi software. TP_08 > TP_172a) are represented with medals. Edge weights are considered in the literature.

are reported.
The size of each link (or edge) reflects the recurrence of the Inspired by social networks, we proposed to
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,@EW SMX explore graph methodologies and attempts to

respond to this lack, to create consensus on the

pathways considered, giving an indication of the mostly
reported reaction pathways (SMX > TP_98).
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~- s e —= v ) To date, the part of the database enrichment is
< J@ “““ Wt done manually by updating the articles and
g )\b g identifying new molecules and reaction
) ' pathways. The most ambitious perspective is
| . _ the automation of the database enrichment
> Bayesian networks (BN) were used for inference queries and phase.
to draw degradation tree after with structure initialization. Matrix
Highlighted path (blue) is the most recurrent degradation way, representation

-
'
L
’
s’
’
,/
d

R —— TP, .. TP,
= ; e — e

~
\\\\\\
M— \\
— \
—— —;‘_:.‘:__\\ . |
//: \ ‘\\'\ ,/ ) \\
375 285 | [269a| |2690] |267a] [2670] [295 | [287 | jpssg| 1\ [253p) [243] [238 ] [2131] // \\
\
/ \\ l Rp |
: : I. Data

Data

| 96 | 255a 253d | [sad] | [isod) @ -@
@/ \\ mining ”\ ( /—' analysis
1722 188b| {149 D % {:\\3 £ lses ,Z
. _ P AN +
o) Bayesian Network 25) (is0) (
&) @%
D
258 o ™~  Data -
(39) (72) enrichment
Queries (react. pathway) Probability
P (TP98 | SMX) 19 7%
3 5 rue de la Doua, C520244
P (TP83 | SMX, TP98) 37 7% 69625 Villeurbanne Cedex

antonin.azais@inrae.fr
P (TP60b | SMX, TPg8, TP83, TP8gb) 100 %



http://www.reversaal.inrae.fr/

