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Introduction: Y-box binding protein 1 (YB1) is a member of the cold shock protein family, which is known for its DNA- and RNAR
binding. YB1 has multiple functions in normal and cancerous cells, some of which are listed below:
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Origin of the Project: FRET

Our team has shown that YB1 interacts with NTH1 and | DNA Repair

stimulates its DNA repair activity [1]; NTH1 is a DNA repair
enzyme of the base excision repair (BER). As shown in the
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figure, this interaction is enhanced in MCF7 breast cancer-
/ YB1 Domain Organisation \ derived cells treated with first-line chemotherapeutic Biosensor
agents, such as cisplatin, leading to resistance to anti-
= Dg{“g RNA _— protein and DNA/RNA Interaction cancer treatment.
inaing . . . [1] Senarisoy M, Barette C, Lacroix F, De Bonis S, Stelter M, Hans F, Kleman JP,
N-Terminal| Cold Shock Highly Dlsqrdered Rgglon Fauvarque MO, Timmins J. Férster Resonance Energy Transfer Based Biosensor for
Domain Domain C-Terminal Domain Targeting the hNTH1-YB1 Interface as a Potential Anticancer Drug Target. ACS
- - - - \ Chem Biol. 2020 15(4):990-1003.
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(149-156)  (185-194) (267-293) This urged the team to evaluate the potential of YB1 as a key biomarker in cancer biology and to
Phosphorylation L characterize its precise role in cancer progression, DNA repair and chemoresistance. Our first goal
site (2?52-32) was to perform a bioinformatic analysis of public databases to identify cancer types
overexpressing YB1 compared to the equivalent healthy tissue, showing a correlation between YB1
Qnd BER factor expression, and having Yb1 as a potential factor for early diagnosis and prognosis. GTEX /
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D- Cancer Cell Lines Selection Portals and Databases
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