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LEAFY (LFY) is a transcription factor that originated in algae. In land plants, LFY A~

shows a conserved role in the regulation of pools of stem cells called meristems, T s LFy - UFO - LFFUFO

while specifying floral organs identity in many angiosperm species (Figure 1A). In \ Algae E 2

Arabidopsis thaliana, UNUSUAL FLORAL ORGANS (UFO) acts as a cofactor of LFY. - < Homworts ) g

UFO redirects LFY to specific DNA binding sites, and thus to a specific panel of cep1 /s Moss o fg;

transcriptional targets [1]. Phenotypes of ufo mutants in various angiosperm whor1 1| whoni2 | who3 | whor s Liverworts % - E’j

species suggest that UFO also has a conserved function in meristem regulation U R A Lycophytes sk 2=

[2]. / Ferns g O :2 3
Symnosperms @ :

While the molecular network in which LFY operates for its floral function has Angiosperms 5 @ O ® © O =

been described in angiosperms, little is known outside this group, especially in Floral function Present, no identified function

bryophytes (Figure 1B). Here we question the origin and evolution of the LFY- @ Meristematic function
UFO partnership and we characterize LFY function and downstream network in

the liverwort Marchantia ,DO/ymOI‘,DhG, which does not POSSESS 4 UFO h0m0|0g- Figure 1. (A) ABCE model, adapted from Philippe Rieu's thesis. (B) Evolution of LFY and UFO functions in plants.

How did LFY molecular network evolve in land plants and what is the role of UFO in this evolution?
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Figure 2. Phylogeny of bryophytes and vascular plants UFO proteins. Vascular plants UFO group is not exhaustive, we Figure 3. (A) Conservation level of AtUFO mapped on AtLFYz5-AtUFO-DNA cryoEM structure obtained in [1]. (B)
selected species along the phylogeny to have a representation of diverse groups. Bryophyte UFOs were found using the Electrophoretic Mobility Shift Assay (EMSA) with LFY and UFO from Arabidopsis thaliana (At), Petunia hybrida (Ph), Oryza
OneKP project database, except for STUFO that was found within ncbi databases. sativa (Os), Pinus tabuliformis (Pt), and Sphagnum fallax (Sf) on dLUBSperfect.

From conservation to variation

Various LFY type | can bind dLUBS The LFY-UFO complex present functional

with their UFO. variation in angiosperms. 1. MpLFY expression pattern

MPpLFY is expressed in gemmae apical meristems (left)

dLUBS . . .
and in antheridia (center and right).
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