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@é Microbial diversity in the ICCF cloudborne culture collection

« 827 bacterial strains and 223 fungal strains were isolated from cloud water sampled at the top of the puy de D6me (Auvergne) or the Maido (Reunion island, Indian ocean) mountains to
form a unique culture collection
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Metabarcoding of total and active communities Cloud water, a source of undescribed species
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Ice nucleating bacteria, possible rainmakers
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Surfactant-producing microorganisms to facilitate droplet formation
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e Surfactants in the atmosphere may facilitate the formation of cloud droplets by reducing

water surface tension
New species from cloud water may also represent

a source of new activities for emerging

: biotechnological purposes
9 extremely active Adapted from Renard et al. ACP (2016), doi:10.5194/acp-16-12347-2016 ) | gical purp y

* ~41% of strains isolated from cloud water are active producers of biosurfactants, 7 % are 2b-9 Bc;d//us'mob///s 3b-10 Sph/ngomonas sp.
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