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NMR-based metabolomic studies are mostly performed with well-established protocols based on proton 1D liquid-state NMR.
However, conventional 1D H NMR is hampered by overlapping signals which are typically encountered in biological samples @ f]
(biofluids or extracts), thus impairing the identification of biomarkers. As depicted on the figure below, it has been shown that | [\
advanced fast and quantitative 2D NMR methods can overcome this issue while staying compatible with high-throughput and ,\/\ |
guantitative needs of metabolomics [1, 2, 3]. Hence, two fast NMR methods, involving Non-Uniform Sampling and ultrafast NMR |~ © || | |l
were optimized and implemented across seven NMR metabolomic platforms, all involved in the MetaboHUB infrastructure.
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Cojsaie The two fast 2D NMR methods were optimized in Nantes and then implemented
on site in the other six NMR facilities within MetaboHUB, in an harmonized way.
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¢/ | Towards interlaboratory studles

The implementation of innovative and fast 2D 1H NMR methods in an harmonized way also gives new perspectives for collaborative projects. Following a previous study
involving 1D *H NMR and associated processing workflows [6], these tools pave the way towards the first interlaboratory study involving fast 2D NMR metabolomic data.
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