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 Lipids detected in Thermo are more than in Waters 
 

 W4M:  High level of True Positive in peakpicking 
                  BUT High level of False Negative 
 
 MSDial: Lower level in False Negative 
                    BUT   high level of False Positive (Noise) 
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 Thermo and Waters are 
two MS methods for 
metabolites 
identification. 

Study plan 

 What will be the best bioinformatics 
technics for untargeted data treatment 
and annotating ? 

 What will be the best method for 
lipids ? 
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POS: Same general shape with little advantage for W4M 
 
NEG: Clear advantage for MSDial 
 
Non discriminant features: MSDial > W4M 
 
Numbers of features detected: MSDial > W4M 
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POS & NEG: Clear advantage for Thermo 
 
Numbers of features detected: Thermo> W4M 
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