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Develop antimicrobial peptides delivery systems with a high affinity and specificity to target bacterium
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Nanovector Antimicrobial peptides (AMPs) Aptamers Complementary sequences
Mesoporous silica AMPs act as therapeutic agents Grafting aptamers is crucial to They are used to block the
nanoparticle (MSN) within the nanocarrier. They confer specificity and selectivity pores of the nanoparticle by
serving as a vehicle for are protein molecules able to towards a particular target, in hybridizing with the aptamers
the therapeutic agent exhibit antibiotic properties our case, a bacterium already present on its surface

Aptamers are interacting with
bacteria — realease of AMPs
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4 Setting up a flow cytometry method to study
fluorescent aptamer interaction with bacteria
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Figure 1 : Method used to observe an interaction between aptamer/antibody and bacteria.
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Table 1 : Selected aptamers and their targeted bacteria. / i Binding buffer according to literature conditions
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= [Aptamers] = 100 nM, [Antibody] = 500 pM o FSC : Forward Scatter

[Bacteria] = 10° cfu/mL (Aptamers) ; 10% cfu/mL (Antibody)
Binding buffers: Figure 3: Plots before incubation between E. coli ATCC 700728 and the antibody.
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5 . Experimental conditions: e Flow cytometry : effective analytical technique for studying the interactions
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Y . [Bacteria] = 10* cfu/mL  Every aptamer demonstrates interaction with E. coli bacteria
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