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2- Marine phycotoxins
from dinoflagellate organisms

1- Binding of nicotinic antagonists and agonists to the
soluble, homopentameric nAChR surrogate, AChBP
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agonist core to
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* Record affinity and subtype
specificity by competition binding at
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the membrane state (transfected HEK
cells)
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binding loci govern
subtype specificity
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and mutants
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4- Spirolides and gymnodimines:
high affinity, low nAChR subtype specificity
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* Main anchoring point for
the common cyclic imine:
central to the subunit
interface
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6- Is the imine core found in the macrocyclic toxins

sufficient for dictating nicotinic antagonism?
Functional é)nalysis
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5- Pinnatoxins:
high affinity, high nAChR subtype specificity

Full versus partial antagonism at 10 uM
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