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Binding & structural analyses on Aplysia AChBP

Kinetic/equilibrium

()4 (4R (9)4S
parameters
Kon (10° M 1min-?) 6.3 7.4 6.1
Kotf (103 min-1) 18 16 26
Koff/car (103 min-1) 15 14 24
A-AChBF Ka/xoff/kon) (LM) 2.9 2.2 4.3
Ka/sfeq (UM) 4.2 3.1 5.4
Ka/spaeq (UM) 24 2.3 24

Modest affinities for AChBP,
associated with positional variability
along with a range of AChBP loop-C
conformations, denoting prevalence
of antagonistic properties
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This study identifies a minimal set of functional pharmacophoresﬁ'
. and binding determinants as templates for designing new o
. antagonists targeting disease-associated nAChR subtypes . .-
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