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Our recent article [1] reviewed the history
of the humanmalaria parasitePlasmodium
ovale from its original discovery to the
realisation that it comprises two morphol-
ogically cryptic species that are geneti-
cally quite divergent. We ended with a
proposal that the trinomial names that
have been used for these two species
over the past 14 years be replaced.
Šlapeta, Sutherland and Fuehrer [2] con-
cur with this, but object to the names we
have proposed. They contend that we
have not followed the rules of the Interna-
tional Code for Zoological Nomenclature
(ICZN) [3], insofar as (i) we have not lodged
a ‘type’ (in the form of a blood smear) for
each of the species, and (ii) we have not
retained the original name (P. ovale) for
one of the cryptic species. However, we
note that more appropriate ‘types’ have
been deposited and that there are indeed
provisions within the ICZN that allow
deviation from the standard rules when
this provides a more accurate and stable
nomenclature.

In light of the scientific and technical ad-
vances of the 25 years following the publi-
cation of the ICZN, calls have been made
to implement significant amendments to
maintain its relevance [4]. This need for a
modern approach is particularly acute for
many groups of protists, where the task
of classifying known, and numerous new,
species challenges the current ICZN [5].
The obvious opportunity is to exploit the
ease with which DNA sequences can be
characterised for taxa where distinguishing
morphological features appear to be ab-
sent. In the case of the two P. ovale spe-
cies, whose blood stages in humans and
sporogonic stages in the anopheline host
appear morphologically identical, currently
the only way to distinguish them is through
genetics.

On the face of it, the replacement of the
original name (P. ovale) by two others con-
stitutes a breach of the ICZN Principle of
Priority (ICZN ‘Article 23’). Šlapeta et al.
[2] advocate the retention of the name
P. ovale for one of the two species, that
is, that originally referred to as the ‘classic’
type, and suggest defining a neotype for
this species from a sample from East
Africa (the geographic source of the original
P. ovale described in 1922). However, this
is inaccurate and scientifically unaccept-
able. The naming, in 2004, of the two
forms of P. ovale as ‘classic’ and ‘variant’
types was quite arbitrary. Given that both
P. ovale species are currently present in
East Africa, the parasite first identified by
Stephens [6] could have belonged to either
species. Furthermore, all the epidemiologi-
cal, biological, and clinical observations
subsequently published on P. ovale could
have referred to either one or other of the
two species, or indeed both for mixed in-
fections. Thus, linking those data to one
of the two species selected at random is
as inappropriate as it is scientifically incor-
rect. This would lead to confusion among
malariologists, clinicians, and epidemiolo-
gists, and would be detrimental to efforts
to control a pathogen associated with po-
tentially severe morbidity. To quote from
the ICZN: ‘the rules must enable the Princi-
ple of Priority to be set aside on occasions
when its application would be destructive
of stability or universality or would cause
confusion’ (ICZN ‘Principles p. xx’).

Since 2010, the two parasite species have
been known as P. ovale curtisi and
P. ovale wallikeri [7], a form of nomencla-
ture that should be reserved for subspe-
cies (ICZN ‘Article 5’), and which has led
to considerable confusion as to the
status of these parasites. The solution
we propose is simply to concatenate the
second and third words to produce
single specific names, P. ovalecurtisi
and P. ovalewallikeri. We also propose
keeping the name P. ovale [6] for all past
and present observations made on para-
sites that cannot be, or were not, diag-
nosed molecularly as P. ovalecurtisi or
P. ovalewallikeri. The use of these pro-
posed names will preserve historical con-
tinuity and scientific accuracy: references
to P. ovale curtisi and P. ovale wallikeri
in the literature from 2010 to 2023 can
be related immediately to the new no-
menclature, while avoiding the potential
inference that the literature on P. ovale
from 1922 to 2010 applies specifically to
one of the two species.

Given that the two species can only be
distinguished based on their DNA, the
deposition of blood smears or micro-
scopic images as neotypes is irrelevant.
The complete genome sequences for the
two species that were published in 2017
[8], deposited at the European Nucleotide
Archive (http://www.ebi.ac.uk/ena), and
are available as full chromosome assem-
blies in GenBank, constitute the more
appropriate neotypes for the two species.
We therefore formally name the two spe-
cies as P. ovalecurtisi sp. nov. (neotype
GenBank P. ovalecurtisi, strain PocGH01
Accession Number GCA_900090035.2)
and P. ovalewallikeri sp. nov. (neotype
GenBank P. ovalewallikeri, strain PowCR01,
Accession Number GCA_900090025.2).
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