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Funded by the France 2030 framework -
program. Administered by ANR
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WP4: Automatic functional annotation
and expert annotation
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Taken from the ERGA-Status tracking portal

https://genomes.cnag.cat/erga-stream/overview/
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The ATLASea programme
The ATLASea programme aims to sequence the genomes of 4,500 marine species, with a high coverage of species from mainland France, but also including species from
overseas territories. ATLASea will decipher and exploit this colossal wealth of information from marine species. It will guarantee the interoperability and security of the
data, and facilitate its dissemination and use in accordance with the FAIR and Open Science principles. Funded by a €41.3 million grant over 8 years as part of France 2030,
the programme will help to understand, study and preserve a broad diversity of marine life forms.
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WP5: Comparative Marine Genomics
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WPG6: Citizen Annotation

Manual curation of genome annotation

Introns and Exons
Save results
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High school / undergraduate students
Introduction to the world of genomics
Scientific output
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Release of improved gene annotation
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