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F508del CFTR variant: a real-world study
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Abstract

Background:

Elexacaftor-tezacaftor-ivacaftor has been approved in Europe for people with cystic fibrosis with at least one
F508del CFTR variant. Additionally, it is approved by the US Food and Drug Administration (FDA) for people
with cystic fibrosis with at least one of 177 rare variants. The aims of this study were to describe the clinical
response to elexacaftor-tezacaftor-ivacaftor for people with cystic fibrosis without a F508del CFTR variant in
France and to determine CFTR variant responsiveness to elexacaftor-tezacaftor-ivacaftor based on the observed
clinical response.

Methods:

The French compassionate programme expanded access to elexacaftor-tezacaftor-ivacaftor to people with cystic
fibrosis, aged 6 years and older, without a F508del variant, excluding those with two variants previously
characterised as non-responsive. Participants at France's 47 cystic fibrosis centres were given a 4-6 week trial of
elexacaftor-tezacaftor-ivacaftor and response was determined by a centralised committee based on evolution of
clinical data, lung function, and sweat chloride concentration. Responsiveness of individual CFTR variants was
derived from observed clinical responses.

Findings:

The first compassionnate programme was launched on May 19, 2022; by March 8, 2024, 516 people with cystic
fibrosis had been identified for inclusion in this real-word study: 37 were not included due to the presence of two
variants previously characterised as non-responsive to elexacaftor-tezacaftor-ivacaftor, and 479 (229 females
[48%] and 250 males [52%]) received elexacaftor-tezacaftor-ivacaftor for 4-6 weeks. Among 443 participants
who received no CFTR modulator before elexacaftor-tezacaftor-ivacaftor, 83 had at least one FDA-approved
variant, of whom 81 (98%) were responders and continued elexacaftor-tezacaftor-ivacaftor; in responders, mean
absolute change in sweat chloride was -44-5 mmol/L (95% CI -39-1 to -49-8) and percentage of predicted FEV;
(ppFEV1) was 11-1 percentage points (95% CI 8-4 to 13-7; both comparisons p<0-0001). Among 360
participants with no FDA-approved variant and no previous CFTR modulator, 177 (49%) were responders; in
responders, mean absolute change in sweat chloride was -20-5 mmol/L (-17-2 to -23-8) and ppFEV; was 13:2
percentage points (11-4 to 15-0; both comparisons p<0-0001). Among 36 participants who were receiving
ivacaftor before elexacaftor-tezacaftor-ivacaftor, 32 (89%) continued elexacaftor-tezacaftor-ivacaftor. Of 251
individual CFTR variants, 64 (28 FDA-approved) were classified as responsive or possibly responsive to
elexacaftor-tezacaftor-ivacaftor, and 123 (two FDA-approved) as non-responsive or possibly non-responsive to
elexacaftor-tezacaftor-ivacaftor.

Interpretation:

In France, over half of the population with cystic fibrosis without a F508del variant responded to elexacaftor-
tezacaftor-ivacaftor, with most responders having no FDA-approved variant. The treatment period was relatively
short and further research is warranted to describe the long-term safety and effectiveness of elexacaftor-
tezacaftor-ivacaftor in this population.

Funding:

Association Vaincre la Mucoviscidose, Société Francaise de la Mucoviscidose, and Filiere Maladies Rares
MUCO-CFTR.






Research in context

Evidence before this study

We searched PubMed on June 13, 2024, with no time limit, to
identify articles on the effect of elexacaftor-tezacaftor
ivacaftor treatment in people with cystic fibrosis. Overall,
482 articles were identified, 462 of which examined effect of
elexacaftor-tezacaftorivacaftor on the F508del CFTR variant.
Only 19 studies explored non-F508del variants in vitro or in
vivo, or both; eight of these, five of which had fewer than ten
participants, included people with cystic fibrosis without
F508del variants. The largest sample included 84 people with
cystic fibrosis who were treated with elexacaftor-tezacaftor-
ivacaftor through the French compassionate programme in
2023. No large-scale study evaluating the clinical effect of
elexacaftor-tezacaftor-ivacaftor treatment on people with
cystic fibrosis with non-F508del variants was found.

Added value of this study

This is the first large-scale study to report on the safety and
effectiveness of elexacaftor-tezacaftor-ivacaftor in people with
cystic fibrosis without a F508del CFTR variant, who gained
access through the French compassionate programme. All
people with cystic fibrosis without F508del variants who were
living in France and aged 6 years or older were eligible for a
4-6 week trial of elexacaftortezacaftor-ivacaftor. Clinical
effectiveness was determined by a centralised adjudication
committee based on changes in clinical parameters and
biomarkers (including FEV, and sweat chloride concentration)
after treatment initiation. Elexacaftor-tezacaftor-ivacaftorwas

shown to be effective in more than half of the 516 participants,

most of whom had variants that have not been approved for
treatment by the US Food and Drug Administration (FDA). No

new safety signals were observed. Responsiveness, of lack
thereof, of individual CFTR variants to elexacaftortezacaftor-
ivacaftor was determined on the basis of the collected evidence
for 251 rare variants. This study provides inequivocal evidence
that many peoplewith cystic fibrosis with no F508del variant
respond to elexacaftor-tezacaftor-ivacaftor.

Implications of all the available evidence

The CFTR correctors tezacaftor and elexacaftor were identified
based on their ability to restore chloride transport in cells
expressing the F508del-CFTR protein. The efficacy of
elexacaftor-tezacaftorivacaftor, a combination of these

two correctors with the potentiator ivacaftor, was shown in
large randomised controlled clinical trials conducted in
2019-22 that included people with cystic fibrosis with at least
one F508del variant. Elexacaftor-tezacaftorivacaftor has since
become the standard of care for this population. At the time of
writing, except for the FDA, most regulatory agencies have not
approved elexacaftor-tezacaftor-ivacaftor for the treatment of
people with cystic fibrosis without a F508del variant. However,
results from the expanded French compassionate programme
and other studies suggest that elexacaftor-tezacaftor-ivacaftor
could be effective in this population, including in those
carrying FDA-approved variants or variants that are currently
not approved by any regulatory agency. Qur study provides a
list of responsive and non-responsive variants. This list should
be updated regularly as more evidence and other CFTR
modulator combinations become available, and new evidence
in an up-to-date list should encourage regulatory agencies to
extend access to treatment to people with cystic fibrosis with
rare variants responsive to modulators.

Introduction

Elexacaftor-tezacaftor—ivacaftor is a combination of cystic fibrosis transmembrane conductance regulator
(CFTR) modulators approved in several countries for the treatment of people with cystic fibrosis with at least
one copy of the F508del CFTR variant, who constitute approximately 82% of people with cystic fibrosis
worldwide.1 Findings from large phase 3 randomised clinical trials,2-5 real-world data,6,7 and registry
studies8,9 have established that treatment with elexacaftor-tezacaftor—ivacaftor results in improved respiratory
symptoms and quality of life, increased percentage of predicted FEV1 (ppFEV1) and BMI, and decreased
frequency of pulmonary exacerbations. Several studies have also reported a marked reduction in the requirement
for lung transplantation.8,10,11 Elexacaftor— tezacaftor—ivacaftor is now largely recognised as a life-changing
treatment for people with cystic fibrosis with at least one F508del CFTR variant. Because the F508del variant is
less prevalent in non-White individuals, eligibility for CFTR modulators, including elexacaftor— tezacaftor—
ivacaftor, is lower in non-White populations worldwide, 12 and in non-White minorities in the USA in
particular, than in White individuals.13

Tezacaftor and elexacaftor were discovered thanks to high-throughput screening in cells expressing the F508del-
CFTR protein,14 and mechanistic studies have shown that elexacaftor—tezacaftor—ivacaftor restores ion transport
by binding of its individual molecules to specific sites in the mutated F508del-CFTR protein.15 Although the
structure of the mutated CFTR protein is affected by the underlying CFTR variant, research has shown that
elexacaftor—tezacaftor—ivacaftor can also restore CFTR function in some non-F508del CFTR variants in vitro,16
suggesting that elexacaftor—tezacaftor—ivacaftor could be effective in selected people with cystic fibrosis with no
F508del variant. In December, 2020, the US Food and Drug Administration (FDA) approved elexacaftor—
tezacaftor—ivacaftor for an additional 177 rare CFTR variants.17 Because including rare CFTR variant carriers in
clinical trials is challenging due to the small number of potential participants, FDA approval has been based on
in vitro studies in Fisher Rat Thyroid (FRT) cells using stable transfection with CFTR variants.17,18



Importantly, data are scarce for a direct correlation between results obtained in FRT cells and clinical outcomes
in humans.19-21

The French compassionate programme for elexacaftor— tezacaftor—ivacaftor use in people with cystic fibrosis
without a F508del CFTR who had advanced lung disease and were aged 12 years or older was launched on May
19, 2022, to provide access to elexacaftor—tezacaftor— ivacaftor for patients with rare CFTR variants, including
FDA-approved and non FDA-approved variants. Initial data from this programme were obtained from 84
patients and revealed that those with selected FDA-approved and non-FDA-approved rare CFTR variants
respond to elexacaftor-tezacaftor—ivacaftor.20,22 Based on these data, the French compassionate programme
was expanded on June 1, 2023, to all people with cystic fibrosis, aged 6 years and older, without a F508del
variant, regardless of disease severity. In this Article, we report data from 516 participants who enrolled in the
programme since its inception. Our aims are to describe the clinical response to elexacaftor—tezacaftor—ivacaftor
for people with cystic fibrosis without a F508del CFTR variant in France and to determine CFTR variant
responsiveness to elexacaftor—tezacaftor—ivacaftor based on the observed clinical response.

Methods

Study design and participants

The French compassionate programme was launched on May 19, 2022, by the French drug agency (Agence
nationale de sécurité du médicament et des produits de santé) for people with cystic fibrosis without a F508del
variant, aged 12 years and older, with advanced lung disease (characterised by the Global Lung Function
Initiative23 ppFEV1 <40 or consideration for lung transplantation, or both).20

All patients received written information on the study’s goals and design, and were informed of the use of their
medical data for research purposes. Although they could decline to participate, written informed consent was not
required according to French law. The study was approved by the institutional review board of the French
Society for Respiratory Medicine (#2020-003).

Procedures

People with cystic fibrosis who agreed to participate in this programme were given elexacaftor—tezacaftor—
ivacaftor for 4-6 weeks. Response to treatment was then determined by a centralised adjudication committee
composed of three medical doctors specialised in adult or paediatric cystic fibrosis (PRB, 1S, CM), a geneticist
(EG), and a research manager (JDS), based on medical files addressed to the committee by physicians from
France’s 47 cystic fibrosis centres. Participants who were identified as responders were able to continue
treatment thereafter, and non-responders stopped elexacaftor—tezacaftor— ivacaftor after the 4-6 week trial.
When effectiveness, or lack thereof, could not be firmly established, the elexacaftor—tezacaftor—ivacaftor trial
was extended for 2 additional months and response re-evaluated. The programme was expanded on June 1, 2023,
to allow inclusion of all people with cystic fibrosis without a F508del variant, aged 6 years and older, regardless
of disease severity.24 Participants with two variants expected to produce no CFTR protein and for which at least
three participants in the programme showed no response to elexacaftor—tezacaftor—ivacaftor after 4-6 weeks
were considered ineligible to elexacaftor—tezacaftor—ivacaftor.24 Consequently, the refusal to grant access to
elexacaftor— tezacaftor—ivacaftor evolved over the course of the programme as the list of non-responsive variants
was compiled.

The initial results for the first 84 participants treated with elexacaftor—tezacaftor—ivacaftor through the French
compassionate programme have been published.20 Because the programme uses all available data from people
with cystic fibrosis without a F508del variant who are exposed to elexacaftor—tezacaftor—ivacaftor to derive



conclusions on the responsiveness of selected CFTR variants, the present Article includes all participants
included in the programme since inception (including the previously published cases).

Participants were informed that treatment could be interrupted after the 4-6 week trial, or after the 2 month
extension when warranted, if clinical improvement was insufficient to confirm treatment effectiveness. All
patients, regardless of their response to treatment, received background clinical care from the multidisciplinary
team before, during, and after receiving elexacaftor—tezacaftor—ivacaftor.

Outcomes

The centralised adjudication committee determined responder status based on a combination of outcomes
(including clinical symptoms, weight, concomitant treatments, sweat chloride concentration, ppFEV1, and CT
findings). As described previously,20 the assessment considered all clinical evidence without specific criteria or
cutoff values. Post-hoc analyses were conducted on aggregated data from responders and non-responders to
determine the proportion of participants that had a decrease in sweat chloride concentration of at least 20
mmol/L or an increase in ppFEV1 of 5 or more percentage points or 10 or more percentage points. The
adjudication committee also took into consideration all adverse effects reported by local physicians.

The potential responsiveness of each variant was predicted based on the variant’s nature and classification using
published evidence,25 as well as available functional data, either from the literaturel6,22,26-33 or from the
CFTR2 database34 or the CFTR-France database.35 Variants were classified as predicted responsive or
predicted non-responsive. Several variants were classified as unknown predicted responsiveness due to
insufficient data.

The observed responsiveness of each variant was then determined based on observed outcomes in participants
who received treatment with elexacaftor—tezacaftor— ivacaftor. Because cystic fibrosis is a recessive disease,
deriving information on the responsiveness of a given CFTR variant based on responder or non-responder status
of participants exposed to elexacaftor—tezacaftor—ivacaftor requires knowledge or determination of the other
variant’s responsiveness. Clinical response in the elexacaftor— tezacaftor—ivacaftor recipient (responder) implies
that at least one of their variants is responsive to the treatment. In responders, information on the responsiveness
of a variant can therefore be derived only when the carrier has two copies of that variant (homozygous genotype)
or when the variant is in trans with a non-responsive variant. When non-responder status is confirmed, both
variants are considered non-responsive in that participant. For the purposes of determining a list of responsive
variants, a variant was defined as responsive when at least three participants that were homozygous for that
variant or heterozygous in trans with a non-responsive variant were categorised as responders. A variant was
defined as possibly responsive when only one or two participants met these criteria. Similarly, a variant was
defined as non-responsive when at least three participants were characterised as non-responders and as possibly
non-responsive when only one or two participants did not respond to elexacaftor—tezacaftor—ivacaftor. Variants
that were present only in responders and were in trans with a responsive variant or with a variant of unknown
responsiveness were classified as inconclusive. Complex alleles were counted as single variants.



All (n=479) Atleastone Moneofthe

FDA- FDA-
approved approved
variant variants

(n=114) (n=365)

Sex assigned at birth

Femnale 229 (48%) 58 (51%) 171 (47%)
Male 250 (52%) 56 (49%) 194 (53%)
Age, years 23(13-33) 32 (20-42) 21{12-31)

Children
<18 years 180 (38%) 26(23%) 154 (42%)
12-17 years 87 (18%) 14 (12%) 73 (20%)
<12 years 93 (19%) 12 (11%) 81 (22%)
Adults (=18 years) 299 (62%) 88 (77%) 211 (58%)
Pancreatic insufficiency 340 (71%) GG (48%) 285 (78%)
Sweat chloride 97 (79-107) &7 (38-95) 100 (89-108)
concentration, mmol/L
FEV, L 1.81 1.96 177

(1.26-2.59) (1.26-2-86) (1-27-2-46)
Percentage of predicted 64 (42-86)  63(38-91) 65 (43-85)

FEV,

Diabetes 107 (22%) 14 (12%) 93 (25%)
Liver cirrhosis 14 3%) 2 (%) 12 (3%)
hacaftor at initiation 36 (B8%) 31(27%) 5 (1%)

Data are n (%) or median (IQR). CFTR=qystic fibrosis transmembrane conductance
regulator. FDA=US Food and Drug Administration. Race and ethnicity were not
collected as this is prohibited by French laws.

Table1: Main characteristics before treatment initiation of 479 people
with cystic fibrosis who received elexacaftor-tezacaftor-vacaftor in the
French compassionate programme

Statistical analysis

Data are presented as n (%), median (IQR), or mean (95% ClI), as appropriate. Comparisons of sweat chloride
concentrations, ppFEV1, and bodyweight before initiation of elexacaftor—tezacaftor-ivacaftor and with
elexacaftor— tezacaftor—ivacaftor were conducted using the non-parametric Wilcoxon’s matched-pairs signed
rank test, which tested for evidence against the null hypothesis that the distribution of paired changes before to
after exposure to elexacaftor—tezacaftor—ivacaftor was symmetrical about zero. All analyses were conducted
using Prism 10.03 (GraphPad).

Role of the funding source

Funding sources had no role in data interpretation or analysis, nor in the writing or the decision to submit this
manuscript.



Results

The screening began on May 19, 2022, and by March 8, 2024, a total of 516 people with cystic fibrosis without a
F508del CFTR variant had been screened for inclusion in the French compassionate programme for a 4—6 week
elexacaftor—tezacaftor—ivacaftor trial. 37 participants carried two CFTR variants already known to be non-
responsive to elexacaftor—tezacaftor—ivacaftor and were considered not eligible to receive treatment. The CFTR
genotypes that were excluded from the programme are presented in the appendix (p 4).

479 participants (229 females and 250 males) were given elexacaftor—tezacaftor—ivacaftor for an initial period

of 4-6 weeks; 114 (24%) had at least one of the 177 FDA-approved variants, the other 365 (76%) did not.
Participants’ characteristics are presented in table 1. At the time of treatment initiation, 443 (92%) participants
were CFTR modulator-naive and 36 (8%; including 31 with an FDA-approved variant) were receiving ivacaftor.
Elexacaftor—tezacaftor—ivacaftor was initiated in all participants at recommended doses for age and bodyweight.
Clinical outcomes were evaluated by the centralised evaluation committee, as described previously.20 A flow
chart describing the number of responders and non-responders among enrolled participants, categorised into
FDA-approved variant carriers and ivacaftor treatment at elexacaftor—tezacaftor— ivacaftor initiation, is
presented in figure 1.
The centralised adjudication committee reached a final decision on responder status after the initial 4-6 week
treatment period in 424 (89%) of the 479 participants who received elexacaftor—tezacaftor— ivacaftor. For 55
(11%) participants, effectiveness could not be firmly determined after 4-6 weeks, and an extension was granted
for an additional 2 months of elexacaftor—tezacaftor—ivacaftor treatment.

Overall, study treatment was confirmed effective in 290 participants (responders), who thereafter gained ongoing
free access to elexacaftor—tezacaftor—ivacaftor, the cost of which is fully covered by national health insurance.
The proportion of responders in our sample of participants without a F508del variant was 61% (290 of 479)
among those who benefited from the 4-6 week elexacaftor—tezacaftor—ivacaftor trial and 56% (290 of 516)
among all participants who were considered for treatment eligibility through the compassionate programme.
Among the 290 responders, 181 (62%) had no FDA-approved variant and 109 (38%) had at least one FDA-
approved variant. 189 (39%) of 479 participants who were determined to be non-responders stopped
elexacaftor—tezacaftor—ivacaftor at the end of the evaluation process. The changes in sweat chloride
concentrations, ppFEV1, and bodyweight after study treatment initiation are shown in table 2 and figure 2. These
changes were large, with clinical and statistical significance in responders. Significant differences were also
observed for sweat chloride concentrations and ppFEV1 after elexacaftor—tezacaftor— ivacaftor initiation in the
183 non-responders with no FDA-approved variants. However, these differences were minimal (mean —1-8
mmol/L [95% CI —3-0 to 0-3] for sweat chloride concentration and 1-6 percentage points [0-5 to 2:-8] for
ppFEV1) and not deemed to be clinically significant. The differences were probably attributable to variability in
measurement and for ppFEV1 to the potential effect of other treatments (eg, antibiotics). The change in sweat
chloride concentration and ppFEV1 by age group (611 years, 12—17 years, and >18 years) as well as additional
data stratified by age group are presented in the appendix (pp 2-3, 31-33).
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Figure 1: Study profile

Flow-chart depicting the dinical response outcomes to ETl in 516 people with cystic fibrosis evaluated by the French compassionate programme centralised
adjudication committee, grouped by CFTR genotypes and treatment with ivacaftor at baseline. Participantswere excuded from the programme if they carried
two OFTR variants previously dassified as non-responsive to ET1. Subpopulations induded people with cystic ibrosis receiving no modulatorversus those receiving
ivacaftor at the time of study treatment initiation, and people with cystic iibrosis carrying at least one of the 177 FOW-approved variants for ETlversus none of the
177 FDA-approved variants. Qutcomies are described after 4-6 weeks of ETL, and after 2 additional months of ETif consensus could not be reached after the
avaluation at 4-6 weeks. Discontinuations were due to absence of observed treatment response; no discontinuationswers based on experiences of adverse events.

ETlel=wacaftor tezacaftor-ivacaftar. FOA=US Food and Drug Administration.

The safety profile corresponded to that expected for elexacaftor-tezacaftor—ivacaftor. The most prevalent
adverse effects were cutaneous rash in 30 (6%) of 479 participants and headache or mild mental health
symptoms (mild anxiety, difficulties falling asleep, and irritability) in 12 (3%) of 479 participants. No elevation
of liver enzymes above three times the upper limit of normal was observed in any of the participants and no

patient discontinued treatment due to adverse effects.
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Among the 443 participants who were not being treated with a CFTR modulator at the time of elexacaftor—
tezacaftor—ivacaftor initiation, 83 had at least one FDA-approved variant, of whom 81 (98%) were considered
responders. One 1175V carrier (in trans with CFTRdele2) and one M152V carrier (in trans with 3120+1G>A)
were considered non-responders and stopped elexacaftor-tezacaftor—ivacaftor. Individual-level clinical
outcomes in this group of FDA-variant carriers are presented in the appendix (pp 5-8). In the group that did not
have an FDA-approved variant and were CFTR modulator-naive (n=360), 177 (49%) were determined to
respond to elexacaftor—tezacaftor— ivacaftor. Individual data for these 177 responders and for the 183 non-
responders with no FDA-approved variant are presented in the appendix (pp 9-26). Aggregated data obtained in
responders with the most prevalent (ie, present in at least five patients) non-FDA-approved variants (including
N1303K, 2789+5G>A, R334W, 3272-26G>A, R1066C, c.870-1113 870-1110del, and 3849+10kbC>T) and
FDA-approved variants (G85E, R347P, and D1152H) are presented in table 3. Sweat chloride concentration
decrease was minimal in responders with N1303K, 2789+5G>A, and R334W variants, with values often
remaining greater than 60 mmol/L. These three variants were present in 97 (55%) of 177 responders with no
FDA-approved variant, which could explain the smaller decrease in sweat chloride concentration observed in



responders with no FDA-approved variants compared with those with FDA-approved variants (mean —20-5
mmol/L [95% CI —17-2 to —23-8] vs —44-5 mmol/L [-39-1 to —49-8]; p<0-0001; table 2).

36 participants (31 with at least one of the 177 FDA-approved variants and five carrying at least a 2789+5G>A
or a 3849+10kbC>T, which are approved by the FDA for ivacaftor, but not for elexacaftor—tezacaftor—ivacaftor),
were treated with ivacaftor at the time of elexacaftor—tezacaftor— ivacaftor initiation. No other modulator
(lumacaftor— ivacaftor or tezacaftor—ivacaftor) was prescribed before elexacaftor-tezacaftor—ivacaftor, as these
modulator combinations are not approved for use in people with cystic fibrosis without a F508del CFTR variant
in France. Among participants treated with ivacaftor, 32 (89%) of 36 were considered responders and four (11%)
interrupted elexacaftor—tezacaftor—ivacaftor and continued ivacaftor as there was no evidence of incremental
clinical improvement with elexacaftor—tezacaftor—ivacaftor. Their characteristics are presented in the appendix
(pp 27-28). Aggregated data obtained in 17 participants with at least one G551D variant and treated with
ivacaftor before elexacaftor—tezacaftor—ivacaftor initiation are shown in table 3.

Overall, among the 516 participants presented for inclusion in the French compassionate programme, 251
individual CFTR variants were identified, including 42 variants approved by the FDA for elexacaftor—
tezacaftor—ivacaftor. An initial prediction of variant responsiveness to elexacaftor—tezacaftor—ivacaftor was
determined based on published literature and CFTR databases;34,35 the rules applied in this prediction are
described in the appendix (p 34). All 42 FDA-approved variants found in our patient sample were predicted
responsive to elexacaftor—tezacaftor—ivacaftor since efficacy has been shown in FRT cells, although documented
splicing defects could have resulted in some variants being predicted non-responsive.36 For non-FDA-approved
variants, 35 were predicted to be responsive and 146 to be non-responsive to elexacaftor—tezacaftor— ivacaftor;
the predicted response in the remaining 28 variants was uncertain due to insufficient data.

Variant responsiveness, as ascertained after elexacaftor— tezacaftor—ivacaftor treatment through the French
compassionate programme, is presented in table 4. 17 variants were unequivocally responsive (always
responsive in at least three responders homozygous or in trans with non-responsive variants), including nine
FDA-approved variants (D1152H, G1249R, G551D, G85E, L206W, R347P, S549N, S945L, and S977F) and,
importantly, eight non-FDA-approved variants (N1303K, R334W, R1066C, 2789+5G>A, 3272-26A>G,
3849+10kbC>T, ¢.3874-4522A>G,and ¢.870-1113 870-1110del). In addition, 47 variants (19 FDA-approved
and 28 non-FDA-approved) were probably responsive (always responsive in one or two responders homozygous
or in trans with non-responsive variants).

37 variants were unequivocally non-responsive (always non-responsive in at least three non-responders),
including 1507del, L227R, E1104X, E585X, G542X, Q220X, R1162X, R553X, S466X, W1098X, W1282X,
WB846X, Y122X, 1078delT, 1677delTA, 2183AA>G, 3659delC, 394delTT, 1717-1G>A, 2622+1G>A,
3120+1G>A, 621+1G>T, 711+1G>T, CFTRdelel7a-18, CFTRdele2-3, 1811+1.6kbA>G, and c.3469-1304C>G.
In addition, 96 variants (two FDA-approved [I1175V and M152V] and and 94 non-FDA-approved) were probably
non-responsive (always non-responsive in one or two non-responders).

Another 64 variants were present only in trans of known responsive variants and could therefore not be
categorised.
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Figure 2: Comparison of (A) sweat chloride concentration and (B) ppFEV, before ETl initiation and with ETI
treatment

[rata are grouped according to responder and non-responder status, as determined by the centralised adjudication
committee, in peoplewith orstic ibrosis with no medulator at ET1 initiation. Responders are shown separately
acconding to the presence or absence of at least one FDA-approved variant. Data obtained in participants treated
with ivacaftor before initiation of study treatment are shown separately. Data were analysed using the Wilcoxon
matched-pairs signed rank test. Data are presented as median, IQR. and 10-%0th percentileswith outliers.
ETl=elexacaftorteracaftor-iracaftor. FOA=US Food and Drug Administration. ppFEV,=percentage of predicted FEV,.

Discussion

The short-term clinical outcomes of elexacaftor— tezacaftor—ivacaftor in people with cystic fibrosis without a
F508del CFTR who received treatment through the French compassionate programme show that more than half
of the participants demonstrated rapid improvement in clinical symptoms, sweat chloride concentration, or
ppFEV1, or all of these outcomes. Overall, 290 of 479 participants responded to treatment and were able to
continue elexacaftor—tezacaftor—ivacaftor in the long term. Treatment effectiveness was determined by a
centralised adjudication committee and allowed the categorisation of 64 CFTR variants as responsive or possibly
responsive to elexacaftor—tezacaftor—ivacaftor, among which several variants are not currently approved for this
treatment anywhere in the world. Another 123 variants were considered non-responsive or possibly non-
responsive. These data contribute to our knowledge of responsiveness to elexacaftor-tezacaftor—ivacaftor in
people with cystic fibrosis without F508del CFTR variants.



N1303K Z7ELGA  RIW IWII6GA  RIDGEC 8O- 384910kbGT  GETE* RGP D1152H GEE1D*
(n=60) (n=23) (n=14) (n=11) (n=8) 1113 870- (n=9) (n=11) (n=9) (n=7) traated with
1110del {n=10) tacaftor at
initiation
(n=17)
Sweat chloride concentration, mmol/L
Before elexacaftor-tezacaftor 103 99 103 g 102 55 52 102 102 38
ivacaftor (94to 109) (90t 107) (91to 105) (81to 100) (96 to 107) (47 to B2) (38 to 63) (82 to 109) (95t0 113) (13to 46) (26t 41)
With elexacaftor-teracaftor- 92 76 85 72 60 42 28 56 65 7 T
ivacaftor (85t0100)  (61toB6) (660 91) (55 to 84) (4810 80) (27 to 48) (17t032) (20to 66) (3810 81) (10t030) (11t028)
Mean ahsolute change -0 -128 -173 -19-6 -412 -135 =251 -442 433 -180 -128
(-16-9to7-1) (-191to-64) (-234to-113) (-299t0-91) (-601to-223) (-350to-111) (34EBto-154) (-611to-273) (-627to-240) (-372to-87) (-187to-7.0)
Missing values 1 o 1 o o o o o o 0 o
Decrease in sweat chlorid ol Lwith aftol
n (%) 14(23%) 6(26%) 5(38%) 4(36%) 7 (88%) 5(50%) 7 (78%) 9(82%) 8 (89%) 3(43%) 4(24%)
Missing values 1 0 [} 0 o 0 0 ] o o 0
Sweat chlorid ion with elexacaft f afto
260 mmal/L 56 (93%) 23(100%) 12 (92%) 8 (73%) 4(50%) 0 0 5 (46%) 5 (56%) 0 0
30-59 mmol/L 1(2%) o 0 3(27%) 338%) 7 (7O%} 4 (44%) 3(TT%) 3(33%) 2(29%) 3(18%)
<30 mmol/L 203%) 0 1(8%) 0 1(12%) 3(20%) 5 (56%) (T 1(11%) 571%) 14(82%)
Missing values 1 o 0 o o o o o o 0 o
PPFEV,
Before elexacaftor-tezacaftor 63 &7 &7 64 63 53 69 55 ] & 60
ivacaftor (47 to B6) (460 91) (42t0102) (56 to 100) (27 to 90) (41to839) (29to B3) [36to92) (27 to93) (86t0102) (37 to 91)
With elexacaftor-teracaftor- a2 84 8 7 75 79 80 86 ] 94 66
ivacaftor (61to100)  (59to102) (56t0101) (64t0106)  [(42to124) (4Bto104) (4010 113) (520 108) [(39t0105) (70111} (45to96)
Mean absolute change 151 110 . 90 14 130 113 165 109 73 65
(113to1859) (65tol5.5) (41t018-6) (35t0145) (101t0327)  (11to24.9) (35t0191) (35t023-5) (29t0189) (-47t0192) (11tollG)
Missing valuves 1 2 Q 0 o 1] 2 1] o [+] 1]
Absolute increase in ppFEV,
=5% percentage points 48 (80%) 17 74%) 12 (86%) 7 (64%) 7 (88%) B7on) 5 (56%) 10 {51%) 6 (67%) 6 (B6%) 9{53%)
210% percentage points 34057 %) 9(39%) 5(38%) 4(36%) 7 (BE%) 5(50%) 3i33%) 9(82%) 5 (56%) 2(29%) 3(18%)
Missing values 1 2 0 /] o 1] 2 1] o /] 1]
Weight, kg
Before elexacaftor-tezacaftor- 47 63 64 5 38 &7 50 64 55 7o 58
ivacaftor (31t 58) (50ta73) 45to74) (50 to 71} (21ta52) (52to77) (25 to 60} (540 67) (41to 67) (66ta73) (56to73)
With elexacaftor-teracaftor 43 64 68 58 41 &7 52 66 55 71 58
fvacaftor (33to58) (51to74) (52to73) (50t 72) (22t253) (55 to 80} (250 62) (57 to 68) (44 to 66) (67ta74) (56to73)
Mean absolute change 18 06 -4 09 22 16 13 26 18 11 06
(14t023) (-0-4to 1.6} 02t029) (-0-1to18) (07t 36) (0-4t0 29) (03to2-4) {15t036) (-01to37) {-05t027) (-02t013)
Dataaren (%), median (IQR), or Q). FOA=L POFEV; predicted FEV,. Datain this table are limited to ilable from at least *GESE, R347P, D1152H, and
G551 are FDA-appe iants; all other are non- FDA-approved: for non-FDA approved variants, results include data from all ic fibeasis with the variant of interest, excludi itth an FOA-approved variant.
Avari definad at laast i i i for or in ith ESpOnS i
Table 3: Chang in sweat PEFEV,. igl
Responsive Probably responsive Probably non-responsive Non-responsive Inconclusive
(nz3 responders)  (1-2 responders) (1-2 non-responders) (n=3 non-responders)
FDA-approved variants
All Missense: D1152H,  Missense: A455E (n=2). Missanse orsplicing: I175V (n=1). M152V (n=1) Missense: A460 EGOK,
GI240R.GE510,  DA10H (n=1) E92K {n=1) G628R, G1061R, H1085R,
GBSE L206W, F311L (n=1). GIFER (n=1). F5L. L1655, L9G7F,
R247F. 5549N. G576A, REGBC" (n=1). M1101K, 51251N, S492F,
50451, S977F H10540 {n=1}, I01F {n=1), RITC
P2055 (n=1). RL0G6H
{n=1) R117H (n=2). R3FH
(n=1), R74W, V201M",
D1ZFON* (n=1) k933G
(n=1}. 513F (n=1]. S364P
(n=2), 5545R (n=1).
V1153F (n=2) V232D (n=2)
Non-FDA-approved variants
Predicted Missense- N1303K, Missense: A559V (n=1). Missense: GBSV (n=1) Missense: D1445N, EZ92K
responsivet F324W, R1066C AL067D (n=1). D513G F575V, RG00S $1235R,
splicing: (n=1). DBBSY (n=1), TG12TS*. TI086I, V1020€
T EI+5GA, E1044G (n=1), E1104V Monsense in last exon:
2272-26A5G (n=2), F10785 (n=1), QLEEX
Deep intronic, G148R (n=1). 1618N (n=2). Frameshift in last exon:
splicing: L1065R (n=1). Q552F 4382deln
3649+10kbC-T, {n=1) R31C (n=1). RBSIL Deep intronic ¢ 2983-
©3874-4522A>G.  (n=1) T1057R (n=1} 313A:T
cB70-1113 870-  MNonsenseor splicing:
1110del EB31X (n=1)
Leading to nonsense in last
exon: 4374+ 1G=A (n=1)




Predicted non- Missense: AS61E (n=1) Missense: A559T (n=1), H195R (n=2), I601T (n=1), L5585 (n=2) n-frame deletion: n-frame deletion:
responsivet Monsense: C1410X (n=1), K52X (n=1), k710X {n=1) Q493X (n=2).  1507del 3190del6
Q525X (n=1), R1158X (n=1), RF09X (n=2), R75X (n=1), R792X Missense: L227R Missense: [S06T
(n=2). RESIX (n=1). S1196X (n=1). S434X (n=2). S7TEX (n=2). Nonsense: E1104%, Monsense: EG0X, K951,
W1063X (n=1) WI085X (n=1). W1204X (n=1). YI7 3 (n=2) ESBSN G547 Q220X. QIFOX Q290X 54B9X.
Frameshift: 1134delG (n=1}, 1213delT (n=1) 125%insA (n=1}, RI16Z¢, RS53X, S1206K, W7 SH, WADLE,
1380insT {n=1). 1448dupC (n=1), 1609d=lCA (n=1). 1874insT S466X, WI1098X, Y109Z
(n=1). 2026_2077delGA (n=1). 2143delT (n=1). 2184delA (n=1). WIZEN, WE4EX, Frameshift: 1221delCT,
184insA (n=1). 2247 delG (n=2). 241delAT (n=1) 2567delT (n=1). Y¥12ZX 181_182dup, 2640delT,
2582delG 2634delT (n=1). 2711delT (n=1). 2869insG (n=1). Frameshift: 1073delT. 2875 _2E77delGTGinsA,
2856insAG (n=1), 3007delG (n=1). 306delTAGA (n=1). 1677delTA, 2183/ -G 2828delG,
3125delA ATT (n=1). 3143delC (n=1). 3154delG (n=1), 3659delC, 394delTT 2937_2942delinsTCAGA,
3213_3214insT (n=1), 327 0delA (n=1). 3312delA (n=1), Canonical splicing: 2942insT, 3306delC,
3586_3587delCA (n=1). 358insT (n=1). 3730_TI1AAG (n=1). FI7-1GA, 354 355delGCinsA.
I 30delAinsTCT (n=1). 3791delC (n=1). 3905insT (n=2), 4016insT 2622+1G=A. 3629delT, 3667ins4.
(n=2}, 4040delA (n=1}, £271delC (n=1). 440delG (n=1), 489delC  3120:1G=-A, T I delA, T 47delC.
{n=1). 503delG {n=1). 733delC (n=1). 905delG {n=1). 621:1GsT. 711+1GT  4172delGC, 4326delTC,
907 delCins11pb (n=1) 991del5 (n=1) Exon deletions: B52del22
Canonical splicing: 1525-1G>A (n=2), 1811+1G>C (n=1), CFTRdele172-18. Canonical splicing:
185+1G= T (n=2). 3040+ 16 A (n=1). I600+1G=T (n=1). CFTRdele2-3 1248+1G=A, 3790-1G>C,
406-245G (n=1), 621+ 2T>G (n=1) 1211GA, 712-1GT,
Translation start: M1T (n=2) B75+1G=A", S1235R"
Ewon deletions: CFTRdele? (n=1). CFTRdelel4b-15 (n=1). Translation start: M1V
CFTRdele14b-17b (n=2). CFTRdele16-17h {n=1). CFTRdelel7a-7h Exon deletions:
(n=1}. {FTRdele17b (n=1). CFTRdele1d (n=1). N51-5811_ CFTRdeled-7.12-18,
VS2+2186del8108ins182 (n=1), CFTRdele2-4 (n=1). CFTRdele22-24
CFTRdele3-10,14b-16, V754M* (n=2), CFTRdeled (n=1), Exon duplication:
CFTRdele7- 9 M49EI* (n=2) CFTRdup4-10
Unknown In-frame deletion: Splicing: 3600G=A (n=1). GITOR (n=1} I717-8G=A (n=1), 3850- Deep intronic. splicing:  Missense: K598E
predicted 232del18 (n=1). D152del 1G=A (n=2). K464N (n=1). 4005+1G=A (n=2). 4374+1G=T(n=1]  1811+16kbA>G. Splicing: 1898+3A>C
responsivenesst {n=1) 4375-2A-C (n=1}, RSE0K {n=2) 34691304 1858+5G=A, 3120G=A,
Missense: L1015 (n=1) 4006-1G=A, 71125024
VOIBL AQEZA® (n=1)
Splicing: 1341GA (n=2)
1898+3A>G (n=1). 3041~
15T=G (n=2). 327 2-11A=G
(n=1). 4096-30>G (n=1)
622-3T>G (n=1), GEFOV
(n=1)
[Diataare grouped according to FOA-approved status and predicted responsiveness based on data fram the literature. For variants found to be probably responsive or probably non-respansive in the present
study, the number of participants with the variant is given in brackets. F0W=1J5 Food and Drug Administration. *Comple: alleles. tPrediction based on previously available data from the literature and OFTR
databases.
Table 4:Variant responsiveness to elexacaftor-tezacaftor-ivacaftor, as determined from observed response in people with cystic fibrosis in the French compassionate pregramme:

The proportion of CFTR modulator-naive participants who had at least one FDA-approved variant and
responded to elexacaftor—tezacaftor—ivacaftor was very high (98%). This finding suggests that responsiveness in
FRT cells is highly predictive of clinical response, and extends the findings of published studies with smaller
patient and variant samples.19,20 Two patients with two different FDA-approved variants (1175V and M152V)
were nevertheless determined to be non-responders. These observations are in keeping with previous studies,
which clearly showed their marked effect on mRNA splicing, resulting in non-responsive CFTR proteins deleted
in 12 and 19 residues, respectively.30,31 Our findings further confirm the near absence of a normal residual
transcript and protein that could respond to elexacaftor— tezacaftor—ivacaftor in vivo. Such a discrepancy
between the correction of mutant CFTR M152V and 1175V proteins in FRT cells and the absence of clinical
response to elexacaftor-tezacaftor—ivacaftor illustrate the importance of considering the potential of variants to
alter splicing, which can inform treatment, as suggested by Raraigh and colleagues.36 Among the participants in
the French compassionate programme who responded to elexacaftor—tezacaftor—ivacaftor, the proportion of
those who did not carry an FDA-approved variant exceeded those with FDA-approved variants, confirming our
initial reports.20,22 This finding, supported by previous data from this programme20,22,37 and other
reports,38,39 shows that the list of FDA-approved variants is not comprehensive. Elexacaftor—tezacaftor—
ivacaftor might therefore be effective in many people with cystic fibrosis with non- FDA-approved variants.

The French compassionate programme helped to identify 17 variants that were consistently responsive to
elexacaftor—tezacaftor—ivacaftor, eight of which are, at the time of writing, not approved anywhere in the world
for this drug combination. These variants are: three missense variants (N1303K, R334W, and R1066C), two
splicing variants in the border of exons (2789+5G>A and 3272-26A>G), and three deep intronic or splicing
variants (3849+10kbC>T, ¢.3874-4522A>G, and ¢.870-1113 870-1110del). These eight variants were present in
130 of the 177 (73%) responders with no FDA-approved variants. Of note, three of the splicing variants
identified here as responsive to elexacaftor-tezacaftor— ivacaftor (2789+5G>A, 3272-26A>G, and
3849+10kbC>T) were also included in a recently completed clinical trial by Vertex Pharmaceuticals.40 The
present study further suggests that elexacaftor-tezacaftor—ivacaftor might amplify residual CFTR protein
function in people with cystic fibrosis carrying non-canonical splicing variants.



A number of people with cystic fibrosis who participated in the French compassionate programme were treated
with ivacaftor at the time of initiation of treatment with elexacaftor—tezacaftor—ivacaftor, which allowed us to
assess the effect of this combined treatment compared with ivacaftor alone in ivacaftor-eligible participants.
Adding the correctors tezacaftor and elexacaftor to ivacaftor increased ppFEV1 and decreased sweat chloride
concentration, especially in G551D carriers. This finding would suggest either that G551D and other gating
variants can induce more than a gating defect or that tezacaftor and elexacaftor, in combination or individually,
increase the potentiation induced by ivacaftor.

The French compassionate programme was implemented thanks to a collaboration between the French Cystic
Fibrosis Reference Centre Network and the French patient association Vaincre la Mucoviscidose. All 47 French
cystic fibrosis centres participated in the programme and all clinical outcomes were evaluated by a centralised
adjudication committee, which ensured consistency in evaluating clinical outcomes and enabled the iterative
integration of variant responsiveness status. The programme included participants across a wide range of age and
disease severity profiles, and showed the feasibility of such an approach. The committee’s evaluation of each
patient’s response was centralised and did not rely on decisions made by local investigators; although there
could be some subjectivity in the determination of clinical effectiveness, the committee’s decisions were
confirmed by the results of the post-hoc analyses of aggregated data, which showed marked differences in the
evolution of ppFEV1 and sweat chloride concentrations between responders and non-responders. Although most
decisions on responder and non-responder status were easy to achieve after the initial 4-6 week elexacaftor—
tezacaftor—ivacaftor treatment, it was uncertain in 55 of the 479 (11%) participants, who received a 2 month
treatment extension at the end of which 37 (67%) of 55 participants were classified as non-responders. The
combined drug treatment period was relatively short and further research is warranted to describe the long-term
safety and effectiveness of elexacaftor-tezacaftor—ivacaftor. Some of the participants that were characterised as
non-responders to elexacaftor— tezacaftor—ivacaftor had a decrease in cough and sputum production, which could
be ascribed to a placebo effect. We cannot exclude that a longer observation period might have resulted in
different outcomes, although this is highly unlikely because the onset of action of elexacaftor—tezacaftor—
ivacaftor usually occurs within days or weeks. CFTR variants present in this study are representative of the
genetic diversity in France, a multiethnic country. These data are likely generalisable to other countries where
these variants are found, although rates of response to elexacaftor-tezacaftor—ivacaftor within a geographical
area could differ due to worldwide variability in genetic diversity.

During the implementation of the programme, five participants who were initially classified as non-responders
were reclassified as responders. Three of them carried the 2789+5G>A variant, one was 4096-3C>G
homozygous, and one was a €.2989-313A>T/2942insT carrier. Status was reclassified to non-responder in one
1717-1G>A/2183AA>G carrier. Altogether, these changes in response classification occurred in 1% of
participants (six of 479; appendix pp 29-30), confirming the robustness of our approach. At the time of writing,
the only discrepancy for variant responsiveness was for 1898+3A>C (one homozygous categorised as non-
responder and one in trans with the probably non-responsive 1811+1G>C categorised as responder);
1898+3A>C was thus classified as inconclusive and further data will be necessary to reach a definitive
conclusion. The present study was designed with no placebo or control group. Although this can be viewed as a
limitation, the FDA has acknowledged that a clinical trial-based approach grows increasingly difficult as CFTR
variants become less common.18 Of note, the changes described in ppFEV1 and sweat chloride concentration
were greater in responders than those expected by random variability. Finally, there were some instances of
missing data, which could not be collected for various reasons (eg, difficulties in performing tests for
participants hospitalised in critical care units or willingness of participants to complete some tests). However,
missing data were minimal and did not affect our evaluations.

We chose not to assign to elexacaftor—tezacaftor— ivacaftor participants who carried two variants previously
shown to be non-responsive to this combination of drugs in at least three patients among the programme



participants. 37 people with cystic fibrosis were therefore not exposed to the study treatment because they were
highly unlikely to be responders. 60 (12%) of the 516 patient files that were submitted to the programme
contained genotype mistakes, which were identified by examining genetic laboratory reports, most of which
were minor and did not result in substantial changes regarding predicted responsiveness to elexacaftor—
tezacaftor— ivacaftor. However, 14 (3%) mistakes were major (eg, E92X instead of E92K, and E1104X instead
of E1104V) and could have introduced bias in the interpretation of patient and variant response. In addition,
complex alleles containing at least two variants on the same parental allele (in cis) might explain unexpected
non-responses to elexacaftor— tezacaftor—ivacaftor for variants previously predicted responsive. In our study,
four patients carried the FDA-approved V754M in cis with the non-responsive CFTRdele3-10,14b-16,16 and
one patient carried the FDA-approved M498I in cis with the non-responsive CFTRdele7-9.16 These cases
highlight the importance of verifying a patient’s genotype directly from the genetic laboratory report, especially
before denying access to elexacaftor-tezacaftor-ivacaftor.

The responsiveness of CFTR variants was determined using data obtained in people with cystic fibrosis exposed
to elexacaftor—tezacaftor—ivacaftor in our programme and was compared with the predicted responsiveness
reported in published data or CFTR databases.34,35 The results of studies conducted in FRT cells, on which the
list of FDA-approved variants is based, were largely confirmed, with the exception of the M152V and 1175V
splicing variants. Non-FDA-approved variants that were expected to respond to the study treatment were all
confirmed responsive in our sample, except for G85V. They include missense variants, non-canonical splicing
variants, and deep intronic variants, which lead to the synthesis of a residual normal transcript, resulting in
residual CFTR protein function. Variants that were predicted to be non-responsive were largely confirmed as
such and include nonsense, frameshift, and canonical splicing variants as well as large deletions. Applying these
findings to the list of variants with inconclusive responsiveness based on the sole analysis of responder status
(table 4, right column) would lead to classification of an additional 34 loss-of-function variants as non-
responsive, which also include the missense L227R and the in-frame deletion 1507del CFTR variants. This
finding is largely consistent with FRT cell results,16 except for A561E, which was described as non-responsive
by Bihler and colleagues16 and was considered as probably responsive in our study.

The mechanism by which certain missense variants fail to respond to elexacaftor—tezacaftor—ivacaftor remains to
be elucidated. In a few instances, predictions were hampered by discrepancies between studies, depending on the
cell model, the transfection type, and the failure to consider potential effect on splicing, as for G85E, R334W,
R1066C, S364P, or 1175V. Furthermore, no prediction could be made based on available data for 28 (11%) of
251 variants, 11 of which were found in at least one responder in trans with a non-responsive variant, which
made these variants probably responsive. By contrast, 11 variants found to be non-responsive or probably non-
responsive were non-canonical splicing or deep intronic variants. This finding would imply that they have a
major effect on splicing and on preventing the synthesis of a residual CFTR protein, as for K464N, R560K, or
G970R, which are located at the last nucleotide of exons, and 1811+1.6kbA>G.

The reason why most responders carrying N1303K, R334W, or 2789+5G>A in trans of a non-responsive variant
did not exhibit a significant decrease in sweat chloride concentrations but did show significant improvements in
lung function is intriguing. Hypotheses related to tissue specificity of expression or regulation of CFTR have
been proposed, in particular for N1303K.21 However, a different mechanism might be at play for the
2789+5G>A splicing defect, as for other rare splicing variants such as 1898+3A>C or 4096-3C>G. Elucidating
these mechanisms will contribute to our understanding of how these variants affect CFTR dysfunction, with
important implications for precision medicine. Sweat chloride might no longer be appropriate as a universal
biomarker for assessing therapeutic response to CFTR modulators, since important improvement in clinical
status might occur in people with cystic fibrosis carrying selected CFTR variants, including at least N1303K,
R334W, and 2789+5G>A.



The French compassionate programme enabled us to build a classification of variant response to elexacaftor—
tezacaftor—ivacaftor, which has been considered an important goal to achieve.41,42 This list includes 44 variants
(17 responsive, 27 non-responsive) for which data is consistent and verified in at least three people with cystic
fibrosis and 143 (47 responsive, 96 non-responsive) for which conclusions are compelling but less definitive
(verified in 1 or 2 people with cystic fibrosis). The absence of definitive evidence for variants classified as
inconclusive (as they were always present in trans of responsive variants) and for variants classified as probably
responsive or non-responsive (as there were only one or two individuals available to draw a conclusion)
highlights the need for future research in this area. Only 251 variants were included in this study, corresponding
to the genetic makeup of the French cystic fibrosis population, which does not represent worldwide genetic
diversity, particularly of ultrarare variants. All individual-level data are presented in the appendix and the list of
responsive and non-responsive variants can be updated as data become available. We recommend that future
studies reporting real-word evidence on the use of elexacaftor—tezacaftor—ivacaftor in people with cystic fibrosis
with rare CFTR variants also publish individual-level data, which will facilitate data aggregation and meta-
analyses, as previous publications have done.37 We hereby propose creating and developing an international
database that assembles all individual-level reports and case series in people with cystic fibrosis with rare CFTR
variants who received CFTR modulators. Integrating these data with data obtained from in vitro models will help
to determine the responsiveness of rare variants to CFTR modulators. This iterative process would contribute to
deepening of our understanding of elexacaftor—tezacaftor—ivacaftor responsiveness in a large number of rare
CFTR variants.

Study group

Reem Kanaan, Nicolas Carlier, Isabelle Honoré (Cochin, Paris); Frédérique Chedevergne, Elise Dreano, Aurélie
Hatton, Alexandre Hinzpeter, lwona Pranke (Necker, Paris); Laurence Le Clainche-Viala, Sophie Mayer (Robert
Debré, Paris); Harriet Corvol, Guillaume Thouvenin (Trousseau, Paris); Sandra de Miranda (Suresnes); Natascha
Remus, Benoit Douvry (Créteil); Louise Duthoit, Thierry Perez, Olivier Le Rouzic, Nathalie Wizla (Lille);
Claire Bon, Stéphanie Bui, Nora Poey (Bordeaux); Nathalie Stremler, Bérengére Coltey, Nadine Dufeu
(Marseille); Jean Lebihan (Roscoff); Asma Gabsi, Delphine Pouradier (Versailles); Claire Andrejak, Cinthia
Rames (Amiens); Magali Dupuy-Grasset, Jeanne Languepin (Limoges); Christophe Marguet, Stéphanie Pramil
(Rouen); Baptiste Arnouat (Vannes); Annlyse Fanton (Dijon); Michel Abely, Bruno Ravoninjatovo (Reims);
Aurore Blondé, Anne Guillaumot, Sebastien Kieffer, Aurélie Tatopoulos (Nancy); Raphaéle Nove-Josserand,
Camille Ohlmann, Thomas Perrin, Quitterie Reynaud (Lyon); Catherine Llerena, Sébastien Quétant, Sophie
Valois (Grenoble); Marie-Laure Dalphin, Bénédicte Richaud-Thiriez (Besangon); Eric Deneuville (Rennes);
Raphael Chiron, Floriane Socchi (Montpellier); Tiphaine Bihouée (Nantes); Julie Mankikian, Thomas Flament
(Tours); Nathalie Coolen-Allou, Elsa Gachelin, Caroline Périsson, Constance Vuillard (La Réunion); Marion
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