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Statistics.

# Species 13
# Reactions 11
# Macros 14
# Elements 597

2 Network Graph
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3 Initial values

Initial values of species
Fru = 1
Glc = 1
HexP = 1
Suc6P = 1
Suc = 1
Sucvac = 0
glycolysis = 0
phos = 0
UDP = 0
ADP = 0
ATP = 0
Glcex = 0
Fruex = 0

4 Equations over time

Macro definitions
[Fru] = Fru

cell

[Glc] = Glc
cell

[HexP] = HexP
cell

[Suc6P] = Suc6P
cell

[Suc] = Suc
cell

[Sucvac] = Sucvac
cell

[glycolysis] = glycolysis
cell

[phos] = phos
cell

[UDP] = UDP
cell

[ADP] = ADP
cell

[ATP] = ATP
cell

[Glcex] = Glcex
cell

[Fruex] = Fruex
cell

cell = 1

Algebraic and differential variables
˙Sucvac = 0
˙glycolysis = 0

˙phos = 0
˙UDP = 0
˙ADP = 0
˙ATP = 0
˙Glcex = 0
˙Fruex = 0

Kinetic laws of reactions
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where


Vmax5 = 0.164
Ki5Fru = 12
Km5Fru = 0.1
Km5ATP = 0.085
Ki5ADP = 2

v6 = cell
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where



Vmax6f = 0.379
Keq6 = 10
Ki6Suc6P = 0.07
Km6F6P = 0.6
Ki6Pi = 3
Ki6UDPGlc = 1.4
Km6UDPGlc = 1.8
Vmax6r = 0.2
Km6UDP = 0.3
Km6Suc6P = 0.1
Ki6F6P = 0.4

v7 = cell Vmax7 [Suc6P]
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{
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Vmax8f = 0.677
Keq8 = 5
Ki8Fru = 4
Km8Suc = 50
Ki8UDP = 0.3
Km8UDP = 0.3
Vmax8r = 0.3
Km8UDPGlc = 0.3
Km8Fru = 4
Ki8Suc = 40
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Ki9Glc = 15
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v10 = cell Vmax10 0.0575 [HexP]
Km10F6P+0.0575 [HexP] where

{
Vmax10 = 0.1
Km10F6P = 0.2

v11 = cell Vmax11 [Suc]
Km11Suc+[Suc] where

{
Vmax11 = 1
Km11Suc = 100

Differential equations of species
˙Fru = v1− v4− v5− v8 + v9

Ġlc = v2− v3 + v9
˙HexP = v3 + v4 + v5− 2 v6− v8− v10
˙Suc6P = v6− v7

˙Suc = v7 + v8− v9− v11
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