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1 Reaction Network
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# Species 13
# Reactions| 11
# Macros 14
# Elements |597

Statistics.

2 Network Graph
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3 Imitial values

Initial values of species

Fru =1
Gle =1
HexP =1
Suc6P =1
Suc =1
Sucvac =0
glycolysis = 0
phos =0
UDP =0
ADP =0
ATP =0
Gleex =0
Fruex =0

4 Equations over time

Macro definitions

[Fru] = %
[Glc] = 2
[HexP] = Hexe
[Suc6P] = 34
[Suc] = Suc
[Sucvac] = g‘éal‘“
[glycolysis] = glycolysis ZZH“‘
phos = Phos
vor - G
[ADP] = Accll
[ATP] = 4
[Gleex] = (’(leclclx
[Fruex] = Huex
cell =1

Algebraic and differential variables

Sucvac =0
glycolysis = 0
pﬁos =0
UDP =0
ADP =0
ATP =0
Gleex =0
Fruex =0

Kinetic laws of reactions

Vmaxl = 0.286
vl = cell KmlFmZ:rij_l [[Em]m;] +[Fruox] where ¢ KmlFruex = 0.2
Kitkru KilFru = 1
Vmax2 = 0.286
v2 = cell KmQGICZ/ng)f [[gllge);}ﬂ(;lcex] where { Km2Glcex = 0.2
KizGle Ki2Gle = 1
Vmax3 = 0.197
Km3Gle = 0.07
VIIIaX:ﬂLC,]_ w Km3ATP = 0.25
¥8 = o o T (i e s + ST Ty YR Y Ky = 10
Ki3dG6P = 0.1
KidF6P = 10
Vmax4 = 0.197
Km4Fru = 10
Vmax4 Erul LP]) Km4ATP = 0.25
v = ol T i e e + ST STy YR Y Ksale = 0.07
Ki3dG6P = 0.1
KidF6P = 10
Vmaxb = 0.164
IR rit Rt KiSFru = 12
vh = cell PR Kbk A ADT] where ¢ Km5Fru = 0.1
Km5Fru Km5ATP Kmb5Fru Km5ATP Ki5ADP Km5ATP — 0.085
Ki5ADP = 2
Vmax6f = 0.379
Keq6 = 10
Ki6Suc6P = 0.07
Km6F6P = 0.6
v6 = cell [Suc6P] [phos] i6 TRt e Oljiil((;[fHeXP]_[SUC%’“]'Q[(:JDP]) 0.8231 [HexP] KmG6UDPGIc 0.0575 [HexP] 0.0575 [HexP] where EigEIDPGIi = 14
0.0575 [HexP] 0.8231 [HexP] (14 grggnegp ) TKmOF6P (14 5551) (0.8231 [HexP]+Ki6UDPGle)+Km6UDPGIce 0.0575 [HexP]—i—m (Km6UDP [Suc6P] (1+—r5uprae )+ UDP] (Km6Suc6P (1+KioUD1>G1c Pp— (1+%))+[SUCGP] (I+—%%re—))) Km6UDPCGle — 1.8
Vmax6r = 0.2
Km6UDP = 0.3
Km6Suc6P = 0.1
Ki6F6P = 0.4
v7 = cell Vmax7 [Suc6P)] where {VIH&X? = 0.5
Km7Suc6P+[Suc6P] Km7Suc6P = 0.1
Vmax8f = 0.677
Keq8 = 5
Ki8Fru = 4
Km8Suc = 50
—Vmax8f ([Suc] [UDP]7W) KiSUDP = 0.3
v8 = cell : S - - where
[Suc] [UDP] (1+K[21:r]“)+Kn18Suc ([UDP]+Ki8UDP)+Km8UDP [SUC]"'#% (Km8UDPGIc [Fru] (1—0—%)—0—0.8231 [HexP] (Km8Fru (1+%)+[Fru] (1+K[i;§‘]lc))) Km8UDP = 0.3
Vmax8r = 0.3
Km8UDPGIc = 0.3
Km&8Fru = 4
Ki8Suc = 40
Vmax9 = 0.372
i Bl Ki9CGle = 15
V9 = cell Km9Suc (11+K[g;fl]u)+[Suc] where Km9Suc = 10
Ki9Fru = 15
v10 = cell Vma)fl() 0.0575 [HexP)] where {VH]&XIO = 0.1
Km10F6P+0.0575 [HexP] Kml0F6P = 0.2
max ) Vmaxll = 1
Vi = cell Wﬁﬁg;}c] where {KmllSuc = 100

Differential equations of species

Fru=vl—-v4—-v5—-v8++v9

Gle = v2 — v3 +v9

HexP = v3+ vd + v5 — 2 v6 — v8 — v10
Suc6P = v6 — v7

Suc = v7 4+ v8 — v9 — v11
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