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Introduction

The heat treatment of foods results in the production of a heterogeneous group of glycated molecules related to the flavor and aroma of foods, but
assoclated with potential negative health effects. Carboxymethyl-lysine (CML), result of the glycation of lysine residues, Is a major dietary advanced
glycation end-products (AGE) for the investigation of the effects of AGE consumption on human health (1).
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Figure 1. Traditional (a) and alternative (b) methods on the production of protein-bound CML.
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