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Antibiotic resistance (ABR) is a major public health issue especially regarding the emergence and the global dissemination of multidrug resistant (MDR) isolates and of antibiotic resistance genes (ARGs) carried
by mobile genetic elements. Reinforcing the sharing of high-quality sequence data for diagnostic and epidemiological applications, together with interoperable and curated metadata, which can be integrated with other
omics data, is a key requirement for understanding the complexity of spatiotemporal patterns of pathogen and ARGs transmission between humans, animals and the environment.

The ABRomics project aims to develop a secure One Health, online platform to make bacterial (meta)genomics data and their associated clinical and epidemiological metadata accessible to a meta-network of
researchers including epidemiologists, clinical microbiologists and the wider research community. It should provide the diverse communities with a user-friendly platform to store, share and analyze genomic information
together with their metadata. It will also serve as a data brokering hub to ease the submission of data sequences to international repositories.
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a complete ecosystem for antimicrobial resistance analysis

=> User friendly access

—> ABRomics news

=> Easy step submissions
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ABRomics datawarehouse
=> ABR gene database

—> Visualization tools

=> Curated by the consortium
=> International standard (NCBI NDAROQ)

PF IFB MIGALE/MetaGenoPolis (Jouy-en-Josas)
CNR-RA (Paris)
PF IFB MICROSCOPE (Evry)

PF IFB bilille (Lille)

PF IFB ABIMS (Roscoff)

DYNAMIC (Nancy)
GGB (Brest)

PF IFB BIGEST (Strasbourg)
CNR-RA (Rennes)

IFB BIRD/IFB CRTI
IFBEA3826/IFB LS2N (Nantes)

PGBA (Tours)

CNR-RA (Besancon)

ANSES/CNR/CIRI (Lyon)
PF IFB LBBE (Villeurbanne)

RESINFIT (Limoges)

> PF BioPark (Archamps-Grenoble)
CNRCH (Bordeaux)
IRD (Arles)

PF IFB TAGC (Marseille)

f IRD/CNRS (Montpell
PF IFB AuBi/CNR-RA (Clermont-Ferrand) J (Montpellier)

PF IFB GenoToul / GenPhySE (Toulouse)

=> Handle project and user

=> Automatic upload to ENA
=> Results storing

Bioinformatic workflows

-> Beta available for Long and Short reads
=> Splitted workflow by steps in open access
=> Add tools to the Galaxy community

-> Metadata storage

Django to Galaxy
extension

-> Link to both public and ABRomics database
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