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MicroScope: an integrated platform for the annotation and exploration of microbial gene functions through genomic and metabolic comparative analysis

de documents scientifiques de niveau recherche, publiés ou non, émanant des établissements d'enseignement et de recherche français ou étrangers, des laboratoires publics ou privés.

• MicroScope is part of National infrastructures:

• France Génomique (www.france-genomique. • Computational results

• Genomic Object

• Primary databanks

Analyses Curations

Relational Database (PkGDB)

Users & Interactions

: users from France, : users from Europe, North America, South America, Africa, Asia, Oceania.

XX -XX : shared genome -annotators

Gene editor

Current annotation

Primary annotation

Method results 

Genomic map of the annotated genome

  com) • IFB (www.france-bioinformatique.fr) • Collaborations with industrials & Biotech companies • ANR projects (Replay, BlueEnzyme) • European project (IS-Elixir)

within single/multiple tools • Search in single/multiple organisms Keyword search Group together homologous genes sharing the same local organization in compared genomes Collaborations & Services References

  

	>100 genomes
	50-100 genomes
	<50 genomes

• Search

CDSs Synteny map Coding prediction curve RNA Selection area Repeat Regions The

  Quality Management System of the LABGeM team has been certified according the ISO 9001:2015 and NF X50-900:2016 standards for its activities of research, developments, services and MicroScope trainings.

Genome completion and contamination:

CheckM Reference Database

• A genome tree of 5656 organisms (43 conserved genes)

• Lineage-specific markers (single copy genes and present in >97% of the genomes)