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Identifying key tissue-specific, biological processes by integrating enhancer information in maize gene regulatory networks

Background and objectives

Enhancers are key regulators of the spatio-temporal coordination of gene expression, in particular during development. Their regulatory effect is mediated by the binding of transcription factors (TFs), which interact with target gene promoters through 3D-loops over long distances (2kb-1Mb). While enhancers have been identified as key players in the wiring of developmental gene regulatory networks in mammals, this question remains largely unexplored in plants. Transposable Elements (TEs) of various superfamilies have been proposed as a source of new cis-regulatory elements in plants and animals, but whether they contribute to the emergence of tissue-specific gene regulatory networks in plants remains to be fully elucidated.

Data and methods
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