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Individual plasmatic profiles after permeability fitting in organs

▪

  Collection of in vitro parameters to add NP-specific processes in the model (cellular uptake (endocytosis), opsonization) ▪ Expand the PBPK model to other types of NPs ▪ Apply this approach to design new optimal NPs ▪ Data: o Model: healthy Swiss mice o Administration: intravenous o mPET/CT imaging for 2h (n=6, except for (C 4 F 9 )-C11 n=5, and (C 4 F 9 )-C11 with RGD n=3) o gamma counting (blood) for 2h (n=6, except (C 4 F 9 )-C11 with RGD n=3) ▪ Software: R version 4.2.2 ▪ Ordinary Differential Equation (ODE) solver: deSolve ▪ Plots: ggplot and GraphPad Prism 9
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• PBPK modeling: quantitative PK estimations and predictions • Development of a computational model describing the distribution of dendrimers in the organism depending on their characteristics

• Partition coefficients (Kp)

• Permeability (P)

Current model

Future model 

Internal evaluation of the model

Comparison of blood PK parameters (Cmax and AUC) calculated from observed data (obs) and predicted (pred) from the PBPK model for each dendrimer