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Introduction

Understanding the transmission of antibiotic resistance genes (ARGS) Is essential as they have important human health implications. It Is necessary to identify the
animal biotopes where ARGs are present, and If they might be transmitted via mobile genetic elements and then spread into human pathogens.

Previous research suggests that ARGs, which can be found in abundance In pig feces, may be encoded by bacteriophages.
In this study, 14 pig fecal samples from 14 different farms with various antibiotic usage were analysed.
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Conclusion N\

» Pig viromes are rich in filamentous phages. The majority of them seem to infect Gram-positive strains.
» ARGs are rarely encoded by phages: the probability of finding an ARG in a phage genome is 1000 times lower than that of finding one in a bacterial genome.

¢ This suggests that phages are not carrying ARGs.
» It Is Important to test their capacity to perform generalized transduction. Indeed, some phages are called "transducers" because they sometimes encapsulate

bacterial DNA and transmit It to the bacteria they infect.
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