Figure 1. Study selection.

Search results in Pubmed

Search results in EMBASE

Articles from retrieved

(n=916) (n=886) articles (n=77)
\ 4
S ——— Potentially relevant publications e
(n=1879)
_ | 728 publications excluded based upon double
g occurrence
\ 4
Potentially relevant publications
after removal of duplicates 264 publications excluded based on
(n=1151) title/abstract view
93 no wound closure measurement
> 87 other organs
35 wounds on rat only
19 no english
A4 30 others
Potentially eligible publications
(n=887)
592 publications excluded based on text
263 only one mice group
> 138 no wound closure measurement

Included publications
(n =295)

89 only same diabetic model
19 wounds on rats only
11 no data at days 3,7,11 or 15 (+/- 1 day)
72 others




Figure 2. Networks of included models of diabetes at day 3, 7, 11 and 15 (+/- 1 day).
Node size is proportional to the number of arms using the model. Lines between the nodes

indicate direct comparisons between two models. The thickness of the lines and the

number on it indicate the number of direct comparisons. STZ: streptozotocin.
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Figure 3. Forest plots of ulcer size between each diabetes model and wild-type at day 3, 7, 11 and

15 (+/- 1 day).

Data are expressed as standardized mean differences (SMD) with their 95% credibility intervals

(95% Crl). STZ: streptozotocin.
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Figure 4. Difference in wound healing over time between wild-type mice and the two main diabetic

mice models, expressed as standardized mean differences (SMD) with their 95% credibility intervals.
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Figure 5. Risk of bias assessment using the SYRCLE tool (A) and additional indicators (B).
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