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To compare the innate immune response to
infection by mycobacteria and SARS-CoV-2 

in humans using an ex vivo physiological lung model 

Our next steps:
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➢ Transcriptomic signature of infected PCLS (Fluidigm Biomark) : 
differences between pathogens?  

➢ Production of effectors by infected PCLS (ELISA)
➢ SARS-Cov-2: improving infection/detection
➢ Quantification of macrophages’ recruitment to infected alveoli after 

mycobacterial infection:  comparison of human and cattle strains 
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