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  Figures 3 and 5. Minimal inhibitory concentration of copper sulfate against a panel of strains in aerobiosis and anaerobiosis. In light grey is represented aerobiosis condition; in dark grey the anaerobiosis.

Figure 4 .

 4 Figure 4. Means of growth rate for strains in basal and copper complemented medium. In red basal condition (LB HEPES); in blue copper supplemented at 5mM (LB HEPES Cu 5mM).

Figure 6 .

 6 Figure 6. Intracellular copper concentration of the 4 strains was quantified by mass spectrometry.

Figure 7 .

 7 Figure 7. Relative expression of 4 of the 19 genes in copper supplemented LB HEPES under aerobiosis, anaerobiosis regarding basal condition. In red basal condition (LB HEPES in aerobiosis), in green copper supplemented medium in aerobiosis and in blue copper supplemented medium in anaerobiosis. No data means that the gene was absent in the genome.

Figure 2 .

 2 Figure 2. Heat-map of the presence/absence of the 35 accessory genome genes identified among the 168 Salmonella genome analyzed.

Figure 1 .

 1 Figure 1. Core and accessory genome repartition of the 52 metals resistence genes identified for the 168 Salmonella genomes analyzed.