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Gene name Metals resistance

pmrG Phosphoglycerate mutase family. 

cueP Implicated in the transfer of copper ions to SodCII

cuiD Multicopper oxidase family (alias cueO)

soxS Superoxide response regulon regulator

copA P-Type ATPase cation transporter

golT P-Type ATPase cation transporter, DNA-binding domain 

mgtA P-Type ATPase cation transporter

corA Metal ion transporter

acrD RND superfamily 

arsA  Anion-transporting ATPase

gesA RND superfamily, MFP family

mdtA Linked to metals resistance

sitA Fe/Mn transport protein, periplasmic-binding protein

pcoA Multiple copper oxidase PcoA

pcoB Copper binding protein PcoB

pcoC Copper resistance system PcoC

silB Efflux RND transporter periplasmic adaptor subunit SilB

silC Efflux RND transporter outer membrane channel SilC

rpoD RNA polymerase sigma 70 factor
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Figures 3 and 5. Minimal inhibitory concentration of copper sulfate against a panel of strains in aerobiosis and anaerobiosis. In light grey is represented 
aerobiosis condition; in dark grey the anaerobiosis.  

Figure 4. Means of growth rate for strains in basal and copper 
complemented medium. In red basal condition (LB HEPES); in blue 
copper supplemented at 5mM (LB HEPES Cu 5mM).

Figure 6. Intracellular copper concentration of the 4 strains was 
quantified by mass spectrometry.

Figure 7. Relative expression of 4 of the 19 genes in copper 
supplemented LB HEPES under aerobiosis, anaerobiosis regarding basal 
condition. In red basal condition (LB HEPES in aerobiosis), in green 
copper supplemented medium in aerobiosis and in blue copper 
supplemented medium in anaerobiosis. No data means that the gene 
was absent in the genome.

Figure 2. Heat-map of the presence/absence of 
the 35 accessory genome genes identified 
among the 168 Salmonella genome analyzed.

Figure 1. Core and accessory genome repartition 
of the 52 metals resistence genes identified for 
the 168 Salmonella genomes analyzed. 


