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Pseudomonas aeruginosa (P. aeruginosa)

Gram-negative bacillus, ubiquitous

6.3 Mb genome and ≈ 5600 genes

8% of regulatory genes

→ High capacity to adapt to its environment

Mainly responsible for urinary tract infections
and especially recurrent infections due to 
biofilm and multiresistance to antibiotics
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To further characterize the 

mechanisms of urinary survival and 

adaptation in order to better 

understand the pathogenesis of the 

recurrent urinary tract infections.

❑ Phenotypic characterization of 

sequential urinary clinical 

isolates of P. aeruginosa.

❑ Post-genomic study of the 

adaptive evolution of P. 

aeruginosa in the urinary tract.

Objectives of the study

A previous study has 
already started to 

characterize the genomic 
evolution of the isolates.

pH

 For a total of 35 isolates



Thank you !

Acknowledgments

Pr. Martine Pestel-Caron
Dr. Sandrine Dahyot

Pr. Jean-Christophe Giard


