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Chromium 10XGENOMICS

Library preparation for Illumina sequencing Long range genomics (>50 kb), haplotyping/genome phasing, structural variants detection, de novo sequencing Single cell analysis (500->10000) Exome sequencing HiSeq3000 NovaSeq

Chromium

Chromium 10XGENOMICS

How does it work ?

Input: ~1 ng HMW gDNA

Chromium 10XGENOMICS

Sequencing on HiSeq3000 2x150pb

How does it work ?

4M Barcodes

GEM (Gel Bead in Emulsion)

Complete wetlab workflow: 2 days

Resolve the Genome Into Multi-Megabase Phase Blocks Phase the full spectrum of variants (SNVs, indels, and large-scale structural rearrangements) into ultra long multimegabase phase blocks, enabling a full understanding of diploid genome sequence without the need for a reference.

Advantage of linked-reads: genome phasing

Haplotyping using Chromium

Linked-reads and structural variant calling PacBio RSII + 10X Chromium = ? 

  the key point for a successfull analysisGenome size 400Mb

  , are PacBio RSII and 10X Chromium results similar or is there a benefit to use them together?For assembly purposes, are PacBio RSII and 10X Chromium results similar or is there a benefit to use them together?With the information of the linked reads, we can improve the primary assembly and make an scaffold

  

  

  

  

  

  

  

  

  

  

  

10X for Small Genomes ?

  

				Length Length	N50 N50	L50 L50	Contig Contig
					number number
			38X Cov 38X Cov	388,8 Mb 303,528 388,8 Mb 303,528	262 262	34,913 34,913
			56X Cov 56X Cov	389,3 Mb 2,104,491 41 389,3 Mb 2,104,491 41	24,198 24,198
			100X Cov 56X Cov + linked	446,4 Mb 2,550,395 157 389,3 Mb 3,646,511 27	24,797 24,075
			reads	
		38X cov-> 17% fragments	100X Cov	446,4 Mb 2,550,395 157	24,797
		56X cov-> 24% fragments	linked reads 100X Cov +	446,4 Mb 2,550,395 48	24,694
	1 lane HiSeq3000 ~200X cov	100X cov-> 50% fragments			-Good assembly for a small genome with 10X data only
					-High number of contigs
					despite a great L50 and
					N50
		All linked reads		

http://get.genotoul.fr

Our 10X Applications

Rabbit, Tomato & Fish

Differents views