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Figure 2. The normalized, relative gene expression (mean + SD) of different amino acid transporters and
the intestinal peptide transporter of the different sections of the small intestine of pigs (n = 30) fed an
experimental diet whose amino acid comes in the form of intact protein (INT), extensively hydrolysed
protein (HYD), or as free amino acids (FAA). HSPCB and PPIA were used as reference genes. Different

letters within a gene differ significantly (P < 0.05)
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Figure 1. Intestinal morpholigy of duodenum, jejunum, and ileum (mean £ SD) of pigs (n = 30) fed an
experimental diet whose amino acid comes in the form of intact protein (INT), extensively hydrolysed
protein (HYD), or as free amino acids (FAA). HSPCB and PPIA were used as reference genes. Different
letters within a section differ significantly (P < 0.05)



