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Supplementary Figure 1: Transcriptomic expression levels of missing proteins 
and all genes in hNPSCs and hTSCs. Distribution of average transcriptomic 

expression levels (mRNA molecules per million of mRNA molecules+1) for all genes 

(black) (A, B), corresponding to all proteins identified in hNPSCs (red) (A) or in hTSCs 

(blue) (B).  

 

Supplementary Table 1: List of Missing proteins (PE2-PE4) with mRNA expressed 

at more than 20 upm in the 3’SRP datasets 

 

Supplementary Table 2: Proteins identified after using Mascot and Proline for 

hNPSCs and hTSCs (lysis buffer, trypsin and merge) (Excel file) 

 

Supplementary Table 3: Peptides identified using PaSER for hNPSCs and hTSCs 

(lysis buffer and trypsin) (Excel file) 

 

Supplementary Material 1: Spectra of peptides of interest identified with the PaSER 

search engine. 
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Supplementary table 1. List of Missing proteins (PE2-PE4) with more 20 
upm in the 3’SRP datasets

hNPSCs hTSCs

ESRG CBDW5

TRIM61 SMIM30

CBWD5 RTL8C

ZNF676 MTRNR2L10

ZNF208 C19orf48

ZNF880 C12orf56

C19orf48 ESRG

SMIM30 ERVV-1

ZNF492 ZNF429

ARGFX

ZNF728

ZNF781

ZNF793

ZNF429
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