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INTRODUCTION

North America was significantly impacted by the glacia-
tions during the Pleistocene (French and Millar, 2014). sev-
eral glacial advancements and retreats with sea-level varia-
tions occurred in north-eastern america (Dyke and Peltier, 
2000; tarasov and Peltier, 2004). saint-Pierre and Miquelon 
was formed by the retreat of the Laurentide ice sheet at the 

end of the last glacial period (13.7 ka) and the successive 
rapid crustal rebound and relative sea-level fall (billy et al., 
2014, 2015, 2018). seven diadromous species (Anguilla ���-���-
t�ata, O�me�u� m��dax, Salm� �ala�, Salvelinu� f�ntinali�, 
Apelte� quad�acu�, Ga�te���teu� aculeatu� and Pungitiu� 
pungitiu�) colonized the archipelago recently, just after the 
Last Glacial Period and the ice retreat (bell and andrews, 
1997). consequently, the timeframe for any subsequent spe-

Abstract. – saint-Pierre and Miquelon is a French self-governing overseas territory near the canadian province 
of newfoundland and Labrador. seven diadromous species occur in the rivers and ponds of this archipelago: 
Anguilla ���t�ata (Lesueur, 1817), O�me�u� m��dax (Mitchill, 1814), Salm� �ala� Linnaeus, 1758, Salvelinu� 
f�ntinali� (Mitchill, 1814), Apelte� quad�acu� (Mitchill, 1815), Ga�te���teu� aculeatu� Linnaeus, 1758 and Pun-
gitiu� pungitiu� (Linnaeus, 1758). For each species, we review nomenclature, give all arguments delineating the 
taxon according to an integrative approach (morphology, molecular, time divergence, cytogenetics, life traits 
histories, ecology, ethology, reproductive isolation), as well as their distribution in the archipelago and their 
iUcn status. we highlight taxonomical issues among O. m��dax, S. �ala� and P. pungitiu� for which a taxo-
nomical revision is needed. we consider the genus nomen Anguilla thunberg, 1795 as not available according 
to the international code of zoological nomenclature. O�me�u� abb�ttii cope, 1870 is now a junior synonym of 
O. m��dax. we handled the invalidation of the names Salvelinu� kingi, S. multidentatu� and S. angu�tu� which 
are junior synonym of S. f�ntinali�. Ga�te���teu� biaculeatu� Mitchill, 1815 is not available. the type locality of 
Ga�te���teu� gl�bicep� sauvage, 1874 cannot be in north america but probably France, we thus agree to con-
sider this nomen as a junior synonym of Pungitiu� laevi� (cuvier, 1819). 

Résumé. – Les poissons diadromes de l’archipel de saint-Pierre et Miquelon : diagnoses, taxonomie, nomencla-
ture et distribution.

saint-Pierre et Miquelon est un territoire Français d’outre-mer situé près de la province canadienne de ter-
re-neuve et Labrador. sept espèces diadromes sont présentes dans les rivières et les étangs de cet archipel : 
Anguilla ���t�ata (Lesueur, 1817), O�me�u� m��dax (Mitchill, 1814), Salm� �ala� Linnaeus, 1758, Salvelinu� 
f�ntinali� (Mitchill, 1814), Apelte� quad�acu� (Mitchill, 1815), Ga�te���teu� aculeatu� Linnaeus, 1758 et Pun-
gitiu� pungitiu� (Linnaeus, 1758). Pour chaque espèce, nous abordons les aspects nomenclaturaux, donnons tous 
les arguments justifiant la délimitation taxonomique suivant une approche intégrative (morphologie, molécu-
laire, datation, cytogénétique, histoires des traits de vie, écologie, éthologie, isolement à la reproduction), ainsi 
que leur distribution sur l’archipel et leur statut Uicn. nous mettons en évidence les problèmes taxonomiques 
concernant O. m��dax, S. �ala� et P. pungitiu� pour lesquels une révision taxonomique est nécessaire. nous 
considérons le nomen du genre Anguilla thunberg, 1795 comme non disponible selon le code international 
de nomenclature zoologique. O�me�u� abb�ttii cope, 1870 est dorénavant un synonyme junior de O. m��dax. 
Nous confirmons l’invalidation des noms Salvelinu� kingi, S. multidentatu� et S. angu�tu� qui sont des synony-
mes juniors de S. f�ntinali�. Ga�te���teu� biaculeatu� Mitchill, 1815 n’est pas disponible. La localité type de 
Ga�te���teu� gl�bicep� sauvage, 1874 ne peut être l’amérique du nord mais probablement la France, nous som-
mes ainsi d’accord pour considérer ce nomen comme synonyme junior de Pungitiu� laevi� (cuvier, 1819).
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ciation seems limited (smith, 1981; bernatchez and wilson, 
1998).

some of these species (i.e., A. ���t�ata, O. m��dax, 
S. �ala� and S. f�ntinali�) have high economic value either 
because of commercial or recreational fishing or aquaculture 
(Paturel, 1976; champigneulle et al., 1983; briand et al., 
2021). Gasterosteids are considered as model organisms in 
biological research (e.g., schluter and McPhail, 1992; hunt-
ingford and ruiz-Gomez, 2009; Merilä, 2013). Finally, the 
skin of eel (A. ���t�ata) was used in traditional medicine 
(street, 1959). Other anadromous species also occur with-
in the archipelago’s waters (i.e., Pet��myz�n ma�inu� Lin-
naeus, 1758, Acipen�e� �xy�inchu� Mitchill, 1815, Al��a 
p�eud�ha�engu� (wilson, 1811) and Al��a �apidi��ima (wil-
son, 1811) but only in sea waters; they do not enter rivers to 
spawn (simian et al., 2022). Finally, Onc��hynchu� myki�� 
(richardson, 1836) was introduced but no population was 
established (formally called Salm� gai�dne�ii richardson, 
1836; champigneulle et al., 1983).

the hydrosystem is composed of 36 small coastal catch-
ments and 81 lagoons and ponds distributed in the 242 km² 
of the archipelago’s land area. knowing where the species 
is occurring in an area is important. however, the taxonomy 
on some of these species, essential for effective conserva-
tion, may be unclear, for example that of atlantic salmon, 
whose molecular, cytogenetics or live traits histories data are 
ambiguous (Mace, 2004; Dudgeon et al., 2006).

here we provide an annotated check-list of the native 
diadromous fish species occurring in Saint-Pierre and Mique-
lon, which complements the list of simian et al. (2022) with 
a focus on the morphological, molecular and ecological 
aspects of their taxonomic delineation, (and comments on 
their nomenclature.

MATERIAL AND METHODS

Abbreviations used
the abbreviations used are: 5s for ribosomal rna 5s; 

12s, mitochondrial ribosomal rna 12s; 16s, mitochondrial 
ribosomal rna 16s; 18s, ribosomal rna 18s; aFLP, ampli-
fied fragment length polymorphism; ATP5c1, mitochondrial 
adenosine trophosphate synthase subunit gamma; atP6, 
mitochondrial adenosine trophosphate synthase F0 subunit 
6; cOi, cytochrome oxidase subunit 1; cOii, cytochrome 
oxidase subunit 2; cytb: cytochrome b; cr/dloop, control 
region; DtaM: Direction des territoires, de l’alimentation 
et de la Mer; en, endangered; enc1, ectodermal-neural 
cortex 1-like protein; FtPsPM, Fédération pour la Pêche 
et la Protection des Milieux aquatiques de saint-Pierre et 
Miquelon; Gh, growth hormone; Gh1c, intron c in growth 
hormone 1; Gh2c, intron c in growth hormone 2; Gnrh, 
prepro-gonadotropin releasing hormone; gylt, glycosyltrans-

ferase; hL, head length; iczn, international code of zoo-
logical Nomenclature; ITS1, first internal transcribed spacer; 
Lc, least concerned; LDh-c1, lactate deshydrogenase c1; 
Mhc, major histocompatibility complex gene; MLL, mixed 
lineage leukemia-like protein; myh6, myosin heavy chain 
6; naDh/nD, naDh dehydrogenase; ne, not evaluated; 
plagl2, pleiomorphic adenoma gene-like 2; Ptr, hypothetical 
protein LOc564097; raD, restriction site associated Dna 
markers; raG1, recombination activating gene 1; raPD, 
random amplification of polymorphic DNA; Rh; rhodopsin 
retrogen; rnF213, e3 ubiquitin-protein ligase rnF213; s7, 
first intron of the ribosomic rna s7; sh3PX3, similar to 
sh3 and PX domain containing 3 gene; sL, standard length; 
snP, single-nucleotide polymorphism; sPM, saint-Pierre 
and Miquelon; sreb2, super conserved receptor expressed in 
brain 2; tbr1, t-box brain 1; tL, total length; trim24b, het-
erochromatin-binding protein triM24b, and zic1 for zinc 
finger of the cerebellum family member 1.

List of Museums
the list of museums with relevant specimens is: ansP, 

academy of natural sciences of Drexel University, Phila-
delphia; bMnh, natural history Museum, London; LsL, 
Linnean society of London, London; Mcz, Museum of 
comparative zoology, harvard University, cambridge, Mas-
sachusetts; Mnhn, Muséum national d’histoire naturelle, 
Paris; nMc, canadian Museum of nature, Ottawa; nMw, 
naturhistorisches Museum, Vienna; nrM, naturhistoriska 
riksmuseet, stockholm; PsU, Pennsylvania state Univer-, stockholm; PsU, Pennsylvania state Univer-
sity, college station, Pennsylvania; sMF, senckenberg 
Forschungsinstitut und naturmuseum, Frankfurt; UsnM, 
smithsonian institution national Museum of natural his-
tory, washington D.c., and zMb, Museum für naturkunde, 
Leibniz-institut für evolutions und biodiversitätsforschung, 
berlin.

species definitions have been debated for decades 
among biologists who proposed concept in agreement with 
their biological discipline (Pauly, 2002; De Queiroz, 2007). 
however, the choice of a species concept is is important for 
biological studies, conservation and management (agapow 
et al., 2004; isaac et al., 2004; wiley, 2007). here we follow 
the evolutionary species concept (esc) �en�u wiley and 
Mayden (2000), as have several fish taxonomists in North 
america and europe (e.g., wiley, 2002; kottelat and Frey-
hof, 2007). the species is then an entity composed of organ-
isms that maintains an identity distinct from related entities 
through time and over space and that has its own independ-
ent evolutionary fate and historical tendencies (simpson, 
1951; wiley, 1978; Mayden, 1997, 2002; kottelat and Frey-
hof, 2007).

to delineate species, we follow an integrative approach 
(Dayrat, 2005; will et al., 2005; Padial et al., 2009). in addi-
tion to morphological and molecular data, several other 
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independent datasets pertaining to ecology, phylogeography, 
reproductive biology, cytogenetics, and life history are used 
to delineated species and characterize taxa (Dayrat, 2005, 
Desalle et al., 2005; Padial et al., 2009, 2010; schlick-stein-
er et al., 2010; Pante et al., 2015). then, for each species, the 
diagnosis will be given as well as all other biological criteria 
allowing the distinction from the other species belonging to 
the same genus. 

Nomenclature was verified with the Eschmeyer’s Catalog 
of Fishes (Fricke et al., 2021) and checked manually with 
taxonomic publications (Mcallister, 1963; Monod, 1973; 
scott and crossmman, 1973; smith, 1989; Paepke, 2002; 
Ferraris, 2003; kottelat, 1997, 2013; Denys et al., 2018).

As there is no IUCN evaluation for freshwater fishes of 
saint-Pierre and Miquelon, their status was taken from the 
(worldwide) Red List of Freshwater fishes (iUcn, 2021).

RESULTS AND DISCUSSION

The seven diadromous native fish species occurring in 
Saint-Pierre and Miquelon are classified in one class, four 
orders, four families and seven genera.

the updated list of synonyms will be available and down-
loadable on the French taxonomic register taXreF (Gargo-
miny et al., 2021) and from Fishbase (www.fishbase.org).

concerning their worldwilde iUcn status, one is endan-
gered, five are least concerned and one has not been evaluat-
ed (tab. i). however, the conservation status of diadromous 
species on sPM has declined for several decades (F. Urtizbe-
rea DtaM, pers. com.), so a French national iUcn evalua-
tion is still needed for sPM. 

Clade Euteleostomi 
Class Actinopterygii 

Super-Order Elopomorpha Greenwood, Rosen, 
Weitzman & Myers, 1966 

Order Anguilliformes 
Family Anguillidae Rafinesque, 1810 

Genus Anguilla Garsault, 1764

Anguilla Garsault, 1764: Pl. 661 [Feminine; type species: 
Muraena anguilla Linnaeus, 1758; type by subsequent 
monotypy by schrank (1798: 304, 307) according to 
welter-schultes and klug (2009: 230)].

Anguilla thunberg, 1795; nomen not available according to 
the iczn; see below.

Anguilla schrank, 1798: 304, 307 [Feminine; type species: 
Muraena anguilla Linnaeus, 1758; type by monotypy by 
wheeler (1990: 138); on Official List of Generic Names 
in zoology (iczn, 1992: 93 Opinion 1672)].

Anguilla shaw, 1803: 15, Pl. 1 [Feminine; type species: 
Muraena anguilla Linnaeus, 1758; type by monotypy by 
cooper and crimmen (1989: 260); Anguilla shaw, 1804 
from sherborn (1922-1933: 50) is a mistake].

Te�p�lepi� Mcclelland, 1844: 225 [subgenus of Anguil-
la schrank, 1798: 304, 307; feminine; type species: 
Anguilla b�evi���t�i� Mcclelland, 1844; type by subse-
quent designation by blache et al. (1973: 220) according 
to smith (1989: 32)].

T�ib�anchu� Peters in Müller, 1846: 193 (Masculine; type 
species: T�ib�anchu� anguilla�i� Peters, 1846, type by 
monotypy).

Nomenclatural note
During the second part of the 19th century, the genus 

nomen Anguilla thunberg, 1795 appeared as “Anguilla 
thunberg, nouv. Mem., stockholm” with an approximative 
year of description around 1795 (agassiz, 1842-1846: 4; 
Gill, 1890: 159; Jordan and Davis, 1892: 666). this incer-
titude already intrigued Gill (1890) as he found no such 
nomen in the Memoirs of the Stockholm Academy. his doubt 
was also confirmed by Jordan and Davis (1892: 666), Jordan 

table i. – worldwilde iUcn status of the seven diadromous species occurring in the 
saint-Pierre and Miquelon archipelago available on the website https://www.iucnredlist.
org/. 

species worldwide 
iUcn status reference

Anguilla ���t�ata en (a2bd) Jacoby et al., 2017
O�me�u� m��dax Lc natureserve, 2013a
Salm� �ala� Lc world conservation Monitoring centre, 1996
Apelte� quad�acu� Lc natureserve, 2019a
Ga�te���teu� aculeatu� Lc natureserve, 2019b
Pungitiu� pungitiu� Lc natureserve, 2013b
Salvelinu� f�ntinali� ne n/a

www.fishbase.org
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and evermann (1917: 73) and Jordan (1963: 73). sherborn 
(1922-1933: 50) affirmed that “Anguilla Thunberg 179—, 
ag. Does not occur”. after checking the bibliography of 
the publications from carl Peter thunberg including 584 
titles (thunberg, 1782-1827; rookmaaker, 1994), as well 
as publications including lists of his works (anonymous, 
1896) and old ichthyological or zoological studies (carus 
and engelmann, 1861; bosgoed, 1873; brashford, 1917), 
the nomen Anguilla associated to thunberg and around 1795 
was not found. so, this genus nomen appears to be a mistake 
and we examined its origin. cuvier (1817: 230) was the first 
to attribute the genus nomen to thunberg: “Anguilla thunb. 
et shaw.”. this may be due to a bad interpretation of ahl 
(1789) edited by thunberg, and then agassiz (1842-1846: 
4) mentioned “Anguilla thunb. nouv. Mem. stock. 179.” 
and Günther (1870: 23) “Anguilla (thunberg) cuv. regn. 
anim.”. thus, as there is no publication associated to the 
nomen Anguilla thunberg, 1795, the condition required by 
the article 11.1 of the ICZN is not fulfilled. By consequence, 
this nomen is not available according to the iczn. several 
authors already affirmed that this nomen should not be used 
as valid genus, and proposed to use the nomen Anguilla 
shaw, 1803 (Gill, 1890: 160; Jordan and evermann, 1917: 
73; sherborn, 1922-1933: 50; Jordan, 1963: 73; cooper and 
crimmen, 1989: 260).

however, the description of schrank (1798: 304, 307) 
is earlier than the one of shaw. wheeler (1990: 138) sug-
gested to consider Anguilla schrank, 1798 as valid nomen 
instead of Anguilla Shaw, 1803 on the Official List of Gener-
ic names designating Muraena anguilla Linnaeus, 1758 as 
its type species (iczn, 1992: 94).

Finally, the works of Garsault (1764), pertaining to illus-
trations and Garsault (1767), pertaining to their descriptions, 
were rediscovered by welter-schultes et al. (2008), impact-
ing taxonomical and nomenclatural knowledges in zoology 
(welter-schultes and klug, 2009). since this rediscovery, the 
validity of several genera of zoological groups was debated, 
along with the concept of the genus itself (Dubois and bour, 
2010a, b, 2012; welter-schultes and klug, 2011). welter-
schultes and klug (2009: 230) made the nomen Anguilla 
Garsault, 1764 available considering that Garsault’s figure 
represents Muraena anguilla Linnaeus, 1758 currently des-
ignated as type species of Anguilla schrank, 1798. thus, 
Anguilla schrank, 1798, as well as Anguilla shaw, 1803, are 
junior homonym and objective junior synonym of Anguilla 
Garsault, 1764 (welter-schultes and klug, 2009: 230; kot-
telat, 2013: 37). however, even if the nomen Anguilla 
schrank, 1798 has been commonly used, the nomen Anguilla 
Garsault, 1764 has been used as a valid nomen after 1900 
by kottelat (2013: 37) and further by other authors. so, the 
requirement of article 23.9.1.1 of the ICZN is not fulfilled, 
and the nomen cannot be ignored (article 23.9). Anguilla 
Garsault, 1764 must be thus considered as the valid nomen.

Anguilla rostrata (Lesueur, 1817) – NATIVE
Muraena rostrata Lesueur, 1817: 81 [type locality: cayuga 

and Geneva lakes, new york, Usa; no types known; see 
smith (1989: 35) for nomenclatural discussion].

Muraena bostoniensis Lesueur, 1817: 81 (type locality: bos-
ton harbor, Massachutsetts, Usa; no types known).

Muraena serpentina Lesueur, 1817: 81 (type locality: har-
bour of newport, rhode island, Usa; no types known).

Muraena argentea Lesueur, 1817: 82 (type locality: boston 
harbor, Massachutsetts, Usa.; no types known).

Muraena macrocephala Lesueur, 1817: 82 (type locality: 
saratoga, new york; Philadelphia market, Usa; no types 
known).

Anguilla blephu�a rafinesque, 1817: 120 (type locality: 
southwestern shore of Long island, new york, Usa; no 
types known).

Anguilla ch�i�ypa rafinesque, 1817: 120 (type localities: 
Lake George, Lake champlain, and hudson river above 
the Falls, Usa; no types known).

Anguilla laticauda Rafinesque, 1818: 447 [type localities: 
Ohio river, wabash river, Green river, etc., Usa; no 
types known; spelled laticanda by rafinesque (1818: 
447; 1820: 245) but laticauda should be used (smith, 
1989: 35); may be fictional (Markle, 1997: 444)].

Anguilla ate��ima rafinesque, 1820: 245 (type localities: 
tennessee river, cumberland river, etc., Usa; no types 
known).

Anguilla xanth�mela� Rafinesque, 1820: 245 (type locality: 
Ohio river, Usa; no types known).

Anguilla lutea rafinesque, 1820: 246 (type localities: 
cumberland, Green and Licking rivers, Usa; no types 
known).

Anguilla tenui���t�i� Dekay, 1842: 310, Pl. 53 (fig. 173) 
(type locality: new york, Usa; no types known).

Anguilla n�vae��leanen�i� kaup, 1856: 43, Pl. 6 (fig. 33) 
[type locality: new Orleans, Louisiana, Usa; syntypes: 
Mnhn-ic-b-2111 (bauchot et al., 1993: 96)].

Anguilla cubana kaup, 1856: 44 [type locality: cuba; holo-
type: Mnhn-ic-b-2105 (bauchot et al., 1993: 94)].

Anguilla punctati��ima, kaup, 1856: 44 [type locality: nia-
gara Falls, Usa and canada; holotype: Mnhn (not 
found; bauchot et al., 1993: 124)].

Anguilla n�vaete��ae Kaup, 1856: 45, Pl. 7 (fig. 35) [type 
locality: newfoundland, canada; holotype: Mnhn-ic-
b-2106 (bauchot et al., 1993: 96)].

Anguilla texana Kaup, 1856: 45, Pl. 7 (fig. 36) [type local-
ity: texas, Usa; holotype: Mnhn-ic-b-2109 (bauchot 
et al., 1993: 97)].

Anguilla waba�hen�i� kaup, 1856: 46 [type locality: wabash 
river, tributary of Ohio river, Usa; holotype: Mnhn-
ic-b-2117 (bauchot et al., 1993: 97)].
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Anguilla mac��p� Kaup, 1856: 49, Pl. 7 (fig. 38) [No local-
ity; holotype: Mnhn-ic-b-3154 (bauchot et al., 1993: 
95)].

Anguilla ty�annu� Girard, 1858: 171 [type locality: Mouth 
of rio Grande del norte [rio bravo], texas, Usa; holo-
type: UsnM 857 (= UsnM 43108)].

Lept�cephalu� g�a��ii eigenmann & kennedy, 1902: 84, 
figs 1, 1a-b [type localities: atlantic, albatross station 
2103, 38°47’20”n, 72°37’w, depth 0-1091 fathoms; 
38°25’n, 72°40’w; syntypes: UsnM 49751-49752 
(smith, 1994: 3)].

Morphological diagnosis
Anguilla ���t�ata is distinguished from other Anguilla 

species by the following combination of characters: plain 
color, long dorsal-fin, gape 25-27% HL, 103-111 vertebrae 
(smith, 1989). it is therefore distinguished from A. anguilla 
(Linnaeus, 1758), its sister group species, by fewer vertebrae 
(110-119 for A. anguilla), fewer precaudal vertebrae (41-45 
v�. 44-47), and a slightly shorter dorso-anal distance (mean 
9.1% TL v�. 11.2% TL) (ege, 1939; smith, 1989).

Molecular delineation
the molecular delineation of A. ���t�ata is supported by 

genomic (aFLP, transcriptome, whole genome, raDseq 
genotyping, snP), mitochondrial (mitogenome, mitochon-
drial Dna rFLP, 12s, 16s, atP6, cOi, cOii, cr/dloop, 
cytb) and nuclear (5s, 18s, atP5c1, c-type lectin, micro-
satellites, mucosal galectin, raPD, rh) data (e.g., ishikawa 
et al., 2004; Pichiri et al., 2006; Gagnaire et al., 2009, 2012; 
Frankowski and bastrop, 2010; Gong et al., 2013; rehbein, 
2013; Ulrik et al., 2014; wielgoss et al., 2014; hwang et al., 
2015; tsutsui et al., 2015, 2019; Jacobsen et al., 2017; chen 
et al., 2018; igarashi et al., 2018; noh et al., 2018; takeuchi 
et al., 2019; hsu et al., 2020; nikolic et al., 2020; richards 
et al., 2020).

Time divergence
the common ancestor between A. ���t�ata and A. anguil-

la is estimated to be ~3.4 Mya according to Jacobsen et al. 
(2014) and 1.3-2.4 Mya according to nicolic et al. (2020).

Remarks
the spawning areas of A. ���t�ata and A. anguilla are 

located in a large thermal front in the northern part of the sar-
gasso sea (haro, 2014). however, there is an overlap which 
allows hybridization between these two species (albert et 
al., 2006; wielgoss et al., 2014; Jacobsen et al., 2017).

Ontology was considered as one criterion discriminat-
ing A. ���t�ata from A. anguilla with the first metamorpho-
sis occurring respectively 10 to 12 months and 2 to 3 years 
(schmidt, 1922). however, more recent studies demonstrat-
ed that there is no significant difference between their age 

of metamorphosis (respectively 156-214 days and 176-198 
days; arai et al., 2000; Otake, 2003).

Distribution in SPM
this species occurs in most of the freshwater systems of 

the archipelago (cPPMa, 2013). there are very few ponds 
(generally inaccessible) in which A. ���t�ata is absent.

Sub-Class Neopterygii Regan, 1923 
Infra-Class Teleostei 
Order Osmeriformes 

Family Osmeridae Regan, 1913 
Genus Osmerus Linnaeus, 1758 

O�me�u� Linnaeus, 1758: 310 [subgenus of Salm� Linnae-
us, 1758: 308; masculine; type species: Salm� epe�la-epe�la-
nu� Linnaeus, 1758; type by subsequent designation by 
iczn (1958: Opinion 77)].

O�me�u� Lacepède, 1803: 229 [Masculine; type species: 
Salm� epe�lanu� Linnaeus, 1758; type by subsequent 
designation by bory de saint-Vincent (1824: 205)].

Epe�lanu� Gaimard, 1851: Pl. (Masculine; type species: 
Salm� epe�lanu� Linnaeus, 1758; type by monotypy).

Osmerus mordax (Mitchill, 1814) – NATIVE 
Athe�ina m��dax Mitchill, 1814: 15 [type locality: new 

york, Usa; no types known; misspelled A. m��da� by 
zhu (1995: 13)].

O�me�u� vi�ide�cen� Lesueur, 1818: 230 (type locality: bos-
ton to newport, Usa; no types known).

O�me�u� �e�geanti norris, 1868: 93 [type locality: schuylkill 
river below Fairmount dam, Philadelphia; brandywine 
creek, Pennsylvania, Usa; syntypes: ansP 7751-
53 (böhlke, 1984: 135); misspelled �a�genti by smith 
(1986: 241)].

O�me�u� abb�ttii cope, 1870: 490 [type locality: cobes-
sicontic Lake, kennebec county, southwestern Maine, 
Usa; syntypes: ansP (not found; böhlke, 1984: 135)].

O�me�u� �pect�um cope, 1870: 490 [type locality: wilton 
Pond, near the head of southwestern branch of kennebec 
river, southwestern Maine, Usa; neotype nMc 79-834 
designated by Lanteigne and Mcallister (1983: 23)].

Morphological diagnosis
O�me�u� m��dax differs from O. dentex steindachner & 

kner, 1870 by having 59-65 vertebrae (v�. 63-68), parietal 
bones not in contact with each other (v�. more or less con-
tiguous, sometimes weakly at the front), and the orbito-nasal 
vein exits the nasal capsule usually through a cut-out of the 
medial edge of the lateral ethmoid or rarely below this bone 
through the cartilage (v�. through the cartilage below the 
lateral ethmoid or rarely cutting through the lower edge of 
the bone) (kljukanov, 1969; coad, 2018). it therefore differs 
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from O. epe�lanu� (Linnaeus, 1758) by 13-30 pored scale on 
the lateral line (v�. 4-13) (Mcallister, 1963; scott and cross-
man, 1973).

Molecular delineation
the molecular delineation of O�me�u� m��dax is sup-

ported by enzymes, mitochondrial (mitogenome, 12s, 16s, 
cOi, cytb) and nuclear (its2, s7, raG1) data (e.g., Luey 
et al., 1982; ilves and taylor, 2009; skurikhina et al., 2013; 
balakirev et al., 2018).

Life history characteristics
O�me�u� m��dax differs from O. dentex by life history 

traits such as a shorter life expectancy (7 years v�. 15 years), 
an earlier age of sexual maturity (2-3 years v�. 6-7 years), and 
faster growth (von Bertalanffy growth coefficient = 0.639 v�. 
0.11-0.24) (see haldorson and craig, 1984). however, these 
life history traits are comparable to O. epe�lanu� (belyanina, 
1969; Froese and Pauly, 2021).

Time divergence
Molecular data estimate the speciation events between 

O�me�u� spp. began at the end of the Pliocene (around 
3.5 Ma), and the separation of O. m��dax and O. dentex at 
around 2.5 Ma with the opening of the behring strait (taylor 
and Dodson, 1994).

Nomenclatural note
O�me�u� abb�ttii cope, 1870 has been invalidated and 

considered as junior synonym of O�me�u� epe�lanu� by 
Mcallister (1963: 16). but as its type locality (cobessi-
contic Lake, kennebec county, southwestern Maine, Usa) 
occurs in north america and not in europe, in contrast to 
O. epe�lanu� (Linnaeus, 1758); thus, according to molecular 
studies, O. abb�ttii must be considered as a junior synonym 
of O. m��dax. 

Taxonomy
O�me�u� m��dax is known to be an anadromous species, 

but some populations are lacustrine. two distinct acadian 
(anadromous and lacustrine populations) and atlantic (only 
anadromous) evolutionary lineages have been highlighted 
(baby et al., 1991; bernatchez and Martin, 1996; bernatch-
ez, 1997; bradbury et al., 2006, 2011; barrette et al., 2009). 
two zones of secondary contact between both lineages were 
detected in the st. Lawrence river estuary and in south-
eastern newfoundland (bernatchez, 1997; bradbury et al., 
2011). some differences were already observed between 
these lineages such as morphology, behavior (benthic v�. 
pelagic), habitats, spawning places and the interval between 
their spawning periods (Lecomte and Dodson, 2004, 2005; 
bradbury et al., 2006; coulson et al., 2006; barrette et al., 
2009). bernatchez (1997), according to molecular data, 

found reproductive isolation between these lineages. how-
ever, Lecomte and Dodson (2004) highlighted introgression 
between atlantic and lacustrine acadian populations. the 
ice age events occurring 350,000 years ago isolated both 
lineages. thus, there was an ecological speciation; popula-
tions would have then to adapt to their new environmental 
constraints changing morphologically reducing the gene 
flow between lineages (Lecomte and Dodson, 2004; brad-
bury et al., 2006).

in addition to that, lacustrine populations occurring in 
some north-eastern american lakes make some taxono-
mists disagree (e.g., rupp and redmond, 1966; Lanteigne 
and Mcallister, 1983; Maccrimmon et al., 1983; taylor 
and bentzen, 1993a). in several north-eastern american 
lakes, two morphotypes are observed: normal and dwarf 
forms (Greene, 1930; zillox and youngs, 1958; Legault and 
Delisle, 1968; Delisle, 1969; copeman, 1973, 1977; Lan-
teigne and Mcallister, 1983; baby et al., 1991; taylor and 
bentzen, 1993a, b; saint-Laurent et al., 2003; hopkins and 
warren, 2020). in Lake Utopia (new brunswisk, canada), 
a third form, giant, is also encountered (curry et al., 2004; 
shaw and curry, 2011; hopkins and warren, 2020). cope 
(1870) described two species of dwarf smelt O�me�u� �pec-�pec-
t�um and O�me�u� abb�ttii respectively from wilton Pond 
and cobessicontic Lake (kennebec county, southwestern 
Maine, Usa) according to eye diameters, head length and 
scales counts. they further considered these taxa as sub-
species of O. m��dax (Jordan and evermann,1896; Jordan 
et al., 1930), and forgotten in the following checklist pub-
lished (Lanteigne and Mcallister, 1983). however, consid-
ering studies comparing sympatric normal and dwarf smelt 
populations, Lanteigne and Mcallister (1983) did a mor-
phomeristic analysis on dwarf and normal lacustrine smelts 
from wilton Pond, Utopia Land heney Lakes, and found 
that dwarf smelt (or pygmy smelt) differs from O. m��dax 
by higher gill raker counts, a relatively larger eye and a 
lower lateral scale counts in addition to a smaller maximum 
size. Moreover, they are planktivorous (v�. piscivorous for 
O. m��dax), as later confirmed by Jardine and curry (2006). 
thus, Lanteigne and Mcallister (1983) concluded that dwarf 
smelts must be considered as a distinct species, O. �pect�um, 
occurring in these lakes. these results are also supported by 
recent studies such as a reproductive isolation between each 
ecotype in the Lake Utopia because the period of spawning 
differs in time (taylor and bentzen, 1993b; shaw and curry, 
2011). Dwarf and normal morphotypes in the Lac saint-Jean 
(Québec) have different life histories being respectively 
semelparous and iteroparous (saint-Laurent et al., 2003). 
however, the dwarf phenotype seems to be polyphyletic and 
appeared independently in each lake (taylor and bentzen, 
1993a). Moreover, some authors considered the phenotypic 
dissimilarity between ecotypes insufficient to justify their 
taxonomic distinction and recognized only O. m��dax as 
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valid species (rupp and redmond, 1966; Maccrimmon et 
al., 1983; robins et al., 1991). the rainbow smelt is then 
considered a species complex (hopkins and warren, 2020).

according to our taxonomic understanding, we consider 
one species of smelt O. m��dax. however, considering the 
previous studies on the acadian evolutionary lineage and 
the lacustrine ecotypes, a taxonomical revision may need to 
be undertaken. with an approach utilizing the evolutionary 
species concept (sensu wiley and Mayden, 2000), each case 
might be viewed as a newly evolved taxon, capable of being 
described and diagnosed (Mayden, 2002).

Remark
bachelot de la Pylaie (1819) described in a manuscript 

the smelts occurring in ponds of sPM. he reported the body 
lengths (12-16 cm), which correspond to the ‘normal’ form 
according to shaw and curry (2011). so, there would not be 
any particular form of O. m��dax in the archipelago. never-
theless, there is, to our knowledge no study of this.

Distribution in SPM
O�me�u� m��dax occurs in bodies of water connected to 

the sea, such as the savoyard Pond, the Laveuses and cap-
noir Pond in saint-Pierre, and in Miquelon, in the Mirande, 
chapeau, Grand etang (P. Delizarraga, pers. com.) the Grand 
barachois, a large lagoon (boulva and McLaren, 1980). it is 
also found in the Ollivier marshes at Langlade (D. abraham 
nature sPM, pers. com.). nevertheless, O. m��dax, which 
was previously abundant, is currently threatened in sPM 
because of the loss of connectivity between ponds and the 
sea, as well as from reductions in pond area (F. Urtizberea 
DtaM, pers. com.) resulting from anthropogenic landscape 
modification.

Order Salmoniformes 
Family Salmonidae Jarocki or Schinz, 1822 

Subfamily Salmoninae Jarocki or Schinz, 1822 
Genus Salmo Linnaeus, 1758

Salm� Linnaeus, 1758: 308 [Masculine; type species: Salm� 
�ala� Linnaeus 1758; type by subsequent designation by 
Desmarest (1856: 312) according to whitley (1939: 225; 
with a wrong date for Desmarest), also by Jordan and 
Gilbert (1883: 309); on official ICZN list (Opinion 77, 
Direction 56; iczn, 1922: 73, 1956: 340)].

T�utta Garsault, 1764: Pl. 665 [Feminine; type species: 
Salm� t�utta Linnaeus, 1758; type by subsequent 
monotypy or subsequent designation or possibly absolute 
tautonymy according to welter-schultes and klug (2009: 
236); attributed to e.L. Geoffroy with the date 1764 by 
bogutskaya and naseka (2004: 156)].

Fa�i� Valenciennes in cuvier & Valenciennes, 1848: 277 
[Masculine; type species: Fa�i� a�genteu� Valenciennes 

in cuvier & Valenciennes, 1848; type by subsequent des-
ignation by berg (1916: 34)].

Sala� Valenciennes in cuvier & Valenciennes, 1848: 314 
[Masculine; type species: Sala� au��nii Valenciennes in 
cuvier & Valenciennes, 1848; type by subsequent desig-
nation by berg (1916: 34)].

Salm�thymu� berg, 1908: 502, 503 (Masculine; type species: 
Sala� �btu�i���t�i� heckel, 1851; type by monotypy).

Acanth�lingua Hadžišče, 1960: 47 (Subgenus of Salm�thy-
mu� berg, 1908: 502, 503; Feminine; type species: Salm� 
�h�idanu� steindachner, 1892; type by monotypy).

Platy�alm� behnke, 1968: 2 (subgenus of Salm� Linnaeus, 
1758: 308; Masculine; type species: Salm� (Platy�alm�) 
platycephalu� behnke, 1968; type by monotypy).

Salmo salar Linnaeus, 1758 – NATIVE 
Salm� �ala� Linnaeus, 1758: 308 (type locality: european 

seas and rivers; no types known).
Salm� n�bili� Olafsen, 1772: 65 (type localities: sweden, 

heller-aa, kortolfstade-aa and Lar-aa, iceland; no 
types known).

Salm� g�edenii bloch, 1784: 155, Pl. 102 [type locality: bal-
tic Sea in Rügenwalde, Hinterpommern (now Darłowo), 
north-western Poland; holotype: zMb 3710 (Paepke, 
1999: 124)].

Salm� �t��m bonnaterre (ex Müller), 1788: 168 (type local-
ity: norway; no types known).

Salm� fa�i� var. �amulu� walbaum, 1792: 61 (type locality: 
Great britain; no types known).

Salm� �almulu� walbaum, 1792: 65 [type locality: rivers 
wye, upper severn and tributaries, north of england and 
wales, Uk; syntypes: whereabouts unknown; objective 
synonym of Salm� fa�i� var. �amulu� walbaum, 1792: 
61 as both are based in part on Pennant (1769: 253; 1776: 
303 pl. 59)].

Salm� cae�ule�cen� schmidt, 1795: 65 (n�men nudum; type 
locality : river Moldau now river Vltava, czech repub-
lic).

Salm� punctatu� bloch & schneider, 1801: 419 (type local-
ity: Osefjord, branch of ejdfjord, hardangerfjord, sønd-
mør region, bergen, norway; no types known).

Salm� �enatu� Lacepède, 1803: 157, 224 (type locality : 
river Moselle, France; no types known).

Salm� �illa Lacepède, 1803: 157, 224, Pl. 5 (fig. 3) (type 
locality: rille river, a tributary of the seine river, 
France; no types known).

Salm� n�bili� Pallas, 1814: 342 (type localities: baltic sea, 
caspian sea, northern russia and siberia, russia; no 
types known; junior homonym of Salm� n�bili� Olafsen 
1772: 65).

Salm� hamatu� cuvier, 1829: 303 (type locality: europe; 
possible syntypes: Mnhn-ic-0000-0777, Mnhn-ic-
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a-1064, Mnhn-ic-a-8841, Mnhn-ic-a-8553 (ber-
tin, 1940: 301-302)].

Salm� �cla nilsson, 1832: 4 (type locality: Älvkarleby on 
Dalälfven river, north of Uppsala, sweden; no types 
known).

Salm� �alm� Valenciennes in cuvier & Valenciennes, 1848: 
169, Pl. 614 [type localities: Dieppe, Fecamp, abbeville, 
Manche, north sea, belgium, netherlands, england, 
berlin; syntypes: Mnhn-ic-a-8552, Mnhn-ic-a-
8559 (bertin, 1940: 301].

Salm� �ebag� Girard, 1853: 380 (type locality: Lake seba-
go, southern Maine, Usa; no types known).

Salm� gl�ve�ii Girard, 1854: 86 (type locality: Upper afflu-
ent of Union river, Maine, Usa; syntypes: UsnM 
3586). 

Salm� �ala� var. lacu�t�i� hardin, 1862: 382 (type locality: 
Lake Vänern, sweden; syntypes: whereabouts unknown; 
junior homonym of Salm� lacu�t�i� Linnaeus, 1758: 
309).

T�utta �ala� �elicta Malmgren, 1863: 59 [type locality: Lake 
Ladoga at keksgolm, Finland (now Priozersk in russia); 
syntypes: whereabouts unknown].

Salm� g�acili� couch, 1865: 216, Pl. 216 (type locality: 
Fowey harbour, Uk; holotype: bMnh; junior homonym 
of Salm� g�acili� Valenciennes in cuvier & Valenci-
ennes, 1848: 265).

Salm� ha�dinii Günther, 1866: 107 (type locality: Lake Vän-
ern, sweden; syntypes: bMnh 1864.11.9.14).

Salm� b�evipe� smitt, 1882: 32 (type locality: arkhangelsk, 
russia; syntypes: nrM 24881).

Salm� �ala� ta�manicu� Johnston, 1889: xvi (type locality: 
tasmania, australia; no types known).

Salm� �ala� �uananiche Jordan & evermann (ex Mccarthy), 
1896: 487 (type locality: saguenay river, outlet of Lake 
st. John, canada; no types known).

Salm� �ala� infraspecies bienni� berg, 1912: 137 (infrasub-
specific, nomen not available).

Salm� �ala� b�evipe� nati� �elictu� berg, 1932 (infrasubspe-
cific, nomen not available).

Salm� �ala� �aimen�i� seppovaara, 1962: 78 (type locality: 
iso-saimaa, Finland; syntypes: whereabouts unknown).

Salm� �ala� ame�icanu� Payne, child & Forrest, 1971: 251 
(n�men nudum; type locality: north america; no types 
known; junior homonym of Salm� ame�icanu� bloch & 
schneider 1801: 410).

Salm� �ala� eu��paeu� Payne, child & Forrest, 1971: 251 
(n�men nudum; type locality: europe; no types known).

Morphological diagnosis
Salm� �ala� is distinguished from other Salm� species 

by 10-13 scales between the adipose base and the lateral 
line (v�. 13-16 scales), 17-24 gill rakers (v�. 14-16), a cau-
dal fin deeply forked in specimens smaller than 200 mm SL 

(v�. caudal emarginate), hyaline or grey adipose margins 
(v�. orange or red) and the posterior part of vomer toothless 
(v�. posterior part of vomer toothed) (kottelat and Freyhof, 
2007).

Molecular delineation
the molecular delineation of S. �ala� is supported by 

genomic (aFLP, whole genome, raDseq genotyping, 
raPD and snP), mitochondrial (mitogenome, mitochondri-
al Dna rFLP, 12s, atPase6, cOi, cOii, cr/dloop, cytb, 
naDh1/nD-1, nD-3/4; nD-5/6, Pro trna) and nuclear 
(5s, Gh, Gh2c, Gnrh, histone-3 coding gene, its1, LDh-
c1, Mhc, microsatellites, minisatellites, rFLP, transferrin 
gene) data (e.g., Goodier and Davidson, 1993, 1998; Gross 
and nilsson, 1995; Gross et al., 1996; nielsen et al., 1998; 
Phillips et al., 2000; Grimholt et al., 2002; Presa et al., 
2002; woram et al., 2003; crespi and Fulton, 2004; campos 
et al., 2006; ryynänen and Primmer, 2006; castillo et al., 
2008; snoj et al., 2008; Davidson et al., 2010; Pustovrh et 
al., 2011; shedko et al., 2012, 2013; karlsson et al., 2013; 
shubina et al., 2013; horreo, 2017; Lecaudey et al., 2018).

Cytogenetics
the analysis of the genome of S. �ala� revealed exten-

sive chromosomal rearrangements with fusion and fission 
events, comparing to the brown trout S. t�utta Linnaeus, 
1758 which as the ancestral chromosome structure (Leitwein 
et al., 2017).

Time divergence
S. �ala� is located on a phylogenetic tree as sister to all 

other Salm� species (e.g., Lecaudey et al., 2018; tougard et 
al., 2018). their common ancestor is estimated ~4-11 Mya 
for shedko et al. (2012) as well as for campbell et al. (2013), 
and 14.2-17.0 for horreo (2017) and Lecaudey et al. (2018).

Taxonomy
the atlantic salmon, S. �ala�, has a native distribution 

from north-eastern america (Québec, connecticut, new 
york) to atlantic coasts of western europe to the baltic, bar-
ents and white sea basins (kotttelat and Freyhof, 2007; Page 
and burr, 2011). Molecular data distinguishes two major 
evolutionary lineages within this taxon, i.e., north american 
and european lineages (Payne et al., 1971; ståhl, 1987; ber-
mingham et al., 1991; birt et al., 1991; cutler et al., 1991; 
Mcconnell et al., 1995; taggart et al., 1995; bourke et al., 
1997; kauppi et al., 1997; king et al., 2001, 2007; bour-
ret et al., 2013; rougemont and bernatchez, 2018; Lehnert 
et al., 2020). both lineages would have diverged during the 
mid-Pleistocene: 600,000-700,000 years ago according to 
king et al. (2007) and 2.58 Mya to 11,000 years ago accord-
ing to rougemont and bernatchez (2018), even if second-
ary contacts occurred (rougemont and bernatchez, 2018; 
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Lehnert et al., 2019). Moreover, cytogenetic studies demon-
strated differences in chromosome numbers between north 
american (2n = 54) and european (2n = 58) lineages due 
to chromosomal rearrangements (hartley, 1987; Phillips and 
rab, 2001; Lubieniecki et al., 2010; brenna-hansen et al., 
2012). Genomic data highlighted a divergence between both 
lineages (Lehnert et al., 2020), which would explain some 
reproductive incompatibilities (cauwelier et al., 2012) with-
out implying a reproductive barrier (O’reilly et al., 2006; 
Pedersen et al., 2017; rougemont and bernatchez, 2018; 
Lehnert et al., 2019). Other studies highlighted differences 
of life history such as temperature preferences, traits associ-
ated with domestication and age at first maturity (Jeffery et 
al., 2017; López et al., 2018; boulding et al., 2019). Finally, 
morphometrical studies distinguish north american from 
european populations, but with no diagnosis and an over-
lap of meristic characters (Maccrimmon and claytor, 1986; 
Luther, 1989). shape analyses on scales and otoliths also 
support discriminating two lineages (reddin, 1986; de Pon-
tual and Prouzet, 1987; Friedland and reddin, 1994). there 
are then several evidences suggesting to consider these two 
lineages as distinct taxa (Payne et al., 1971; kottelat, 1997; 
Lehnert et al., 2020). thus, as the type locality of S. �ala� is 
“european seas and rivers” (translated from Latin; Linnae-
us, 1758: 308), the north american populations of atlantic 
salmon cannot belong to S. �ala�. thus, a taxonomic revi-
sion is required to identify morphological characters to reli-
able diagnose this lineage. however, as the atlantic salmon 
is subject to protective measures in north america with 
major conservation issues (e.g., Gibson, 2017; Dadswell et 
al., 2022), it would be irresponsible to call the north ameri-
can lineage Salm� sp. because a taxon needs to be named 
to be clearly mentioned in the legislative texts and then to 
be protected (Denys, 2021). Pending the taxonomic revision, 
the north american lineage should be still named as S. �ala� 
but it needs to be distinct from the european populations and 
considered as an evolutionary significant Unit (esU; see 
Mayden and wood, 1995) when considering the spatial dis-
tribution of genetic diversity), or an Operational conserva-
tion Unit (OcU; Dodson et al., 1998) to reflect esUs and 
their interaction with socio-economic issues.

some atlantic salmon populations are landlocked in 
lakes in north america as well as north-eastern europe 
(berg, 1948; scott and crossman, 1973; berg, 1985). these 
non-anadromous populations have smaller sizes and a lower 
fecundity, with some variabilities between them (hutchings 
et al., 2019). Girard (1853) as well as Jordan and evermann 
(1896) who followed Mccarthy (1894) described new taxa 
of landlocked salmon: respectively Salm� �ebag� from the 
Lake sebago (southern Maine, Usa) and Salm� �ala� �ua-�ua-
naniche from the saguenay river (Québec, canada). these 
populations were trapped by the ice rising during the last 
maximum ice age around 10,000 years ago and independ-

ently lost their anadromous behaviour (bourret et al., 2013; 
Lumme et al., 2015; kjærner-semb et al., 2020). it is also 
true in a smaller scale with the Lake saint-Jean where a 
double origin of landlocked populations was highlighted 
(tessier and bernatchez, 2000). Perrier et al. (2013) found 
no common signature of freshwater life between these last 
populations and the one from Lake Musquaro. Moreover, 
anadromous and landlocked species are not distinguishable 
based on morphometry (claytor and Maccrimmon, 1988). 
thus, given our state of knowledge, we consider landlocked 
populations belonging to the same species as anadromous 
populations.

Remark
kottelat (1997: 140) hypothetized that the nomen Salm� 

�mi�c�maycu� walbaum (ex Pennant), 1792: 65 would cor-
respond to S. �ala� expecting to find the old nomen corre-
sponding to the north american lineage. but kendall (1912: 
51) classified it among the genus Pe�c�p�i� (Percopsidae). 
this classification Pe�c�p�i� �mi�c�maycu� is still valid 
(Fricke et al., 2021).

Distribution in SPM
the presence of atlantic salmon in saint-Pierre and 

Miquelon is anecdotal and its fishery in freshwaters is strict-
ly forbidden (cPPMa, 2013). Old references mentioned this 
species at Langlade and Miquelon; also, during the 1960s, 
fishers reported that the Dolisie stream at Langlade had an 
abundance of salmon. nowadays, this species may occur 
only in small number in the belle-rivière river. studies 
revealed that some parr are caught every year in its tribu-
tary, the Fourche Gauche stream, which is connected to sev-
eral ponds. but, while no adult specimen has been recently 
observed, it has been established that there may be a residual 
landlocked population living upstream. Fishers’ testimonies 
from the 1950s mentioned many captures of peel �alm�n� 
(corresponding to landlocked salmons in newfoundland) 
support this hypothesis (cPPMa, 2013; r. Langlois FtP-
sPM, pers. com.). 

Genus Salvelinus Richardson, 1836

Salvelinu� richardson (ex nilsson), 1836: 169 [subgenus 
of Salm� Linnaeus, 1758: 308; masculine; type species: 
Salm� �alvelinu� Linnaeus, 1758; type by absolute tau-
tonymy; see eschmeyer (1990: appendix a)].

Bai�ne Dekay, 1842: 244 (Feminine; type species: Bai�ne 
f�ntinali� Dekay, 1842; type by monotypy).

Umbla rapp, 1854: 171 (Feminine; type species: Salm� 
umbla Linnaeus, 1758; type by absolute tautonymy).

C�i�tiv�me� Gill & Jordan in Jordan, 1878: 356, 359 [Mas-
culine; type species: Salm� namaycu�h walbaum, 1792; 



Annotated check-list of diadromous fishes from SPM  Denys et al.

394 Cybium 2022, 46(4) 

type by subsequent designation in Jordan and Gilbert 
(1883: 317)].

Salvelinus fontinalis (Mitchill, 1814) – NATIVE (Fig. 1)
Salm� f�ntinali� Mitchill, 1814: 12 [type locality: con-

netquot river, connetquot river state Park, Long 
island, new york, Usa, 40°47.1714’n, 73°10.1134’w; 
neotype: PsU 11387 (Fig. 1) designated by stauffer and 
king (2014: 561)].

Salm� alleganien�i� rafinesque, 1820: 176 (type locali-
ties: alleghany and Monongahela rivers, Usa; no types 
known)/

Salm� canaden�i� Griffith & Smith, 1834: 474, Pl. 41 (type 
locality: canada; no types preserved).

Salm� e�yth��ga�te� Dekay, 1842: 236, Pl. 39 (fig. 136) 
(type localities: indian Lake, hamilton county; Lake 
Janet, st. Lawrence county; Franklin county; and essex 
county, new york; silver Lake, Pennsylvania, Usa; no 
types known).

Bai�ne f�ntinali� DeKay, 1842: 244, Pl. 20 (fig. 58) (type 
locality: spring in rockland county, new york, Usa; 
syntypes: new york state coll. (whereabouts unknown); 
independent of Salm� f�ntinali� Mitchill 1814 which 
Dekay treats on p. 235).

Salm� immaculatu� storer, 1850: 264 [type locality: brook 
flowing into red bay, Labrador, canada; holotype: 
?Mcz 32955 according to Fricke et al. (2021)].

Salm� hud��nicu� suckley, 1861: 310 (type locality: hud-
son bay and tributaries, new york, Usa; Labrador and 
newfoundland, canada; syntypes: UsnM 3594).

Salvelinu� timagamien�i� henn & rinckenbach, 1925: 131, 
Pls 8-9 (figs 1-3) [Type locality: White Pine Lake, Gam-
ble township, timagami Forest reserve, Ontario, can-
ada; holotype: FMnh 70514 (ex cM 7969); paratypes: 
FMnh 70515 (ibarra and stewart, 1987: 77)].

Salvelinu� kingi stauffer, 2020:5, Figs 3, 4b, 6b) (type local-
ity: cosby creek, Pigeon / French broad drainage, Great 
smoky Mountains national Park, haywood county, ten-
nessee state, Usa, 35°44’53”n, 83°12’01”w; holotype: 
PsU 13088; paratypes: PsU 11392).

Salvelinu� angu�tu� stauffer, 2020: 7, Figs 3c, 4c, 5 (type 
locality: Little Greenbrier creek, Pigeon / French broad 
drainage, Great smoky Mountains national Park, hay-
wood county, tennessee state, Usa, 35°44’16”n, 
83°16’40”w; holotype: PsU 13087; paratypes: PsU 
11393).

Salvelinu� multidentatu� stauffer, 2020: 8, Figs 4d, 6d, 
7 (type locality: indian camp creek, Pigeon / French 
broad drainage, Great smoky Mountains national Park, 
haywood county, tennessee state, Usa, 35°45’56”n, 
83°15’14”w; holotype: PsU 13089; paratypes: PsU 
11391).

Morphological diagnosis
Salvelinu� f�ntinali� differs from other Salvelinu� spe-

cies by having the caudal fin straight to slightly emarginate 
(v�. forked); dorsal and caudal fins with distinct, dark, wavy 
lines or blotches (v�. without dark, wavy lines on dorsal and 
caudal fins), lower fins with pure white leading edges usu-
ally followed by black (v�. lower fins with pure white lead-
ing edges, but not usually followed by black), back usually 
with vermiculations (v�. back usually with spots), sides with 
pink or red spots, many of which have blue borders (v�. sides 
with white, creamy, pink, or reddish spots, not extending 
onto fins), young with 8-10 regularly arranged parr marks 
on sides (v�. parr marks vague or irregular, not well defined) 
(scott and crossman, 1973).

Molecular delineation
the molecular delineation of Salvelinu� f�ntinali� is sup-

ported by genomic (raDseq genotyping), mitochondrial 
(mitochondrial Dna rFLP, 12s, 16s, atPase6, cOi, cOiii, 
cytb, cr/dloop) and nuclear (Gh1c, its1, its2, micros-
atellites, raG1) data (e.g., Vitic and strobed, 1996; angers 
and bernatchez, 1998; crespi and Fulton, 2004; crête-La-
frenière et al., 2012; Moore et al., 2015; Lecaudey et al., 
2018; Gehri et al., 2021; Osinov et al., 2021). 

Time divergence
Salvelinu� f�ntinali� is the sister species to S. namaycu�h 

(walbaum, 1792) and their common ancestor is estimated at 
around 8 Mya (Lecaudey et al., 2018).

Taxonomy
there is remarkable phenotypic plasticity within popu-

lations of S. f�ntinali� (McGlade and Maccrimmon, 1979; 
stauffer and king, 2014; kazyak et al., 2015, 2022; weath-
ers et al., 2019; stauffer, 2020; white et al., 2021), including 
the differentiation between juveniles anadromous and resi-
dent fish (Morinville and rasmussen, 2008). there is genet-
ic structure especially by drainages and lakes (Gyllensten, 
1985; Ferguson et al., 1991; Perkins et al., 1993; ward et al., 
1994; Danzmann and ihssen, 1995; angers and bernatchez, 
1998; castric et al., 2001; Ferchaud et al., 2020; kazyak et 

Figure 1. – Salvelinu� f�ntinali� (Mitchill, 1814): neotype PsU 
11387, connetquot river, connetquot river state Park, Long 
island, new york, Usa, 40°47.1714’n, 73°10.1134’w; credit 
photo J.r. stauffer Jr. PsU.
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al., 2022). Danzmann et al. (1998) delimited at least three 
evolutionary lineages (Mississippian, atlantic and acadian 
lineages) due to allopatric events during the last ice age. 
however, some studies highlighted the absence of correla-
tion between morphological and molecular data (kazyak et 
al., 2015; weathers et al., 2019; white et al., 2021). stauffer 
(2020) observed three brook trout populations from the Great 
smokey Mountains national Park (tennessee). he noticed 
distinct morphological characters from each of the smokey 
Mountain populations in comparison to the population from 
which the neotype of S. f�ntinali� belongs. he concluded 
that each population belonged to distinct species: S. kingi 
stauffer, 2020, S. multidentatu� stauffer, 2020 and S. angu�-angu�-
tu� stauffer, 2020. however, white et al. (2021) analysed 
more samples from the same area and other locations, and 
they concluded that the morphological differences observed 
by stauffer (2020) are only phenotypic plasticity considered 
these three new species are not valid (white et al., 2021). 

Nomenclatural note
white et al. (2021: 743) considered the three new species 

described by stauffer (2020) as invalid and synonyms of 
S. f�ntinali�. however, none of these names are mentioned 
in the manuscript, which makes these potential synonymi-
zations ambiguous. the nomenclatural change is, in conse-
quence, not valid. here, we consider S. kingi, S. multidenta-
tu� and S. angu�tu� as junior synonyms of S. f�ntinali�.

Distribution in SPM
S. f�ntinali�, or brook trout, occurs in the main rivers and 

some ponds of the archipelago (briand et al., 2021; Viana 
et al., 2022). nevertheless, its population of the archipela-
go declined due to the fishing pressure and the presence of 
obstacles preventing the migration within streams. they are 
also infected by three parasites which were introduced (bri-
and et al., 2021): the copepod Salminc�la edwa�d�ii (Olsson, 
1869), the cestode Eub�th�ium �alvenili (schrank, 1790) 
nybelin, 1922 and the digenea P��th�dipl��t�mum cutic�la 
(von nordmann, 1832) Dubois, 1936.

Order Gasterosteiformes
Family Gasterosteidae Bonaparte, 1831 

Genus Apeltes DeKay, 1842

Apelte� Dekay, 1842: 67 (Masculine; type species: Ga�te�-
��teu� quad�acu� Mitchill, 1815; type by original desig-
nation)

Apeltes quadracus (Mitchill, 1815) – NATIVE (Fig. 2)
Ga�te���teu� quad�acu� Mitchill, 1815: 430, Pl. 1 [type 

locality: new york, Usa; no types known but a drawn-
ing is available (Fig. 2a); misspelled quad�atu� by Lins-
ley (1844: 61)].

Ga�te���teu� apelte� cuvier in cuvier & Valenciennes, 1829: 
505 [type locality: Philadelphia; syntypes: Mnhn-ic-
0000-4062 (bertin and estève, 1950: 40)].

Ga�te���teu� millepunctatu� Ayres, 1843: 294, Pl. 12 (fig. 3) 
(type locality: new york and connecticut, Usa; no types 
known).

Morphological diagnosis
Apelte� quad�acu� is distinguished from other gaster-

osteids by iV (rarely V) dorsal spines (v�. iii or more than iV 
dorsal spines) and by the absence of bony plate on the body 
(v�. lateral bony plate present or absent) (scott and cross-
man, 1973).

Molecular delineation
its molecular delineation is supported by genomic (whole 

genome, raDseq genotyping), mitochondrial (mitogenome, 
12s, 16s, cOi, atPase 6, cytb, cr/dloop) and nuclear 
(raG1, MLL, zic1, myh6, Ptr, tbr1, enc1, gylt, sh3PX3, 
plagl2, and sreb2) data (e.g., Mattern, 2004; kawahara et 
al., 2009; Guo et al., 2019; Liu et al., 2021; Maduna et al., 
2022).

Cytogenetics
Apelte� quad�acu� differs from other gasterosteids by its 

sexual chromosomes having a zw genetic sex determina-
tion system (v�. Xy) (chen and reisman, 1970; ross et al., 
2009). however, some populations may have heteromorphic 
sex chromosomes, providing evidence for sex chromosome 
diversity in this species (Urton et al., 2011).

Distribution
this species occurs only in lagoons and ponds in contact 

with marine waters.

Figure 2. – Apelte� quad�acu� (Mitchill, 1815): drawning of an 
individual from new york, Usa given by Mitchill (1815: 430, 
Pl. 1) with its species description (A); Mnhn-ic-2022-0021, 
26.9 mm sL, saint-Pierre and Miquelon, saint-Pierre island, air-
port Pond (B).
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Genus Gasterosteus Linnaeus, 1758 

Ga�te���teu� Linnaeus, 1758: 295 [Masculine; type species: 
Ga�te���teu� aculeatu� Linnaeus, 1758; type by subse-
quent designation by Jordan and Gilbert (1883: 393); 
on official ICZN list (Opinion 77, Direction 56; iczn, 
1922: 73, 1956: 340); misspellings include Ga�t���teu�, 
Ga�te���tiu� (nau, 1787: 108) and Ga�te���teu� (Griffith 
and smith, 1834: 189)].

Ob�la�iu� tilesius (ex steller), 1811: 225 (Masculine; type 
species: Ob�la�iu� aculeatu� tilesius, 1811).

Ga�te�acanthu� Pallas, 1814: 228 (Masculine; type species: 
Ga�te�acanthu� cataph�actu� Pallas, 1814; type by sub-
sequent designation).

Leiu�u� swainson, 1839: 175, 242 [subgenus of Ga�te���-
teu� 1758: 295; masculine; type species: Ga�te���teu� 
aculeatu� Linnaeus, 1758; type by subsequent designa-
tion by swain (1883: 276)].

Gladiunculu� Jordan & evermann, 1927: 504 (subgenus of 
Ga�te���teu� 1758: 295; masculine; type species: Ga�te-
���teu� gladiunculu� kendall, 1896; type by monotypy 
and by absolute tautonymy).

Gasterosteus aculeatus Linnaeus, 1758 – NATIVE (Fig. 3)
Ga�te���teu� aculeatu� Linnaeus, 1758: 295 [type local-

ity: europe; syntypes: LsL 29-31 (wheeler, 1985: 43; 
Fig. 3a)].

Ga�te���teu� bi�pin��u� walbaum, 1792: 450 (type locality: 
new york, Usa; no types known).

Ga�te���teu� te�aculeatu� Lacepède, 1801: 295, 296 
(unneeded new nomen for Ga�te���teu� aculeatu� Lin-
naeus, 1758: 295).

Ga�te���teu� biaculeatu� shaw, 1803: 608 (type locality: 
new york, Usa; unneeded new name for Ga�te���teu� 
bi�pin��u� walbaum, 1792: 450).

Ga�te�acanthu� cataph�actu� Pallas, 1814: 229 (type local-
ity: kamchatka, russia; no types known).

Ga�te���teu� gymnu�u� cuvier (ex willughby), 1829: 170 
[type locality: england and northward France; no types 
known; based on Pi�ciculu� aculeatu� of willughby 
(1686: 341)].

Ga�te���teu� leiu�u� cuvier in cuvier & Valenciennes, 
1829: 481, 487, Pl. 98 (fig. 4) [type localities: France; 
Germany; syntypes: Mnhn-ic-0000-7088, Mnhn-ic-
0000-7151 (Monod, 1973: 281)].

Ga�te���teu� t�achu�u� cuvier in cuvier & Valenciennes, 
1829: 481, 487, Pl. 98 (fig. 1) (type localities: France, 
Germany; syntypes: ?nMw 6918).

Ga�te���teu� �emia�matu� cuvier in cuvier & Valenciennes, 
1829: 493 [type localities: Le havre and river braie near 
abbeville, France; syntypes: Mnhn-ic-0000-2347, 
Mnhn-ic-0000-2348 and Mnhn-ic-0000-7078 (ber-
tin and estève, 1950: 34-35)].

Ga�te���teu� �emil��icatu� cuvier in cuvier & Valenci-
ennes, 1829: 494 [type localities: somme river, around 
Paris, Oise, La rochelle, normandy, caen, hable d’ault, 
Le treport, berlin; syntypes: whereabouts unknown; 
the lot of specimens Mnhn-ic-0000-2347 was consid-
ered as syntypes of G. �emil��icatu� according to bertin 
(1925: 154), however, as they came from Le havre so 
one of the type locality of G. �emia�matu� and confirmed 
as well by Monod (1973: 281), this designation might be 
a mistake].

Ga�te���teu� a�gy��p�mu� cuvier in cuvier & Valenci-
ennes, 1829: 498 [type locality: Florence, italy; syntypes: 
Mnhn-ic-0000-0677 (bertin and estève, 1950: 35)].

Ga�te���teu� b�achycent�u� cuvier in cuvier & Valenci-
ennes, 1829: 499, Pl. 98 (fig. 2) [type locality: Florence, 
italy; syntypes: Mnhn-ic-0000-0694 and Mnhn-ic-
0000-7097 (bertin and estève 1950: 35), sMF 1181].

Ga�te���teu� tet�acanthu� cuvier in cuvier & Valenciennes, 

Figure 3. – Ga�te���teu� aculeatu� Linnaeus, 1758: syntypes LsL 
29-31; scale bar = 1cm; with the permission of the Linnean society 
of London (A); Mnhn-ic-2022-0022, 33.7 mm sL, saint-Pierre 
and Miquelon (B).
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1829: 499 [type locality: Florence, italy; holotype: 
Mnhn-ic-0000-1821 (bertin and estève, 1950: 35)].

Ga�te���teu� �b�la�iu� cuvier in cuvier & Valenciennes, 
1829: 500 (type locality: kamchatka, russia; no types 
known).

Ga�te���teu� n�veb��acen�i� cuvier in cuvier & Valen-
ciennes, 1829: 502, Pl. 98 (fig. 3) (type locality: new 
york, Usa; holotype: Mnhn-ic-0000-7074 (bertin and 
estève, 1950: 35)].

Ga�te���teu� nige� cuvier in cuvier & Valenciennes 1829: 
503 [type locality: newfoundland, eastern canada; syn-
types: Mnhn-ic-0000-3057 (bertin and estève, 1950: 
36); the nomen Ga�te���teu� nige� cuvier, 1829: 170 is 
erroneous].

Ga�te���teu� �pinul��u� yarrell (ex Jenyns), 1835: 350 (type 
locality: edinburgh, scotland; no types known).

Ga�te���teu� l��icatu� reinhardt, 1837: 114, 193 (type 
locality: Greenland; no types known).

Ga�te���teu� dimidiatu� reinhardt, 1837: 114, 137, 193 (type 
locality: Greenland; syntypes: whereabouts unknown).

Ga�te���teu� p�nticu� nordmann, 1840: 380, 613, Pl. 3 
(fig. 11) [type locality: Tauria (Crimea), Black Sea; syn-
types: Mnhn-ic-0000-7098 (bertin and estève 1950: 
363), nMw 77244].

Ga�te���teu� bia�matu� nordmann, 1840: 381 (type local-
ity: Lagoons near tarkanckut, crimea; no types known).

Ga�te���teu� biaculeatu� Dekay, 1842 (ex Mitchill): 64, 
Pl. 3 (fig. 9) (type locality: new york, Usa; no types 
known; junior homonym of Ga�te���teu� biaculeatu� 
shaw, 1803: 608).

Ga�te���teu� ne�b��acen�i� DeKay, 1842: 66, Pl. 6 (fig. 17) 
(type locality: new york, Usa; no types known).

Ga�te���teu� nemau�en�i� crespon, 1844: 283 (type local-
ity: nîmes, France; no types known) .

Ga�te���teu� quad�i�pin��a crespon, 1844: 283 (type local-
ity: Vistre river and ditches around nîmes, France; syn-
types: whereabouts unknown).

Ga�te���teu� cuvie�i Girard in Storer, 1850: 254, Pl. 7 (fig. 1) 
(type localities: bras d’Or and red bay, Labrador, cana-
da; no types known).

Ga�te���teu� mic��cephalu� Girard, 1854: 133 [type local-
ity: tule Lake, san Joaquin Valley, california, Usa; 
syntypes: ansP 14275-87, ansP 14288-89 (missing), 
Mnhn-ic-0000-0302, UMMz 146720 (bertin and 
estève 1950: 36; böhlke, 1984: 103)].

Ga�te���teu� william��ni Girard, 1854: 133 [type locality: 
upper part of santa clara river, soledad canyon, Los 
angeles county, california, Usa (Miller, 1960); syn-
types: Mnhn-ic-0000-0303 (bertin and estève, 1950: 
36), UsnM 340].

Ga�te���teu� plebeiu� Girard, 1854: 147 [type locality: salt 
marshes about Presidio, california, Usa; syntypes: 

FMnh 6038, Mcz 6706, Mnhn-ic-0000-0298 (bertin 
and estève 1950: 36-37)].

Ga�te���teu� in�pinatu� Girard, 1854: 147 [type locality: a 
fresh water lagoon about 1 mile back of Presidio, cali-
fornia, Usa; syntypes: Mcz 6701, Mnhn-ic-0000-
0300 (bertin and estève, 1950: 37)].

Ga�te���teu� �e��atu� ayres, 1855: [2] col. 6 [type local-
ity: san Francisco, california, Usa; holotype: appar-
ently lost even if Monod (1973: 282) lists a syntype at 
Mnhn].

Ga�te���teu� dekayi ayres, 1855: 48 (objective synonym of 
Ga�te���teu� biaculeatu� Dekay ; junior homonym of 
Ga�te���teu� dekayi agassiz, 1850).

Ga�te���teu� in�culptu� richardson, 1855: 356, Pl. 25 (type 
locality: northumberland sound, western Greenland; 
holotype: ? bMnh).

Ga�te���teu� pugetti Girard, 1856: 135 (type locality: Fort 
steilacoom, Puget sound, washington, Usa; no types 
known).

Ga�te���teu� inte�mediu� Girard, 1856: 135 (type locality: 
cape Flattery, washington, Usa; no types known).

Ga�te���teu� elegan� blanchard, 1866: 234, Fig. 37 [type 
locality: between cadillac and Langon, Gironde, south-
western France; syntypes: Mnhn-ic-0000-6673 (bertin 
and estève 1950: 38)].

Ga�te���teu� neu�t�ianu� blanchard, 1866: 220, Fig. 28 
[type locality: Brooks in Harfleur and Gournay, France; 
syntype: Mnhn-ic-0000-7114 (bertin and estève, 
1950: 37)].

Ga�te���teu� baill�ni blanchard, 1866: 231, Fig. 34 [type 
locality: abbeville, France; syntypes: Mnhn-ic-0000-
7151, Mnhn-ic-0000-7153 (bertin and estève, 1950: 
37)].

Ga�te���teu� a�gentati��imu� blanchard, 1866: 232, Figs. 
35-36 [type locality: brooks near avignon, France; syn-
types: bMnh 1883.7.4.5-10, Mnhn-ic-0000-6675, 
Mnhn-ic-0000-6678 (bertin and estève, 1950: 38), 
UsnM 21140].

Ga�te���teu� alge�ien�i� sauvage, 1874: 17 [type locality: 
algeria; syntypes: Mnhn-ic-0000-5123 (bertin and 
estève, 1950: 38)].

Ga�te���teu� �upp��itu� sauvage, 1874: 11 (type locality: 
new york, Usa; based on Ga�te���teu� n�veb��acen�i� 
Dekay, 1842: 66) 

Ga�te���teu� texanu� sauvage, 1874: 15, Pl. 1 (fig. 5-5a) 
[type locality: texas, Usa; holotype: Mnhn-ic-0000-
7076 (bertin and estève, 1950: 38)].

Ga�te���teu� atkin�ii bean, 1879: 67 [type locality: schoodic 
Lakes, Maine, Usa; syntypes: UsnM 2249; misspelled 
atkin�i (Froese and Pauly, 2021)].

Ga�t���teu� h�l�gymnu� regan, 1909: 436 (type locality: 
rome, italy; syntypes: bMnh 1852.8.17.19-22; original 
genus should have been Ga�te���teu�).
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Ga�te���teu� �antaeannae regan, 1909: 437 (type locality: 
colton, santa ana river, california, Usa; syntypes: 
bMnh 1894.2.22.15-17).

Ga�te���teu� william��ni jap�nicu� Franz, 1910: 19, Pl. 3 
(fig. 10) [type locality: Misaki, Japan; syntypes: zsM 
destroyed in world war ii (neumann 2006: 275)].

Ga�te���teu� aculeatu� var. me��inicu� stephanidis, 1971: 
202, Fig. 10 (not available, infrasubspecific; type local-
ity: Pamissos river near Messini, Greece).

Morphological diagnosis
Ga�te���teu� aculeatu� is distinguished from G. wheat-wheat-

landi Putnam, 1867 in having pelvic fins with one spine with 
one well-developed pointed cusp at the base (v�. two cusps), 
one pelvic soft fin rays (v�. two pelvic soft fin ray), and no 
particular pigmentation along the sides (v�. presence of 
many black spots) (scott and crossman, 1973). it is distin-
guished from G. nipp�nicu� higushi, sakai & Goto, 2014 by 
the lateral plates incomplete or complete becoming gradual-
ly smaller from the trunk to the caudal peduncle (v�. strictly 
complete abruptly smaller from just above the anus), depth 
of the plate just above the anus is > 60% of that of the deep-
est plate (v�. < 60%), and caudal keels bony and thick (v�. 
thin and membranous) (higuchi et al., 2014).

Molecular delineation
the molecular delineation of G. aculeatu� is supported 

by genomic (aFLP, whole genome, raDsequencing, snP), 
mitochondrial (mitochondrial Dna rFLP, mitogenome, 
cytb, nD5/6) and nuclear (allozymes, trim24b) data (e.g., 
halglund et al., 1992; higuchi and Goto, 1996; yamada et 
al., 2001; takahashi et al., 2016; ravinet et al., 2018; Fang 
et al., 2018, 2020; yoshida et al., 2018; kakioka et al., 2020; 
Dahms et al., 2021; Liu et al., 2021).

Time divergence
Ga�te���teu� aculeatu� is sister to G. nipp�nicu� and 

their common ancestor is estimated at around 0.68 to 1 Mya 
(ravinet et al., 2018; kakioka et al., 2020).

Ecology
Ga�te���teu� aculeatu� is an anadromous species breed-

ing in freshwaters with numerous non-anadromous popu-
lations spending their total life cycle in brackish and fresh 
waters (bell and Foster, 1994), whereas G. wheatlandi 
breeds only in brackish waters (Mcinerney, 1969). Ga�te-
���teu� nipp�nicu� is mainly anadromous species but also 
has some brackish-resident populations (higuchi and Goto, 
1996; arai et al., 2003a, b, 2020; higuchi et al., 2014) with-
out freshwater-resident populations (arai et al., 2020) due 
to the absence of tolerance to freshwaters (ishikawa et al., 
2016).

Reproductive isolation
the reproductive isolation between G. aculeatu� and 

G. wheatlandi is well documented (rowland, 1970; buth and 
haglund, 1994; baube, 2008). the hybridization between 
G. aculeatu� and G. nipp�nicu� is considered rare (higuchi 
and Goto, 1996), even if some introgression has been noted 
(yamada et al., 2001; ravinet et al., 2018; kakioka et al., 
2020). Mating of male G. aculeatu� and female G. nipp�ni-nipp�ni-
cu� results in sterile male offspring lacking normal sperm 
because the spermatocytes disappear during spermatogen-
esis (kitano et al., 2007).

Cytogenetics
Ga�te���teu� spp. are characterized by fusions between 

sex chromosomes (chromosome 19) and autosomes creat-
ing neo-y chromosomes (kitano et al., 2009; ross et al., 
2009; yoshida et al., 2014; sardell et al., 2021). however, 
G. aculeatu� is the only species of this genus for which there 
is no fusion between the chromosome 19 y and any auto-
some (v�. chromosome 19 fused with the autosome 9 for 
G. nipp�nicu� and with autosome 12 for G. wheatlandi).

Ethology
Male courtship behaviour of G. aculeatu� is characterized 

by a zigzag approach, (v�. a dancing approach fo G. wheat-wheat-
landi and a rolling approach for G. nipp�nicu�) (ishikawa 
and Mori, 2000; ishikawa et al., 2006; kitano et al., 2007, 
2008; baube, 2008). 

Life history traits
Ga�te���teu� aculeatu� lays larger eggs than G. nipp�ni-nipp�ni-

cu� (1.69 mm ± 0.054 v�. 1.36 mm ± 0.050) (kume, 2011).

Taxonomy
Ga�te���teu� aculeatu� is distributed in all the holarc-

tic area: north america, europe, north africa and eastern 
asia (e.g., scott and crossman, 1973; Masuda et al., 1984; 
arnoult, 1986; kottelat and Freyhof, 2007). it has strong 
polymorphism, especially regarding to plate morphs within 
every continent (i.e., the number of bony plates on the flanks 
covering it totally “t�achu�u�” meaning “rough until the tail” 
in Greek, partially “�emia�matu�” meaning “semi armed” in 
Latin) or not “leiu�u�” or “h�l�gymnu�u�” meaning respec-
tively “smooth” in Latin and “totally naked” from Greek) 
(e.g., bertin, 1925; Münzing, 1963; bakker and sevenster, 
1988; barrett, 2010). Forty-seven species and subspecies 
were described all over the world based on plate polymor-
phisms; however, these phenotypes do not follow any phy-
logenetic or any geographical patterns (Denys et al., 2015; 
Fang et al., 2020; roberts kingman et al., 2021).

Lateral plate number is controlled by the ectodyspla-
sin-a eda gene, with a stronger expression in adults than 
juveniles as well as in populations living in marine waters 
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which are fully plated, whereas freshwater populations are 
less shielded (see barrett, 2010). there is indeed a coastal-
inland gradient with a positive relationship between salinity 
and plate numbers (raeymaekers et al., 2007), activating 
firstly the anterior plates development, followed by poste-
rior plates and finally middle plates (bell, 2001). Freshwater 
populations are adapted to their environment by plate reduc-
tion (e.g., Le rouzic et al., 2011) allowing escape capacity 
into vegetations whereas marine populations would need to 
have defensive structures against predators (barrett, 2010; 
wasserman et al., 2021; yanos et al., 2021). Marine, fully-
plated threespine sticklebacks colonized freshwaters basins 
many times based on allelic substitution in the eda gene 
(Leinonen et al., 2012; Fang et al., 2020; kakioka et al., 
2020), and with the absence of marine predators, the plate-
less phenotype increases in frequency after only a few gen-
erations (roberts kingman et al., 2021).

according to mitochondrial and genomic data, several 
evolutionary lineages (e.g., Pacific, Northern Atlantic and 
Mediterranean) have been highlighted with several trans-
oceanic migrations occurring during the different ice ages 
of the Pleistocene (45,000 to 260,000 years ago) (Ortí et al., 
1994; Mäkinen and Merilä, 2008; Fang et al., 2018). Glo-
bally, we have no reason to consider these evolutionary lin-
eages as distinct taxa than G. aculeatu�, except maybe the 
Mediterranean lineage (see Lucek and seehausen, 2015). 
nevertheless, several cases of ecological speciation with 
reproductive isolation between sympatric populations have 
been highlighted in several lakes of north america and in 
Lake constance in switzerland (e.g., rundle and schluter; 
2004; Gelmond et al., 2009; Marques et al., 2019). Moreo-
ver, there is a high variability of breeding period between 
these lineages and between ecotypes (ishikawa and kitano, 
2020). so, the existence of a species recently speciated can-
not be excluded.

Nomenclatural note
the nomen Ga�te���teu� biaculeatu� Mitchill, 1815 has 

been considered available by several references (Monod, 
1973: 281; smith, 1986: 277). however, the text given 
by Mitchill (1815: 430) does not appear to be an original 
description but an identification of Ga�te���teu� biaculeatu� 
shaw, 1803. this nomen is then not available.

Franz (1910: 19) described a susbspecies of stickleback 
Ga�te���teu� william��ni jap�nicu� from Misaki (south 
Japan) where G. aculeatu� and G. nipp�nicu� may co-occur. 
the description and the drawing of this taxon highlights the 
presence of bony plate to the second dorsal-spine. thus, 
this nomen corresponds to the freshwater phenotype of 
G. aculeatu�, being then its junior synonym.

Remark
Ga�te���teu� i�landicu� sauvage, 1874 is currently valid 

according to morphological data (kottelat, 1997; kottelat 
and Freyhof, 2007). however, mitochondrial data do not 
allow its discrimination from G. aculeatu� (Denys et al., 
2015). a taxonomical revision is needed to determine if this 
species is valid or if it should be considered as junior syno-
nym of G. aculeatu�.

Distribution
this species occurs only in lagoons and ponds in contact 

with marine waters.

IUCN status
Lc (natureserve, 2019b).

Genus Pungitius Coste, 1848

Pungitiu� coste, 1848: 588 (Masculine; type species: Ga�-
te���teu� pungitiu� Linnaeus, 1758; type by subsequent 
designation or tautonymy).

Pyg��teu� Gill (ex brevoort), 1861: 39 [Masculine; type 
species: Ga�te���teu� �ccidentali� cuvier, 1829; type 
by subsequent designation by Jordan and Gilbert (1877: 
93)].

Ga�te���tea sauvage, 1874: 7, 29 [subgenus of Ga�te���-
teu�, 1758: 295; feminine; type species: Ga�te���teu� 
pungitiu� Linnaeus, 1758; type by subsequent designa-
tion by Jordan (1919: 377); objective synonym of Pungi-
tiu� coste, 1848].

Pungitius pungitius (Linnaeus, 1758) – NATIVE (Fig. 4)
Ga�te���teu� pungitiu� Linnaeus, 1758: 296 [type local-

ity: europe; syntypes: LsL 34-35 (wheeler, 1985: 44) 
(Fig. 4a)].

Ga�te���teu� �ccidentali� cuvier in cuvier & Valenciennes, 
1829: 509 [type locality: newfoundland; holotype: 
Mnhn-ic-0000-7112 (bertin and estève, 1950: 39)].

Ga�te���teu� c�ncinnu� richardson, 1836: 57 [type locality: 
saskatchewan (53°n) to Great bear Lake (65°n), cana-
da; syntypes: whereabouts unknown].

Ga�te���teu� mainen�i� storer, 1837: 465 (type locality: 
kennebeck county, Maine, Usa; no types known).

Ga�te���teu� nebul��u� agassiz, 1850: 310, Pl. 4 (fig. 2) 
(type locality: Mouth of Pic river, Lake superior; syn-
types: Mcz 6696, ?Mcz 58765, UsnM 120414).

Ga�te���teu� dekayi agassiz, 1850: 311 (type locality: new 
york and Massachusetts, Usa; no types known).

Ga�te���teu� bu�gundianu� blanchard, 1866: 240, Fig. 40 
[type locality: Dijon, côte d’Or, France; syntypes: 
Mnhn-ic-0000-7109; bertin and estève (1950: 39) 
mentioned Mnhn-ic-0000-7103 as syntypes by error).
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Ga�te���teu� (Ga�te���tea) blancha�di sauvage, 1874: 32, 
Pl. 1 (fig. 16-16a) [type locality: New York, USA; syn-
types: Mnhn-ic-0000-7111, Mnhn-ic-0000-9383 to 
9385 (bertin and estève, 1950: 40), UsnM 21139].

Ga�te���teu� pungitiu� b�achyp�da bean, 1879: 129 [type 
locality: Oosooadlin Mountain, cumberland Gulf, 
Greenland, elevation 1500 feet; syntypes: nMc 58-13, 
UsnM 21738, UsnM 21766, UsnM 21768, UsnM 
21771, UsnM 21773, UsnM 21773a, UsnM 21773c, 
UsnM 21773d (Mcallister, 1965: 10)].

Pyg��teu� pungitiu� forma t�achu�a bertin, 1925: 122 (not 
available, infrasubspecific).

Pyg��teu� pungitiu� forma �emia�mata bertin, 1925: 122 
(not available, infrasubspecific).

Pyg��teu� pungitiu� forma ca�inata bertin, 1925: 122 (not 
available, infrasubspecific).

Morphological diagnosis
Pungitiu� pungitiu� is distinguished from other Pungi-

tiu� species by the presence of a keel constituted by lateral 
plates on the caudal peduncle only and reaching the last anal 
fin ray (4-12 lateral plates, v�. 0-5 or more than 28) except 
in northern France where a hybrid zone between P. pungi-
tiu� and P. laevi� was highlighted and populations can have 
no keel (Denys et al., 2018; Matsumoto et al., 2021). it is 
further distinguished from P. hellenicu� stephanidis, 1971 
and P. tymen�i� by having 8-11 dorsal fin spines (v�. ii-Vi 
and X-Xiii, respectively) (keivany et al., 1997; shedko et 
al., 2005). it is also therefore distinguished from the two 

other French species P. laevi� (cuvier, 1829) and P. vulga�i� 
(Mauduyt, 1848), by a flat head with a straight or slightly 
concave snout (v�. concave, straight or slightly convex), 
typically 9-10 dorsal spines (v�. typically Viii-iX), typically 
10-11 dorsal soft rays (v�. 9-10), typically 9-10 anal soft rays 
(v�. 8-9), 0-12 scutes on the caudal peduncle (v�. 0-4) with 
the lateral plates keel reaching the last anal fin ray, a longer 
post-dorsal length (11.7%-20.6% of the standard length SL, 
v�. 9.2%-16.2% and 11.1%-15.6% for, respectively, P. laevi� 
and P. vulga�i�), a longer caudal peduncle length (13.3%-
20.0% SL, v�. 10.1%-17.8% and 12.7%-16.9%, Fig. 4), the 
smallest ratio caudal peduncle depth/length (11.8%-21.9% 
v�. 15.7%-34.5% and 19.1%-27.2%), and longer pelvic fin 
lengths (7.3%-14.4% SL, v�. 5.3%-10.6% and 5.6%-9.6%) 
(Denys et al., 2018).

Molecular delineation
the molecular delineation of Pungitiu� pungitiu� is sup-

ported by genomic (raDsequencing, snP), mitochondrial 
(mitogenome, cOi, atPase 6, cytb) and nuclear (myh6, 
plagl2, rnF213, sh3PX3, sreb2) data (wang et al., 2015, 
2017, 2021; Guo et al., 2016, 2019; Denys et al., 2018).

Time divergence
wang et al. (2015) did a first estimation of the divergence 

between P. pungitiu� and its closest sister species, P. vulga�i� 
which is endemic in France as 1.38 Mya (0.88-1.95 Mya) 
according to mitochondrial data. however, Denys et al. 
(2018) pointed out that this estimation does not correspond 
to biogeographical data because the distribution areas of 
P. vulga�i� and P. laevi� look like the hydrographic areas 
of France during the early Pliocene, so it may be underesti-
mated. Later, another analysis of mitochondrial and genomic 
data estimated the divergence at 3.48 Mya (2.48-4.68 Mya) 
(wang et al., 2021).

Taxonomy
according to osteological data, keivany and nelson 

(2000) distinguished european and north american P. pun-
gitiu� as two subspecies: Pungitiu� pungitiu� pungitiu� and 
P. p. �ccidentali� (cuvier, 1819). Guo et al. (2019) support 
this distinction with molecular data (raDsequencing) high-
lighting a divergence > 3% between these lineages and con-
sider the north american populations as a separate species 
P. �ccidentali�. Moreover, teacher et al. (2011) estimated 
the splitting between north american and european popu-
lations at 1.62 Mya. however, the molecular delineation 
is not evident as north american populations do not form a 
monophyletic clade (aldenhoven et al., 2010; takahashi et 
al., 2016; Guo et al. 2019). however, it would be interest-
ing to revise the north american Pungitiu� comparing them 
with the european populations.

Figure 4. – Pungitiu� pungitiu� (Linnaeus, 1758): syntypes LsL 34 
and 35; scale bar = 1cm; with the permission of the Linnean society 
of London (A);  Mnhn-ic-2022-0020, 32.7 mm sL, saint-Pierre 
and Miquelon, saint-Pierre island, Milieu Pond (B).
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Remark
the two syntypes of Ga�te���teu� gl�bicep� Mnhn-

ic-0000-4081 (34.8-48.2 mm sL) from north america 
according to sauvage (1874: 35), have provoked interroga-
tions about the valid nomen to which it is synonymized. this 
nomen was considered first as a junior synonym of Culaea 
inc�n�tan� (kirtland, 1840) (eigenmann, 1886: 238; Jordan 
et al., 1930: 238), P. pungitiu� (Monod, 1973: 284; Paepke, 
2002: 277), P. pungitiu� �ccidentali� (cuvier, 1829) (keiva-
ny and nelson 2000: 118) and potentially P. laevi� (kotte-
lat, 1997: 166) according to berg (1932: 169) and Münzing 
(1969: 217). the morphomeristic analysis of the two syn-
types following Denys et al. (2018) do not correspond to the 
redescription of P. pungitiu� with a longer predorsal, pre-
anal and anal fin base lengths (respectively 34.5-37.1% SL 
v�. 24.0-35.5% SL, 66.8-68.8% SL v�. 51.1-65.0% SL, and 
27.4-30.1% SL v�. 19.7-27.7% SL) as well as a shorter post-
dorsal and caudal peduncle lengths (respectively 4.5-5.9% 
sL v�. 11.7-20.6% SL, and 7.3-7.5% SL v�. 13.9-20.0% 
sL). however, the ratio depth/length of the caudal peduncle 
(36.5-46.7%) seems to be close to the one of the holotype 
of Ga�te���teu� b�evicep� blanchard, 1866 (junior synonym 
of P. laevi�) MNHN-IC-0000-7110 (34.5%) caught in Nor-
mandy (Denys et al., 2018). these two syntypes were col-
lected by the French naturalist Lesueur (1778-1846) who 
was known for his expeditions in austral Lands and north 
america, before being the director of the Museum of natu-
ral history of Le havre in normandy in 1845 (baglione and 
crémière, 2016). the Mnhn register (available via this 
link https://science.mnhn.fr/catalogue/cat-ichtyo-1-6649/
page/85) indicates only the mention “from the collections of 
Lesueur” with no mention of any locality. so, it is very pos-
sible that the specimens came from normandy and labelled 
erroneously from north america. thus, we agree with kot-
telat (1997: 166) concluding that G. gl�bicep� should be 
considered as a junior synonym of P. laevi�. 

Distribution
the ninespine stickleback P. pungitiu� occurs only in 

lagoons and ponds connected to marine waters.
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