
HAL Id: hal-03868579
https://hal.science/hal-03868579

Submitted on 7 Dec 2022

HAL is a multi-disciplinary open access
archive for the deposit and dissemination of sci-
entific research documents, whether they are pub-
lished or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

L’archive ouverte pluridisciplinaire HAL, est
destinée au dépôt et à la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche français ou étrangers, des laboratoires
publics ou privés.

Modelling cell response to cancer drug treatment
identifies dynamic features of efficient cell death

initiation, enabling prediction and control of therapeutic
response heterogeneity

Marielle Péré, Madalena Chaves, Jérémie Roux

To cite this version:
Marielle Péré, Madalena Chaves, Jérémie Roux. Modelling cell response to cancer drug treatment
identifies dynamic features of efficient cell death initiation, enabling prediction and control of ther-
apeutic response heterogeneity. inSiDE seminars (Signaling Dynamics and Encoding,)Connecting
scientists interested in single-cell signaling dynamics, Jun 2022, Online, France. �hal-03868579�

https://hal.science/hal-03868579
https://hal.archives-ouvertes.fr


Modelling cell response  to cancer drug treatment identifies dynamic features of 
efficient cell death initiation, enabling prediction and control of therapeutic response heterogeneity
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1 - Studying non-genetic resistance in cancer - Roux et al., MSB 2015 3 - A cell decision threshold with potential
predictive value - Péré et al., FOSBE 2022

2 - Modeling pro-apoptotic drug response and timeline analysis - Péré et al.,
CMSB 2021TRAIL-triggered

signal
transduction

   Apoptosis initiation key-times for dynamic solution analysis
Principal

Process
Analysis

(PPA)

1

2

3

4
    

Resistant cell

Timeline

Sensitive cell

Next step:
Machine
learning for the
early prediction
of clonal cancer
cell response
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