Dataset brief Supplemental Information

Supplemental Methods.

Cultivation of Phaeodactylum tricornutum

Cells of Phaeodactylum tricornutum (Pt1) Bohlin Strain 8.6 CCMP2561 (Culture Collection
of Marine Phytoplankton, now known as NCMA: National Center for Marine Algae and
Microbiota) were maintained and grown in a volume of 1 L in 2-L flasks at 20°C, in a
modified ESAW (Enriched Seawater, Artificial Water) medium (NaCl 362.7 mM; Na,SO,4 25
mM; KCI 8.03 mM; NaHCOj3 2.067 mM; KBr 0.725 mM; H3BO3; 0.372 mM; NaF 0.0657
mM; MgCl, 47.18 mM; CaCl; 9.134 mM; SrCl, 0.082 mM; Na,-glycerophosphate 21.8 uM;
Na,SiO3 105.6 pM; disodium ethylenediaminetetraacetate dehydrate (Na,EDTA) 14.86 pM;
Fe(NH4)2(SO4)2 5.97 uM; FeCls 0.592 uM; MnSQO, 2.42 uM; ZnSO4 0.254 pM; CoSO,
0.0569 uM; Na;MoO,4 0.52 uM; H3BO3; 61.46 uM; Na,SeO3z 10 nM; biotin (vitamin H) 8.18
nM; cobalamin (vitamin Bj;) 2.94 nM; thiamine (vitamin B;) 0.594 uM) [ using ten times
enriched nitrogen and phosphate sources (LON10P containing 5.49 mM NaNO; and 0.224
mM NaH3PO,) ! Cultivation was performed by gentle agitation, without bubbling air.
Nitrogen starvation was performed by transferring cells to the same medium without any
addition of NaNO; (OON10P medium). Cells were grown on a 12:12 light (50 pE m?sec™) /
dark cycle. Growth was evaluated by cell counting using a TECAN infinite M1000Pro plate
reader and determined following the equation y=1.834.10% x + 0.03758 with x= the

absorbance at 730 nm and y= the number of cells ©*!.

Sample preparation for mass spectrometry (MS)-based proteomic analyses

After cultivation of Phaedactylum tricornutum cell in 10N10P or OON10P for 7 days, in
biological triplicate, protein fractions were prepared as described previously . Following a
protein quantification with a Bradford assay, 20 pg of proteins were solubilized in Laemmli
buffer and stacked in the top of a 4-12% NuPAGE gel (Invitrogen). After staining with R-250
Coomassie Blue (Biorad), proteins were digested in-gel using trypsin (modified, sequencing
purity, Promega), as previously described . Resulting peptides were fractionated by tip-
based strong cation exchange (3M Empore). For this, dried peptides were dissolved in 5%
acetonitrile, 1% TFA and eluted in 4 fractions (F1: 100 mM ammonium acetate, 20% ACN,
0.5 % formic acid; F2: 175 mM ammonium acetate, 20% ACN, 0.5 % formic acid; F3: 375



mM ammonium acetate, 20% ACN, 0.5 % formic acid; F4: 80% acetonitrile, 5% ammonium
hydroxide) before desalting using C18 reverse phase chromatography (Ultra-Micro
SpinColumns, Harvard Apparatus).

MS-based proteomic analyses

The dried extracted peptides of each SCX fraction were resuspended in 5% acetonitrile, 0.1%
trifluoroacetic acid, and analyzed by online nanoliquid chromatography coupled to MS/MS
(Ultimate 3000 RSLCnano and Q-Exactive HF, Thermo Fisher Scientific) using a 140 min
gradient. For this purpose, the peptides were sampled on a precolumn (300 pum x 5 mm
PepMap C18, Thermo Scientific) and separated in a 75 pm x 250 mm C18 column (Reprosil-
Pur 120 C18-AQ, 1.9 um, Dr. Maisch). The MS and MS/MS data were acquired by Xcalibur.

Protein identification and quantification

Raw files were processed using MaxQuant (version 1.5.8.3) [°!. Spectra were searched against
a compilation of the P. tricornutum protein database from the Ensembl Protists portal
(Phaeodactylum_tricornutum.ASM15095v2.pep.all.fasta, 12,178 entries), the organellar-
encoded proteins downloaded from NCBI (165 entries) and the frequently observed
contaminant database embedded in MaxQuant. Trypsin/P was chosen as the enzyme and 2
missed cleavages were allowed. Precursor and fragment mass error tolerances were set at their
default values (i.e. 20 ppm and 4.5 ppm for precursors for first and main searches, and 20 ppm
for fragments). Peptide modifications allowed during the search were: carbamidomethylation
(C, fixed), acetyl (Protein N-ter, variable), and oxidation (M, variable). Minimum peptide
length was set to 7 amino acids. Minimum number of peptides, razor + unique peptides and
unique peptides were all set to 1. Maximum false discovery rates, calculated by employing a
reverse database strategy, were set to 0.01 at peptide-spectrum match and protein levels. For
label-free quantification, the “Match between runs” option was activated and used with
default parameters. Intensity-based absolute quantification (iBAQ, ")) values were calculated
from MS1 intensities of razor and unique peptides. The MS proteomic data have been
deposited to the ProteomeXchange Consortium via the PRIDE ! partner repository with the
dataset identifier PXD033328.

Statistical analysis and Bioanalysis
Statistical analysis was performed using ProStaR °. At first, proteins identified in the reverse

and contaminant databases and proteins quantified in less than three replicates of one



condition were discarded. After log2 transformation, iBAQ values were normalized by
median centering over the six samples. Missing values imputation was then performed within
each sample using the 2.5% quantile value. Statistical testing was conducted using limma.
The final set of differentially expressed proteins were sorted out using a log2 (fold change)
cut-off of 2 (i.e. fold change > 4) and a —log10(p-value) cut-off of 2.4 (i.e. p-value < 0.004),
leading to a FDR < 1% according to the Benjamini-Hochberg estimator.

For annotations: descriptions of the proteins were obtained from the Ensembl fasta file.
Correspondence  with the gene version at Joint Genome Institute (JGI)

(https://genome.jgi.doe.gov/Phatr2 and https://genome.jgi.doe.gov/Phatr2 bd) is indicated

whenever possible. Prediction of transmembrane helices in proteins was performed at the
TMHMM Server v.2.0 (https://services.healthtech.dtu.dk/service.php? TMHMM-2.0) "% and

isoelectric point (IP) values were predicted using the Avg_Pi output of the standalone IPC

Isoelectric Point Calculator program (http://isoelectric.org) ™. Enrichment analysis of

functional annotation terms was performed using DAVID Functional Annotation Tool '*"*!

with default settings. Category enrichment was measured using Expression Analysis
Systematic Explorer (EASE) scores computed based on a one-tailed jackknifed Fisher exact
test '>"*]. The gene ontology (GO) terms ¥ and functional keywords from Uniprot ™*°,
INTERPRO ®1) cOG M and KEGG ™ databases were clustered and the statistical
significance of each cluster was assessed using an Enrichment Score (-log10 geometric mean
of the cluster members EASE scores). Functional annotation clusters were considered
significant at Enrichment Score > 1 using the Phaeodactylum tricornutum proteome in

UniprotKB as background.


https://genome.jgi.doe.gov/Phatr2
https://genome.jgi.doe.gov/Phatr2_bd
https://services.healthtech.dtu.dk/service.php?TMHMM-2.0
http://isoelectric.org/
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Supplemental Figure 1S. MS-based quantitative proteomic analysis of P. tricornutum grown with or without
nitrogen. Volcano plot displaying the differential abundance of proteins reliably identified and quantified in three
biological replicates of P. tricornutum cells grown in nitrogen-poor versus nitrogen-rich medium. The volcano
plot represents the -log10 (limma p-value) on y axis plotted against the log2(Fold Change -N/+N) on x axis.
Orange dots represent proteins found more abundant in cells grown in nitrogen-poor medium, whereas blue dots
correspond to proteins found more abundant in cells grown in nitrogen-rich medium (Fold change > 4 and p-
value < 0.004, leading to a Benjamini-Hochberg FDR < 1 %).



Supplemental Tables

Table 1S. List of 3,768 P. tricornutum proteins identified and quantified by MS-based proteomics and analyzed
by differential abundance analysis. A total of 384 proteins were selected as differentially abundant between the -
N and +N conditions, with 242 proteins significantly decreased (blue) and 142 proteins significantly increased in
the nitrogen-depleted condition (yellow). "Protein(s) Group" indicates the set of proteins that share the same
peptides (or a subset). "First ID" indicates the representative proteins of the Protein groups as output by
MaxQuant. "Unique + razor peptides"”, peptides specific to the protein group + those shared by other protein
group(s) and that were assigned to this protein group. "FC", Fold Change -N/+N. "Chromosome Contig",
"GeneSymbol", "Description”, "Uniprot.Accession" are all fields parsed from the Ensembl fasta headers.
"Mapping to JGI identifiers (Phatr2)" was based on blast and identity of the chromosome. "Average pl"
(Isoelectric Point) was output by the standalone IPC tool and number of "Predicted Transmembrane Domains"
was computed with the TMHMM-2.0 server algorithm. "Log2(iBAQ)" are the log-intensities in each replicate
after normalisation and (in grey) imputation of missing values.

The corresponding table is provided as an independent Excel file.



Table 2S. 3,226 protein sequences with a Uniprot ID out of the 3,768 proteins identified in the whole proteome
analysis of Phaeodactylum tricornutum. Sequences with protein domains and/or gene ontology terms recorded
with the UniprotkB standards ™! where used for functional annotation enrichment analyses. Sequences without
any Uniprot ID were discarded from such analyses.

AODA024QYS3; B1PJ31; B1PJA7; B5Y3A6; B5Y3B1; B5Y3B2; B5Y3B4; B5Y3B5; B5Y3B7; B5Y3BO;
B5Y3C0; B5Y3C2; B5Y3C3; B5Y3C7; B5Y3C9; B5Y3D3; B5Y3D6; B5Y3E3; B5Y3E4; B5Y3ES; B5Y3ES;
B5Y3E9; B5Y3F0; B5Y3F4; B5Y3F5; B5Y3F9; B5Y3G0; B5Y3G3; B5Y3G4; B5Y3G5; B5Y3G7; B5Y3GS;
B5Y3G9; B5Y3HO; B5Y3H2; B5Y3H3; B5Y3H5; B5Y3H6; B5Y3H8; B5Y3H9; B5Y3J1; B5Y3J3; B5Y3J4;
B5Y3J5; B5Y3J9; B5Y3K5; B5Y3K6; B5Y3KS; B5Y3L0; B5Y3L1; B5Y3L2; B5Y3L3; B5Y3L4; B5Y3LY;
B5Y3M3; B5Y3M6; B5Y3M8; B5Y3N7; B5Y3NS; B5Y3P1; B5Y3P3; B5Y3P4; B5Y3P7; B5Y3Q3; B5Y3Q5;
B5Y3Q6; B5Y3Q7; B5Y3R0; B5Y3R1; B5Y3R6; B5Y3R9; B5Y3S0; B5Y3S3; B5Y3S6; B5Y3S8; B5Y3S9:;
B5Y3TO0; B5Y3T1; B5Y3T5; B5Y3T7; B5Y3T8; B5Y3T9; B5Y3U2; B5Y3U4; B5Y3U6; B5Y3U9; B5Y3VO;
B5Y3V3; B5Y3W1; B5Y3W5; B5Y3W6; B5Y3W7; B5Y3X1; B5Y3X3; B5Y3X4; B5Y3X6; B5Y3YO;
B5Y3Y1; B5Y3Y2; B5Y3Y9; B5Y3Z0; B5Y400; B5Y404; B5Y405; B5Y407; B5Y408; B5Y410; B5Y414;
B5Y416; B5Y418; B5Y422; B5Y424; B5Y426; B5Y428; B5Y429; B5Y432; B5Y433; B5Y436; B5Y437;
B5Y440; B5Y444; B5Y446; B5Y447; B5Y453; B5Y454; B5Y455; B5Y458; B5Y460; B5Y470; B5YA4T71;
B5Y475; B5Y477; B5Y488; B5Y490; B5Y493; B5Y495; B5Y4AL; B5Y4AT7; B5Y4A9; B5Y4B1; B5YACL;
B5Y4D9; B5Y4E2; B5Y4E3; B5YAGO; B5YAG5; B5YAG7; B5Y4GS; B5Y4GY; B5Y4HO; B5Y4H3; B5Y4H4:;
B5Y4H6; B5Y4I0; B5Y4I1; B5Y4I2; B5Y4I5; B5Y4J7; B5Y4J8; B5Y4K3; B5Y4K4; B5Y4L1; B5YALS;
B5Y4L9; B5Y4NS5; B5Y4NS; B5Y4P2; B5Y4Q1; B5Y4Q5; B5Y4R5; B5Y4RS; B5Y4S0; B5Y4S3; B5Y4S4;
B5Y4TO; B5Y4T2; B5YAT6; B5Y4U3; B5Y4U4; B5Y4U7; B5Y4V1; B5Y4V2; B5Y4VO; B5YAWL;
B5Y4W?2; B5Y4W6; B5Y4X4; B5Y4X5; B5YAY5; B5Y4Y7; B5Y4Z0; B5Y4Z2; B5Y4Z4; B5Y4Z5; B5YAZT;
B5Y4Zz8; B5Y4Z9; B5Y501; B5Y502; B5Y503; B5Y507; B5Y509; B5Y510; B5Y512; B5Y516; B5Y522;
B5Y523; B5Y525; B5Y531; B5Y533; B5Y536; B5Y541; B5Y542; B5Y554; B5Y555; B5Y557; B5Y558;
B5Y560; B5Y563; B5Y565; B5Y573; B5Y576; B5Y578; B5Y581; B5Y582; B5Y589; B5Y593; B5Y594;
B5Y5A4; B5Y5A5; B5Y5AT7; B5Y5A9; B5Y5B0; B5Y5B2; B5Y5B4; B5Y5B6; B5Y5C0; B5Y5C6; B5Y5CS;
B5Y5D0; B5Y5D2; B5Y5D4; B5YSEL; B5Y5E9; B5YSFO; B5YSF3; B5YSF4; B5YSF7; BSYSFS; B5Y5G4;
B5Y5G7; B5Y5I1; B5Y514; B5YS5I5; B5Y516; B5Y5I8; B5Y5J0; B5Y5J4; B5Y5J5; B5Y5J6; B5Y5J9;
B5Y5K0; B5Y5K7; B5Y5KS; B5Y5K9; B5Y5L0; B5Y5L3; B5Y5L4; B5Y5LY; B5Y5MO; B5Y5M2; B5Y5NS:
B5Y5P1; B5Y5P6; B5Y5Q0; B5Y5Q5; B5Y5Q7; B5Y5R0; B5Y5R2; B5Y5R5; B5Y5R6; B5Y5RS; B5Y5SL;
B5Y5S5; B5Y5S6; B5Y5T2; B5Y5T3; B5Y5T6; B5Y5UL; B5Y5US; B5Y5U7; B5Y5V7; B5YSW1; B5Y5W2;
B5Y5W3; B5Y5W9; B7FNRY; B7FNS4; B7TFNSS5; B7TFNS6; B7FNT2; B7FNT4; B7FNT6; B7TFNTS; B7FNTO:;
B7FNUO; B7FNU7; B7FNUS; B7FNVO; B7FNV6; B7FNWO; B7FNW3; B7FNW4; B7FNWS; B7FNXO0;
B7FNX3; B7FNX5; B7FNX7; B7FNY2; B7FNY3; B7FNY4; B7FNY5; B7FNY6; B7FNY9; B7FNZL;
B7FNZ4; B7FNZ9; B7FP03; B7FP04: B7FP05; B7FP06; B7FP10; B7FP17; B7FP19; B7FP20; B7FP22;
B7FP23; B7FP24; B7FP26; B7FP30; B7FP32; B7FP34; B7FP35; B7FP39; B7FP42; B7FP44; BTFP4S;
B7FP52; B7FP55; B7FP57; B7FP61; B7FP70; B7FP71; B7FP73; B7FP76; B7FP79; B7FP80; B7FPSS;
B7FP91; B7FP94; B7FP95; B7FP98; B7FP99; B7FPAL; B7FPA2; B7FPA4; B7FPA6; B7FPA7; B7FPBO;
B7FPB3; B7FPB5; B7FPBY; B7FPC4; B7FPCS; B7FPD1; B7FPD3; B7FPD7; B7FPD9; B7FPEL; B7FPE7;
B7FPES; B7FPE9; B7FPF4; B7FPF5; B7FPF9; B7FPG1; B7FPG5; B7FPG7; B7FPGY; B7FPH1; B7FPHA4;
B7FPHS5; B7FPHS; B7FPI0; B7FPIL; B7FPI2; B7FPI3; B7FPI4; B7FPI7; B7FPJO; B7FPJ1; B7FPJ4; B7FPI6;
B7FPJ8; B7FPK1; B7FPK3; B7FPL1; B7FPL4; B7FPL5; B7FPL6; B7FPLS; B7FPLY; B7FPM2; B7FPMS3;
B7FPN7; B7FPN9; B7FPP1; B7FPP2; B7FPP7; B7FPPS; B7FPQO; B7FPQ3; B7FPQ7; B7FPQY; B7FPRO;
B7FPR1; B7FPR2; B7FPR6; B7FPS3; B7FPS6; B7FPS7; B7FPT3; B7FPT6; B7FPTS; B7FPU2; B7FPUS3;
B7FPUY; B7FPV1; B7TFPV2; B7FPV3; BTFPV7; BTFPW7; BTFPWS; B7FPX0; B7TFPX1; BTFPX3; B7FPYO0;
B7FPY6; B7FPYS; B7FPZ1; B7FPZ6: B7TFPZ7; B7FPZ8; B7FQO0; B7FQ09; B7FQ11; B7FQL3; B7FQ24;
B7FQ26; B7FQ31; B7FQ32; B7FQ44; BTFQA7; B7FQ48; B7FQ50; B7FQ57; B7FQ66; B7TFQ72; B7TFQ74;
B7FQ80; B7FQ81; B7FQ83; B7FQ84; B7FQ88; B7FQ89; B7FQ90; B7FQI1; B7FQY2; B7FQY3; B7TFQIT;
B7FQA4; B7FQA6; B7FQA9; B7FQBO; B7FQB2; B7FQB5; B7FQB9; B7FQC2; B7FQC3; B7FQCS:
B7FQC6; B7FQD4; B7FQD6; B7FQDS; B7FQDY; B7FQE0; B7TFQEL; B7FQE3; B7FQES; B7FQE6; B7FQET7;
B7FQES; B7FQF2; BTFQF4; B7FQF6; B7FQF7; B7TFQG1; B7TFQG6; B7FQG7; B7TFQGS; BTFQGY; BTFQH4;
B7FQHS; B7FQH9; B7FQI0; B7FQI2; B7FQI3; B7FQJ4; B7FQJ5; B7FQI6; B7FQJY; B7FQKO; B7FQKI;
B7FQK5; B7FQL3: B7FQL4; B7FQL7: B7FQLY; B7FQMO; B7FQMS; B7FQNO; B7FQN1; B7FQN4;
B7FQN7; B7FQNS; B7FQPO; B7FQP6; B7FQQ2; B7FQQ3; B7FQQ4; B7FQQ6; B7FQQS; B7FQQY;
B7FQRO; B7FQR3: B7TFQR7; B7TFQRS; B7TFQRY; B7FQS2; B7TFQS4; B7TFQS7; B7TFQS8; B7TFQTO; B7FQTS3;



B7FQT4; B7FQT5; B7FQT6; B7FQT9: B7FQU2; B7FQUS; B7FQU7; B7FQUY; B7FQVO; B7FQVL;
B7FQV5; B7FQV6; B7FQVY: B7FQWO; B7FQW9; B7FQX6; B7FQY5; B7FQZ3; B7FQZ5; B7FQZS;
B7FQZ8; B7FQZ9; B7FR06; B7FR07; B7FR08; B7FR11; B7FR14; B7FR15; B7FR18; B7FR26; B7FR28;
B7FR35; B7FR37: B7FR38; B7FR39; B7FR41: B7FR43; B7FR44; B7FR46; B7FR48: B7FR50; B7FR53;
B7FR59; B7FR61; B7FR62; B7FR63; B7FR64: B7FR66; B7FR67; B7FR70; B7FR71; B7FR72; B7FR73;
B7FR80; B7FR81; B7FR90; B7FRI1; B7FR93; B7FR94; B7FR95: B7FR98; B7FR99; B7FRAL; B7FRA3:
B7FRA7: B7TFRAQ; B7FRB1; B7FRB5; B7FRB6; B7TFRBS; B7FRC1; B7FRC3; B7TFRC7; B7FRCY; B7FRD2:
B7FRD3: B7FRD4; B7FRD6; B7FRE4; B7FRE6; B7TFRES; B7FRF1; B7FRF4; B7FRF9; B7TFRG1; B7FRG3;
B7FRG4: B7FRG5; B7FRHO; B7FRH1; B7FRH3; B7FRH5; B7FRH7; B7FRIL; B7FRI5; B7FRI6; B7FRJS;
B7FRJ9; B7TFRKO: B7FRK5; B7FRK6; B7FRLO; B7FRL4; B7FRLS: B7FRLY; B7FRMO: B7FRM1; B7TFRMS:
B7FRM7; B7TFRMS8; B7FRN1; B7FRN5; B7FRN6: B7FRNO; B7FRPO; B7FRP2: B7FRQO; B7TFRQ2: B7FRQ3;
B7FRR3; B7FRR4; B7TFRR7; B7FRS0; B7FRS4; B7FRT1; B7FRT9; B7FRU1; B7TFRU2; B7TFRU6; B7FRVO:
B7FRVS5: B7FRVS: B7FRW7: B7FRWO; B7FRX3; B7FRX6; B7FRYO0; B7FRY1; B7FRY4; B7FRY5:
B7FRYS; B7FRZ1; B7FRZ2; B7FRZ7; B7FS00; B7FS04; B7FS05; B7FS08; B7FS15; B7FS16; B7FS21:
B7FS23; B7FS29; B7FS33; B7FS34; B7FS44; B7FS46; B7FS61: B7FS71; B7FS72; B7FS75; B7FS76:
B7FS83; B7FS86:; B7FS92; B7FS93; B7FSAS; B7FSAG; B7FSBO; B7FSB1; B7FSB2; B7FSB6: B7FSC6:
B7FSDO; B7FSD3; B7FSD7: B7FSEL; B7FSE2; B7FSES5; B7FSFO; B7FSF1; B7FSF3; B7FSF5; B7FSF7;
B7FSHO; B7FSI3; B7FSI4; B7FSI8; B7FSJ4: B7FSJ8; B7FSK1; B7FSL5; B7FSL6; B7FSMS5; B7FSMS:
B7FSMS8; B7FSN4; B7FSN5; B7FSN7; B7FSNO; B7FSPO; B7FSP2; B7FSP4; B7FSP9; B7FSQO; B7FSQ5:
B7FSQ7; B7FSQY; B7FSS5; B7FSS6; B7FSS7; B7FSS8; B7FSS9: B7FSTO: B7FSTL; B7FST3; B7FSUG:
B7FSU7; BTFSV2; BTFSV6; B7FSV7: BTFSW1: BTFSWO; B7TFSX1; B7TFSX3; B7FSX4; BTFSX7; BTFSYO:
B7FSY2; B7FSY4; B7FSY5; B7FSY7; B7FSY9; B7FSZ0; B7FSZ3; B7FSZ7; B7FT02; B7FT10; B7FT13;
B7FT14; B7FT16; B7FT25; B7FT26; B7FT30: B7FT36; B7FT40; B7FT47; B7FT50; B7FT51; B7FT53;
B7FT57; B7FT58; B7FT60; B7FT67; B7FT68; B7FT71; B7FT77; B7FT78; B7FT79; B7FT80; B7FT8Y:
B7FT94; B7FT97; B7TFT99; B7FTAQ; B7FTA2; B7FTA6; B7FTB3; B7FTB5; B7FTBY; B7FTCO; B7FTC3;
B7FTC4; B7TFTC7; B7FTD2; B7FTD3: B7FTD4: B7FTD7; B7FTDS: B7FTE2; B7FTE3; B7FTE4; B7FTES;
B7FTE6; B7TFTE7; B7TFTFL; B7FTF4; B7FTF5; B7FTF6; B7FTF7; B7FTF9; B7FTGY; B7FTHO; B7FTI5:
B7FTI8; B7FTJ4; B7FTJ5; BTFTK2; B7FTK7; B7FTL3; B7FTL4; B7FTLY; B7TFTMS: B7FTM6; B7FTN4:
B7FTNS; B7FTNO; B7FTP2; B7FTP5; B7FTP6: B7FTP9; B7FTQO; B7FTQL: B7FTQ2; B7FTQ7; B7FTQS;
B7FTR2; B7FTR5; B7FTR6; B7FTSO; B7FTS3; B7FTS4; B7FTSS; B7FTS7; B7FTSY; B7FTT3; B7FTT4:
B7FTTS; B7FTT6; B7FTT7; B7FTUO; BTFTU2; BTFTUS; B7FTU6: B7TFTU7; BTFTUY; B7FTV4; BTFTVE;
B7FTV7; B7FTVY: B7FTWO; B7FTW1: B7FTW2; B7FTWO: B7FTX1; B7FTX2; B7FTX5; B7FTYO;
B7FTY1; B7FTY3; B7FTY6: B7FTYS: B7TFTY9; B7FTZL; B7FTZ2; B7TFTZ3; B7FTZ4; B7FTZ9; B7FUOL;
B7FU06; B7FU10; B7FUL1; B7FU13; B7FU15; B7FUL6; B7FUL8; B7FU20; B7FU25: B7FU28; B7FU29:
B7FU35; B7FU36; B7FU45: B7FU48; B7FUS0; B7FUS1: B7FUS3; B7FUS6; B7FUS7: B7FUSS; B7FUGL;
B7FU67; B7FU6S; B7FU69: B7FU72; B7FU77; B7FUS3: B7FUS4; B7FUSS; B7FUSY: B7FU90; B7FUIL;
B7FU93: B7TFU94; B7TFU98; B7TFU99: BTFUAL: BTFUA2; B7TFUA4; B7FUAS; B7FUAS; B7FUB2; B7FUBS3:
B7FUB7; B7FUCL; B7FUC3; B7FUC7: B7FUCS; B7FUCY; B7FUD1: B7FUD3; B7FUDS5; B7FUDS:
B7FUE2; B7FUE3: B7FUE7; B7FUEQ; B7FUF0; B7FUF2; B7TFUF5; B7TFUG2; B7TFUG6; B7FUGT; B7FUGS:
B7FUGY; B7FUHO; B7TFUH2; B7FUH4; B7FUHS; B7FUIL; B7FUIS: B7FUJ2; B7TFUJ4; B7TFUJ7; BTFUKA:
B7FUK5; B7FUK7; B7FULO; B7FUL2; B7FUL4; B7FULS5; B7FULS; B7FULY; B7FUML; B7FUMA4;
B7FUMS6:; B7FUM7; B7FUMS; B7FUM9: B7FUN1; B7FUNS5; B7FUP2; B7FUP3; B7FUP5; B7FUPS6;
B7FUP7; B7FUQL; B7FUQ4; B7FUQS; B7FURL; B7FUR3; B7FUR4; B7FURG; B7TFUR7; B7FURS; B7TFUSO;
B7FUS2; B7FUS3; B7FUS4; B7FUS7; B7FUSS; B7FUSY; B7FUT1: B7FUT5; B7FUT6; B7TFUT7; B7FUTS;
B7FUUO; B7FUU4: B7FUV2; B7FUV3; B7FUW1; B7FUW2; B7FUWA4; B7FUWS: B7FUWY; B7FUX2;
B7FUX3; B7TFUX5: B7FUX6; B7TFUX7; BTFUYS: B7TFUZ0; B7FUZ2: B7FV03; B7FV07; B7FV08; B7FV10;
B7FV13; B7FV16; B7FV17; BTFV18; BTFV20; B7FV27: BTFV31; BTFVA2; BTFV44: BTFV45; BTFV52;
B7FV55; B7FV66; B7TFV67; BTFV69; BTFV74; BTFVSL: B7TFV82; BTFV88; B7FV89: B7TFV90; B7FVIT;
B7FV98; B7FVAQ: B7FVA7; B7FVAS; B7FVBS; B7FVC4: B7FVC5; B7FVCS; B7FVD5; B7FVDS;
B7FVDS; B7FVE2; B7TFVE3; B7TFVE6: B7FVEY; B7TFVFO0; B7TFVF1; B7TFVF4; BTFVF5; BTFVG2: B7TFVG3;
B7FVG6; BTFVGS; BTFVHY; BTFVI0; B7FVI8; BTFVKO; B7TFVKL: BTFVKS: BTFVKY; B7TFVLO: B7TFVLL;
B7FVL2; B7FVL4: B7FVL5; B7FVL6; B7FVL7; B7FVLY; B7FVM2: B7FVM3; B7FVMY; B7FVNA4;
B7FVPO; B7FVP1: B7FVP4; BTFVPT7; BTFVPY; BTFVQL; BTFVQ2; B7FVQ6: B7FVQ7: BTFVQS; BTFVRL;
B7FVR3: B7TFVS0: B7TFVS2; BTFVS4; BTFVSS: B7TFVSS; B7TFVS9; BTFVTL; B7TFVT3: BTFVT6; BTFVUT;
B7FVUS; B7FVV5; B7TFVW2; B7FVW3: B7FVXO0; B7TFVX2; BTFVX3; BTFVX4; BTFVX5; BTFVXS;
B7FVX9; B7FVY0: B7FVY2: B7FVY3; B7FVZ0; B7FVZ2, B7FVZ7: B7FVZS; B7FWO0L; B7FWO3;



B7FWO07;, B7FW15; B7FW19; B7FW20; B7FW21; B7FW23; B7FW24; B7FW25; B7FW26; B7FWS38;
B7FW47, B7FW49; B7FWS1; B7FWS8; B7FW63; B7FW6E5; B7FW67; B7FW69; B7FW70; B7FW72;
B7FW73; B7TFW76;, B7FW77, B7FW86; B7FW87; B7FW89; B7FW92; B7TFWAS; B7FWA7; B7TFWAS;
B7FWB4; B7FWBS5; B7TFWBS; B7TFWB9; B7FWC4; B7TFWC5; B7FWCT7; B7FWCS8; B7TFWC9; B7FWDS5;
B7FWD7; B7TFWDS8; B7FWES5; B7FWEG6; B7TFWF2; B7FWF7; B7TFWGS; B7TFWGY; B7FWHO; B7FWHI,
B7FWHS; B7FWI7; B7FWI9; B7FWJ1;, B7FWJ3; B7FWJ4;, B7FWJ5; B7FWI8; B7FWK1; B7FWKA4;
B7FWKS; B7FWLO; B7FWL2; B7FWL4; B7TFWM1; B7TFWMS5; B7TFWM6; B7TFWM9; B7FWN1; B7TFWNO;
B7FWP1; B7FWP2; B7FWP4, B7FWP5; B7FWP6; B7FWQO0; B7TFWQL; B7FWQ2; B7TFWQ7; B7FWQ9;
B7FWR1; B7TFWR2; B7TFWR3; B7FWRS; B7FWR6; B7FWRS8; B7TFWR9; B7FWSL1; B7FWT4; B7TFWTS;
B7FWT6;, B7FWTS; B7FWUO; B7FWU2; B7FWU3; B7FWU6; B7TFWUS8; B7TFWV4; BTFWV6; B7TFWVY;
B7FWW3; BTFWWS5; BTFWW6; BTFWW9; B7TFWXO0; B7FWX2; BTFWX4; B7TFWX5; B7TFWX8; B7TFWXS;
B7FWY2; B7FWY4, B7FWY5; B7FWYS; B7FWY9; B7FWZ3; B7FX01; B7FX04; B7FX07; B7FX15;
B7FX16; B7FX21; B7FX26; B7FX28; B7FX33; B7FX36; B7FX39; B7FX40; B7FX41; B7FX46; B7FX50;
B7FX51; B7FX55; B7FX58; B7FX66; B7TFX68; B7FX69; B7FX71;, B7TFX73; B7TFX84; B7FX87; B7FX95;
B7FXA2; B7FXB1; B7FXB4; B7FXB5; B7FXB8; B7FXB9; B7FXCO; B7FXC3; B7FXC5; B7FXCY;
B7FXD7; BTFXD8; B7TFXE4; BTFXES; B7TFXFO; B7TFXF6; B7TFXF7; BTFXGO0; B7TFXG3; B7TFXG5; B7TFXG6;
B7FXGY; B7TFXH3; B7TFXH5; B7FXH6; B7FXH7; B7FXHS8; B7FXI1; B7FXI1; B7FXI3; B7FXI7; B7FXIS;
B7FXJ2; B7TFXJ8; B7TFXKL1; B7TFXK5; B7FXKG6; B7FXK9; B7TFXLO; B7FXL7; B7FXLY; B7TFXM3; B7TFXMS5;
B7FXM9; B7FXN1; B7FXN2; B7FXN4; B7FXN5; B7FXNG; B7FXN9; B7FXP2; B7FXP8;, B7FXQ2;
B7FXQ3; B7TFXQ4; B7TFXQ5; B7TFXQ8; B7FXRO0; B7TFXR6; B7TFXRT7; B7TFXS1; B7FXS4; B7TFXS8; B7TFXS9;
B7FXT5; B7FXT6; B7FXUO; B7FXU4; B7FXV1, B7FXV4; B7FXV5; B7FXW6; B7FXWS8; B7FXXO0;
B7FXX2; B7FXX3; B7FXX5; B7FXX6; B7FXY0; B7FXY3; B7FXY4, B7FXYS5; B7FXY6; B7FXZO0;
B7FXZ1; BTFXZ4; BTFXZ5; B7TFXZ8; B7FY02; B7FY06; B7FY07; B7TFY09; B7FY10; B7FY13; B7FY14,
B7FY21; B7TFY22; B7FY24, B7FY28; B7FY32; BTFY37; B7FY39; B7FY40; B7FY44; B7FY46; B7FY48;
B7FY50; B7TFY52; B7FY54; B7FY55; B7TFYS56; B7FY57; B7FY59; B7FY61; B7FY63; B7FY65; B7FY67,
B7FY68; B7TFY69; B7FY70; B7FY71; BTFY72; B7TFY73; B7FY75;, B7TFY76; B7TFY79; B7FY80; B7FY81,
B7FY83; B7FY86; B7TFY87; B7FY88; B7FY95; B7TFY96; B7FY98; BTFYAT7; BTFYA9; B7FYB2; B7TFYBS3;
B7FYB7; BTFYB8; BTFYB9; BTFYCL; B7TFYC4; BTFYCS5; B7TFYD2; B7FYD7; B7TFYDS8; B7TFYEO; B7FYEZ2;
B7FYE4; BTFYE7; BTFYES; B7FYF1; B7TFYF4, B7TFYF5; BTFYG3; B7FYH6; B7TFYH7; B7TFYH9; B7FYIO0;
B7FYI17; B7TFYJ4; B7FYJ9; B7FYKO; B7TFYK1; B7TFYK2; BTFYK3; B7FYK4; B7TFYKS5; B7FYKY7; B7FYLO;
B7FYL2; BTFYM2; BTFYM5; B7TFYN4; B7TFYNG; B7FYNS; B7FYP1; B7FYP3; BTFYP6; BTFYP7; B7TFYP9;
B7FYQO; B7FYQ1; B7TFYR5; B7FYRG6; B7TFYR7; B7FYRS; B7TFYR9; B7FYS6; B7FYS9; B7TFYTO; B7FYTL,
B7FYT9; B7FYUL; B7FYUS5; B7FYV2; B7FYV3; B7FYV6; B7TFYWO; B7FYW4; B7FYW6; B7TFYW7,;
B7FYWS8; BTFYX5; BTFYX7; BTFYX8; BTFYY2; B7FYY3; B7TFYY8; B7FYY9; B7FZ04; B7FZ06; B7FZ07,;
B7FZ14, B7FZ15; B7FZ17, B7FZ18; B7FZ20; B7FZ23; B7FZ25; B7FZ26;, B7FZ27; B7FZ31;, B7FZ32,
B7FZ34, B7FZ54; B7FZ57, B7FZ58; B7FZ59; B7FZ61; B7FZ62; B7FZ63, B7FZ68; B7FZ70; B7FZ72,
B7FZ76; B7FZ80, B7FZ88;, B7FZ90; B7FZ92; B7FZ93; B7FZ94; B7FZ96; B7FZ98; BTFZA3; BTFZAT,
B7FZBO0; B7FZB5; B7FZB7; BTFZC2;, B7FZC3; B7FZC4; B7FZC5; B7FZD7; BTFZE1; B7TFZE4; B7FZEG;
B7FZET; B7FZES; B7FZF0; B7FZGO; B7FZG7; B7TFZGY; B7FZH1; B7FZH3; B7FZH4; B7FZHS8; B7FZIO;
B7FZ13; B7FZJ3; B7FZK6; B7FZL2; B7FZL3; B7FZL9; B7TFZMO; B7FZM1; B7FZM3; B7TFZM6; B7FZNG;
B7FZN7; B7FZPO; B7FZP8; B7FZQ2; BTFZQ5; B7FZQ6; B7FZQ7; B7TFZQ9; B7FZR4; B7FZR5; B7FZRS;
B7FZS4; B7FZS6; BTFZS9; B7FZT2; B7TFZU5; BTFZV5; B7TFZVT7, BTFZV8; BTFZWS; B7TFZW9; B7FZX1,
B7FZX4; BTFZX8; BTFZY1; BTFZY2; BTFZY4, BTFZY8; BTFZY9; BTFZZ1; BTFZZ4, BTFZZ6; BTFZZ7,
B7FZZ9; B7G001, B7G003; B7G006; B7G012, B7G013; B7G015; B7G018;, B7G022; B7G027; B7G036;
B7G039; B7G045; B7G049; B7G051; B7G052; B7G054; B7G056; B7G059; B7G062; B7G063; B7G06S,;
B7G070; B7G076; B7G085; B7G089; B7G091; B7G092; B7G099; B7GOAO; B7GOAS; B7G0OB1; B7G0B2;
B7G0B7; B7G0B8; B7GOC3; B7G0OC7; B7GODO; B7G0D1; B7GOD3; B7GOD5; B7G0OD9; B7GOE9; B7GOFO;
B7GOF2; B7GOF8; B7G0G3; B7G0G4; B7G0G6; B7TGOHO0; B7GOH1, B7GOHS5; B7GOH6; B7GOH8; B7GOH?9;
B7G0I0; B7GOI1; B7GOI3; B7G0I4; B7GO0I5; B7GO0I6; B7G0I7;, B7G0I19; B7G0J8; B7GOK2; B7GOK4,
B7G0OK®6; B7TGOK7; B7TGOKS8; B7GOL3; B7G0L4; B7GOL6; B7GOLS8; B7GOL9; B7TGOMO; B7GOM2; B7GOMS5;
B7GOM6; B7GON2; B7GON3; B7GON7; B7GOP2; B7GOP3; B7GOP4; B7GOP5; B7GOP6; B7GOP7; B7GOPS;
B7G0Q0; B7G0Q1,; B7G0Q2; B7G0Q6; B7G0Q7; B7G0Q9; B7GOR3; B7GORS5; B7GORS8; B7G0S1; B7G0S2;
B7G0S3; B7G0S9; B7G0T6; B7GOT9; B7G0OU2; B7TGOUS8; B7GOV1, B7GOV2; B7GOV7; B7GOV9; B7TGOW1;
B7GOWS5; B7GOW9; B7G0X2; B7GOX7; B7G0Y4, B7G0Z0; B7G0Z2; B7G0Z9; B7G101; B7G103; B7G105;
B7G113; B7G117; B7G119; B7G122; B7G126; B7G128; B7G129; B7G130; B7G133; B7G134; B7G135;
B7G136; B7G137;, B7G138; B7G139; B7G143; B7G144; B7G148; B7G149; B7G150; B7G162; B7G163;



B7G166; B7G170; B7G177; B7G181; B7G183; B7G195; B7TG1A2; B7G1A7, B7TG1A9; B7G1B0; B7G1B1,
B7G1B4; B7G1B5; B7G1B9; B7G1C2; B7G1C4; B7G1C5; B7G1C8; B7G1D3; B7G1D9; B7G1EQ; B7G1EL,
B7G1E6; B7G1F1; B7G1F2; B7G1F4; B7G1F6; B7G1G0; B7G1G4; B7G1G5; B7G1G6; B7G1H1; B7G1HG6;
B7G1H7; B7G1I1; B7G1I2; B7G119; B7G1J1;, B7G1J3; B7G1J9; B7G1K9; B7G1lL2; B7G1L3; B7G1L4,
B7G1L6; B7G1L9; B7G1M7; B7G1IN7; B7G1P7; B7G1Q2; B7G1Q3; B7G1Q9; B7G1R5; B7G1R8; B7G1R9;
B7G1S0; B7G1S2; B7G1S3; B7G1S8; B7G1T1; B7G1T2; B7G1T3; B7G1T5; B7G1T6; B7G1T7; B7G1TY;
B7G1US8; B7G1U9; B7G1V2;, B7G1V3;, B7G1W6; B7GIW7, B7G1W9; B7G1X1;, B7G1X2;, B7G1X3;
B7G1X6; B7G1X7; B7G1X8; B7G1Y2; B7TG1Y3; B7G1Y6; B7G1Z5; B7G1Z9; B7G216; B7G217; B7G218;
B7G223; B7G225; B7G227; B7G229; B7G230; B7G237; B7G241; B7G248; B7G249; B7G252; B7G255;
B7G256; B7G263; B7G264; B7G266; B7G268; B7G270;, B7G271; B7G274;, B7G277; B7G279; B7G280;
B7G283; B7G284; B7G286; B7G289; B7G290; B7G292; B7TG2AS5; B7TG2A6; BTG2A7; B7G2A9; B7G2B1,
B7G2B4; B7G2B5; B7G2B6; B7G2B8; B7G2B9; B7G2C6; B7G2C7; B7G2D6; B7TG2E2; B7G2E4; B7G2ES;
B7G2F1; B7G2F6; B7G2F7; B7G2F8; B7G2G1; B7G2G3; B7G2G4; B7G2HO0; B7G2J3; B7G2J6; B7G2K2;
B7G2K3; B7G2K6; B7G2L1; B7G2L2; B7G2M3; B7G2NO0; B7G2N1; B7G2N7; B7G2P0; B7G2P3; B7G2P5;
B7G2R5; B7G2R8; B7G2S0; B7G2S2; B7G2S4; B7G2S9; B7G2T1, B7G2T3; B7G2T5; B7G2T8; B7G2T9;
B7G2U0; B7G2U6; B7G2V2; B7G2V6;, B7G2V7, B7G2V9; B7G2W2; B7G2W4; B7G2W7, B7G2X1,;
B7G2Y9; B7G2Z1; B7G2Z2; B7G302; B7G307; B7G311; B7G312; B7G313; B7G319; B7G326; B7G329;
B7G334; B7G341;, B7G342; B7G344; B7G350; B7G356; B7G360; B7G362; B7G365; B7G370; B7G371,;
B7G374; B7G377, B7G383; B7G386; B7G391; B7G395; B7G3Al; B7G3A2; B7G3A3; B7G3A5; B7G3AG;
B7G3A9; B7G3B0; B7G3B3; B7G3C1; B7G3C4; B7G3C6; B7G3D1; B7G3D2; B7G3D3; B7G3D4; B7G3EO;
B7G3E3; B7G3E5; B7G3E7; B7G3ES8; B7G3E9; B7G3F0; B7G3F1; B7G3F2; B7G3F6; B7G3G1; B7G3G2;
B7G3G6; B7G3G9; B7G3H8; B7G310; B7G313; B7G316; B7G3J4; B7G3J6; B7G3J7; B7G3KO0; B7G3K2;
B7G3K3; B7TG3L2; B7G3L7; B7G3L8; B7G3M5; B7TG3NO0; B7G3N9; B7G3Q4; B7G3Q6; B7G3Q7; B7G3Q8;
B7G3Q9; B7TG3R2; B7G3S0; B7G3S4; B7G3S5; B7G3T1;, B7G3T2; B7G3T5; B7G3T6; B7G3T9; B7G3UO0;
B7G3U4; B7G3U6; B7G3V0;, B7G3V1, B7G3V2, B7G3W2; B7G3W4; B7G3W5; B7G3W7; B7G3XS;
B7G3X5; B7G3X6; B7G3Y1; B7G3Y2;, B7TG3Y6; B7G3Z1; B7G3Z5; B7G412; B7G419; B7G423; B7G424,
B7G432; B7G440; B7G442; B7G446; B7G457, B7G459; B7G465; B7G468; B7G469; B7G476; B7G487,
B7G489; B7G492; B7G495; B7G496; B7G4A0; B7G4AS5; B7G4C0; B7GAC3; B7G4C4; B7G4C5; B7G4DO;
B7GAD3; B7G4D4; B7GA4E3; B7G4ES; B7G4ES8; B7TG4F0; B7G4F2; B7GAF8; B7G4F9; B7G4GO0; B7G4G2;
B7G4G4; B7G4GY; B7G4HL; B7G4H4; B7G4HS5; B7G4HT; B7G414; B7G4J1; B7G4J3; B7G4J4; B7G4JT,
B7G4J8; B7G4K1; B7TG4K6; B7G4K7; B7GAL4; B7TGAL6; B7TGAM2; B7TG4AM9; B7TG4AN2; B7G4N4; B7G4NG;
B7G4P7; B7G4Q6; B7G4R3; B7G4R6; B7G4T3; B7GAT6; B7TGATS; B7G4AT9; B7G4U2; B7G4U3; B7G4US;
B7G4V0; B7G4V2; B7G4X9; B7G4Y3; B7G4Z0;, B7G4Z7; B7G500; B7G502; B7G503; B7G504; B7G505;
B7G507;, B7G509; B7G511; B7G512; B7G514; B7G516; B7G517; B7G518; B7G522; B7G523; B7G529;
B7G530; B7G531; B7G539; B7G544; B7G545; B7G549; B7G550; B7G553; B7G555; B7G561; B7G563,;
B7G565; B7G570; B7G573; B7G578; B7G584; B7G585; B7G590; B7G593; B7G596; B7G598; B7G5A1L,
B7G5B5; B7G5B6; B7G5C0; B7G5C7; B7G5C9; B7G5D1; B7G5D7; B7G5D9; B7GSE9; B7G5F6; B7G5F7,
B7G5G1; B7G5G4; B7TG5G5; B7G5G7; B7TG5HO; B7G5H1; B7G5H3; B7G5H5; B7G5H6; B7G5H8; B7TG5H9;
B7G5I10; B7G514; B7G515; B7G517; B7G519; B7G5J2; B7G5J3; B7G5J4; B7GSJ5; B7G5J8; B7G5KO;
B7G5K1; B7G5K2; B7G5K3; B7G5K5; B7G5K6; B7G5L0; B7G5L6; B7G5M1; B7G5M2; B7G5M3;
B7G5M4; B7G5M5; B7G5M8; B7G5M9; B7GS5N3; B7G5N4; B7G5N7; B7G5N8; B7G5P5; B7G5PS,;
B7G5Q0; B7G5Q1; B7G5Q2; B7G5Q3; B7G5Q4; B7G5Q5; B7G5Q8; B7G5R1; B7G5R3; B7G5R9; B7G5S0;
B7GS5S7; B7GS5T7, B7G5U3; B7G5U9; B7G5V2; B7G5V4, B7G5V8;, B7G5W1;, B7G5WS; B7G5X2;
B7G5X3; B7G5X7; B7TG5Y0; B7G5Y2; B7G5Y6; B7G5Y8; B7G5Z1; B7G572; B7G5Z3; B7G5Z8; B7G601,
B7G602; B7G608; B7G610; B7G613; B7G619; B7G620; B7G621; B7G627, B7G632; B7G634; B7G647,
B7G651; B7G655; B7G657; B7G659; B7G661; B7G664; B7G668; B7G669;, B7G672; B7G677;, B7G685;
B7G689; B7G692; B7G694; B7G696; B7G698; B7TG6A3; B7G6A8; B7G6B0; B7G6B1;, B7G6B4; B7G6CO;
B7G6C1; B7G6C4; B7G6C7; B7G6D0; B7G6D3; B7TG6EL;, B7G6E4; B7G6F6;, B7G6F8; B7G6HO; B7G6H1,
B7G6H4; B7G6H5; B7G6H7; B7G611; B7G616; B7G6J2; B7G6J6; B7G6J7; B7G6J9; B7G6K6; B7G6L6;
B7G6L7;, BTG6M9; B7G6N1; BTG6N2; B7G6N7; BTG6N9; B7G6P2; B7G6P3; B7G6P5; B7G6Q0; B7G6Q2;
B7G6Q6; B7G6R0; B7G6R2; BTG6R3; B7TG6R9; B7G6S7; B7G6S9; B7G6T5; B7TG6UL; B7G6V4; B7G6V6;
B7G6W4; B7G6WS; B7G6X0; B7G6X1;, B7G6X3; B7G6X7, B7G6Y0; B7G6Y1l, B7G6Y2; B7G6Z0;
B7G6Z8; B7G6Z29; B7G702; B7G704; B7G707; B7G713; B7G715; B7G717; B7G727; B7G729; B7G732;
B7G733; B7G736; B7G738;, B7G742; B7G746; B7G747, B71G749; B7G754;, B7G757; B7G763; B7G772,
B7G778; B7G786; B7G789; B7G798; B7G799; BTG7AQ; B7G7Al; B7G7A5; B7TG7AT7; BIG7B1; B7G7B4,
B7G7B5; B7G7B8; B7G7D1; B7G7D3; B7G7D6; B7G7D9; B7G7E3; B7G7F1; B7TG7F7, B7G7H3; B7TG7HS;



B7G710; B7G7I1, B7G712; B7G714, B7G715; B7G7J0; B7G7J1; B7G7J3; B7G7J9; B7G7K1; B7GT7K4,
B7G7KS5; B7TG7K6; B7G7K7; B7TG7K9; B7G7L3; B7TG7M5; B7G7NO; B7G7N1; B7TG7N9; B7G7P9; B7G7Q0;
B7G70Q4; B7G7Q5; B7G7Q9; B7G7R1;, B7G7S4;, B7G7T4;, B7G7T6; B7G7U2;, B7TGTW3;, B7G7W4;
B7G7WS5; B7G7X0; B7TG7X2; B7TG7X5; BTG7X7;, BTG7X8; BTG7YO0; BTG7Y7;, B1G7Z2; B1G7Z4; B1G7Z6;
B7G7Z9; B7G800; B7G802; B7G803; B7G804; B7G814; B7G816; B7G817; B7G819; B7G824; B7G833,;
B7G836; B7G849; B7G853; B7G862; B7G871; B7G872; B7G876; B7G878; B7G881; B7G884; B7G885;
B7G887; B7G888; B7G889; B7G890; B7G898; B7G899; B7G8A3; B7G8A4; B7G8AT7, B7TG8AS8; B7G8AY;
B7G8B0; B7G8B3; B7G8B7; B7G8CO0; B7G8C3; B7G8D1; B7G8D3; B7G8D7; B7G8DS8; B7G8E3; B7GS8ES;
B7G8ES8; B7G8E9; B7G8F0; B7G8F1; B7G8F2; B7G8F5; B7G8F6; B7G8G1,; B7G8G3; B7G8GS; B7G8G7;
B7G8H2; B7G8H5; B7G8H7; B7G8H8; B7G8H9; B7G8I3; B7G814; B7G818; B7G8J0; B7G8J2; B7G8JI6;
B7G8J8;, B7G8KO0; B7G8K6; B7G8K7, B7G8K9; B7G8L9; B7G8M1;, B7G8M4; B7G8MS8; B7G8MO;
B7G8NO; B7G8NS; B7G8P1; B7G8P3; B7G8P6; B7G8P8; B7G8Q1; B7G8Q4; B7G8Q5; B7G8RO0; B7G8R5;
B7G8R8; B7G8S0; B7G8S1; B7G8S8; B7G8S9; B7G8T4, B7G8TS; B7G8T7; B7G8V2; B7G8V3; B7G8VS;
B7G8VS8; B7G8W6; B7G8WS; B7G8X3; B7G8X8; B7G8X9; B7G8Y0; B7G8Y2;, B7G8Y3; B7G8Y4;
B7G8Y8; B7G8Z0; B7G8Z1; B7G8Z3; B7G8Z6; B7G903; B7G904; B7G905; B7G909; B7G916; B7G920;
B7G921; B7G922; B7G928; B7G929; B7G933; B7G935; B7G938; B7G940; B7G946; B7G955; B7G959;
B7G961;, B7G964; B7G968; B7G972; B7G974; B7G976, B7G981; B7G983; B7G988; B7G990; B7G991,
B7G997; B7G999; B7GOA2; B7TG9A4; B7GIA5; B7GI9B0; B7GIB1; B7GI9B2; B7GIB3; B7GI9B5; B7GIB9Y;
B7G9CO0; B7G9C2; B7GI9C6; B7GIC7; B7GIOD1; B7G9D4; B7GIDS; B7G9D8; B7GOD9; B7TG9E4; B7GIES;
B7G9E9; B7G9F0; B7G9F1; B7GIF2; B7GIOF9; B7G9G2; B7G9G3; B7G9G6; B7GIG7; B7G9GY; B7GIH4,
B7G911; B7G9I2; B7GII6; B7GI18; B7GOI9; B7G9J0; B7G9J2; B7G9J7; B7G9J8;, B7GIK6; B7GILY,;
B7GOMO; B7GIN5; B7GING; B7GI9P1; B7GIP2; B7GIP4; B7GIPS5; B7GI9Q1L; B7G9Q6; B7GI9R1; B7GIRS;
B7G9R4; B7G9R5; B7G9R7; B7G9R9; B7G9S0; B7G9S1;, B7G9S4; B7G9S5; B7G9S7; B7GITO; B7GITS;
B7G9U0; B7G9UL;, B7GIOU6; B7G9U8; B7GYV1; B7GIOV3;, B7GIV4;, B7GIW1;, B7GI9X0; B7GIXS3;
B7GOX7; BTGI9Y7; B7G9Z0; B7G9Z5; B7G9Z6; B7TGA02; BTGA05;, B7TGAQ7; B7TGA10; B7TGAll; B7TGA12;
B7GA13; B7TGA14; B7TGA15; BTGA17; BTGA21; BTGA25; BTGA30; B7TGA35; B7TGA36; BIGA37; B7TGA3S;
B7GA40; B7TGA44; BTGA46; BTGAS4; BTGAS9; B7TGAGO; B7TGAG6; BTGA6G8; BTGAT70; B7TGAT5; BTGAS8L,
B7GA85; B7GA88;, B7TGA90; B7GA91; B7GA98; B7GAA0; B7GAAL; B7GAA5; B7GAA9; B7GABO;
B7GAC2; B7GAC4; B7GACT; BTGACS; B7GACY; B7GAD2;, B7GAD5; B7GAD9; B7GAE3; B7GAE4,
B7GAES; B7GAEY; B7GAF2; B7GAF5; B7TGAGO; B7GAG2; B7TGAGS; B7GAG5; B7GAG7; B7TGAGY;
B7GAH5; BTGAHS; B7GAIO; B7GAI3; B7GAI4; B7TGAI5; B7GAI7; BTGAI8; B7TGAJLl, B7TGAJ5;, B7TGAJG;
B7GAJ9; B7GAK4, B7GAKY; B7GALO; B7TGAM6; B7TGAM7; B7TGAN3; B7GANS;, B7GAP1; B7GAP6;
B7GAQl; B7GARO; B7GAR3; B7GARS; B7GAR9; B7GASl; B7GAS4; B7GAS9; B7GAT1; B7GATG;
B7GAUO; B7TGAUL; BTGAUS; B7TGAUS; BTGAV2; BTGAW?2; BTGAW4; BTGAWG6; BTGAWT; BTGAXT,
B7GAX8; B7GAYS8;, B7GAZ0; B7GAZ1l, B7GAZ2, B7TGAZ5; B7GB00; B7GB01;, B7GB02; B7GBO04,
B7GB07; B7GB09; B7GB17;, B7GB18; B7GB24; B7GB28; B7GB36; B7GB40; B7GB43; B7GB44; B7GBA46;
B7GB47; B7GB49; B7GB64; B7TGB73; B7TGB75; B7TGB77; B7TGB85; B7GB86; B7GB91; B7GB96; B7TGBAL,
B7GBAS5; B7GBAG6; B7GBB0; B7GBB3; B7GBB4; B7GBB5; B7GBB7, B7GBBS8; B7GBB9; B7GBC3,;
B7GBC7; B7GBD1; B7GBD9; B7GBE7; B7GBE9; B7GBF1, B7GBF6; B7GBF9; B7GBG1; B7GBG6;
B7GBGY9; B7GBH7; B7GBIO; B7GBI3; B7GBJ2; B7GBJ6; B7GBLO; B7GBL1; B7GBL5; B7GBMO;
B7GBM4; B7GBM7; B7GBN2, B7GBN9; B7GBP6; B7GBQO; B7GBQ5; B7GBQ7, B7TGBR2;, B7GBRY,;
B7GBS0; B7GBT9; B7GBU2; B7GBU6; B7GBU7; B7GBVO0; B7GBV3; B7GBV5; B7GBV6;, B7GBVS;
B7GBWS; B7GBX1; B7GBX3; B7GBY2; B7GBZ3, B7GCO01; B7GC06; B7GC08;, B7GC21; B7GC23,;
B7GC24; B7GC25; B7TGC27; B7GC30; B7GC32; B7GC33; B7GC34; B7GC36; B7GC38; B7GC45; B7TGCAT,
B7GC49; B7GC50; B7TGC58; B7GC60; B7GC61; B7GC65; BTGC67;, B7TGC68; B7TGC72; B7TGC78; B7TGC84;
B7GC89; B7GC92; B7GC95, B7GC98;, B7GCAO; B7GCA4;, B7GCB2; B7GCB6; B7GCBS8; B7GCC1,
B7GCC2; B7GCC5; B7GCCS8; B7GCEO; B7GCE4; B7GCE9; B7GCFO0; B7GCF3; B7GCF6; B7GCF7,
B7GCGO; B7GCGl; B7GCG2; B7GCG4; B7GCG6; B7GCG7; B7GCG8; B7GCGY; B7TGCHL; B7GCJ3,;
B7GCL1; B7GCL2; B7TGCMO0; B7GCM3; B7GCM4; B7GCM7, B7TGCMS8; B7GCNO; B7GCN5; B7GCN7,;
B7GCNS; B7GCPO; B7GCP2; B7GCP3; B7GCP7; B7GCP8, B7GCP9; B7GCQ4; B7GCQ5; B7GCQE6;
B7GCQ8; B7GCR2; B7GCR3; B7GCR5; B7GCR7; B7GCRS8; B7GCS4; B7GCT3; B7GCT5; B7GCT6;
B7GCTS; B7GCT9; B7GCU2; B7GCU5; B7GCV1; B7GCV3; B7GCV4; B7GCV6; B7TGCW1; B7TGCW?2;
B7GCW6; B7GCX3; B7GCX7; B7GCY1; B7GCY2; B7GCY4; B7GCZ1; B7GCZ4; B7GCZ6; B7GCZ7,
B7GCZ8; B7GDO00; B7GD03; B7GD05; B7GDO07; B7GD08; B7GD20; B7TGD23; B7GD24; B7GD29; B7GD33;
B7GD38; B7GD39; B7TGD41,; BTGD42; B7GDA47; B7GD51; B7GD52; B7GD59; B7GD60; B7GD64; B7GDG69;
B7GD70; B7GD72; B7GD73; B7GD74; B7GD76; B7GD84; B7GD89; B7GD90; B7GD98; B7GD99;



B7GDAG6; B7GDAS8; B7GDBS8; B7GDD5; B7GDD7; B7GDDS8; B7GDD9; B7GDEOQ; B7GDE2; B7GDES;
B7GDE4; B7GDES5; B7GDE6; B7GDES8; B7GDF0; B7GDF6; B7GDF8; B7GDGO0; B7GDG1; B7GDG2;
B7GDG7; B7GDHO0; B7GDH1; B7GDH3; B7GDH4; B7GDHS8; B7GDH9; B7GDI1;, B7GDI2; B7GDIS;
B7GDI7; B7GDI8; B7GDJ5; B7GDJ7; B7GDJ9; B7GDK2; B7GDKS8; B7GDKY9; B7GDLO; B7GDLS;
B7GDL6; B7GDLS; B7GDL9; B7GDM1; B7GDM2; B7TGDMS3; B7GDM5; B7GDM6; B7GDN1; B7GDN2;
B7GDN3; B7GDNS5; B7GDNS; B7GDN9; B7GDP1; B7GDP2; B7GDP7; B7GDP8; B7GDQ6; B7GDR4;
B7GDRS8; B7GDS2; B7GDS3; B7GDS5; B7GDT2; B7GDT4; B7GDUO; B7GDU1; B7GDU6; B7GDU9;
B7GDV6; B7GDVS; B7TGDW4; B7TGDW6; B7GDX3; B7GDX5; B7GDX6; B7GDX7; BTGDYO0; B7GDY1;
B7GDY2; B7GDYS5; B7GDY6; B7GDY7;, B7GDZ2; B7GDZ3; B7GDZ4; B7GDZ6; B7GDZ7; B7GEO1,
B7GEQ2; B7TGE24; B7GE26; B7TGE29; B7GE42; B7TGE44; B7GE46; B7TGEA7; B7GE48; B7GES51; B7GE52;
B7GES3; B7GE54; B7GES5; B7GES9; B7GE60; B7GE61; B7GE66; B7GE67;, B7GE68; B7TGE70; B7TGE71;
B7GE72; BTGE75; B7GE76; B7GE80; B7GE81; B7GE84; B7TGE85; B7GES87; B7GES88; B7TGE96; B7TGE97,
B7GEA4; B7GEA5; B7GEA6; B7GEAS; B7GEA9; B7GEBO; B7GEB6; B7GEB9; B7GEC0; B7GECS;
B7GEDO; BTGED7; B7TGEDS; B7GEEOQ; B7TGEES; B7TGEFO0; B7GEF1; BTGEF2; B7TGEF3; BTGEF7; B7TGEFS;
B7GEF9; B7GEGO; B7GEG1; B7GEG3; B7GEG7;, B7GEGS; B7GEGY9; B7GEH1, B7GEH2; B7GEHS;
B7GEI2; B7GEI3; B7GEI7; B7TGEJ3; B7GEJ6; B7TGEJ8; B7TGEL1; B7GEL7; B7TGEL9; B7TGEM2; BTGEMS5;
B7GEMT7; B7TGEN1; B7GENS; B7TGEN7; B7GEP3; BTGER7; BTGES2; B7TGES3; B7GES5; B7GES9; B7S3I6;
B7S317; B7S319; B7S3J3; B7S3J9; B7S3M4; B7S3M9; B7S3N4; B7S3N7; B7S3N8; B7S3P0; B7S3P2;
B7S3P3; B7S3P9; B7S3Q2; B7S3R8; B7S3S7; B7S3S9; B7S3T6; B7S3UL; B7S3U7; B7S3W3; B7S3WS;
B7S3W9; B7S3X0; B7S3X2; B7S3X4; B7S3Y6; B7S3Y7, B7S401; B7S404; B7S406;, B7S413; B7S416;
B7S417; B7S419; B7S422; B7S426; B7S432; B7S434; B7S436; B7S443; B75450; B7S451; B7S452; B75454;
B7S456; B7S458; B7S460; B7S462; B7S466; B7S469; B7S470; B7S471;, B7S473; B7S475; B7S480; B7S482;
B7S483; B7S487; B7S490; B7S491; B7S492; B7S4A8; B7S4Bl; B7S4B2; B7S4B4; B7S4B8; B7SACG;
B7S4C8; B7S4E4; B7S4G6; B7S4G9; B7S414; B7S4K1; B7S4L0; C6JVY2; C6IVY4; C6IVY6; COIVYT,
C6JVYO; C6L824; DBFSX5; E2E6S2; FISXAL; GOWVTS; L8B080; Q08584; Q08585; Q08586; Q41075;
Q41093; Q41094; Q84XB6; USTRIO



Table 3S. Functional annotation of differentially abundant proteins. A total of 384 proteins were selected as
differentially abundant between the -N and +N conditions, with proteins significantly increased (red) and
proteins significantly decreased in the nitrogen-depleted condition (blue). For GO term and functional analyses,
proteins recorded with the UniprotKB standards were retained. Amino acid sequences of proteins unrecorded in
UniprotKB were indicated. Additional information, including functional domains based on similarity search, or
predicted signal peptides and indicated.

The corresponding table is provided as an independent Excel file.



Table 4S. Comparison of genes with an upregulated gene expression (transcriptome) with proteins with a higher
relative abundance (proteome), upon nitrogen shortage. List of 31 mMRNA coding for proteins with a Uniprot ID,
out of 78 upregulated genes reported by ), also identified at the proteomic level in this study. 1 mRNA was
common in both transcriptomic and proteomic analysis, but was not functionally annotated. 46 mRNA (=78-32)
corresponded to genes coding for proteins undetected in the present proteomic study, possibly with a low relative
abundance, or lack of detected peptides.

BS5Y3R9; B5Y5S6; B7FP05; B7FP61; B7TFQK1; B7FUF2; B7FUR4; B7TFVM3; B7FXB5; B7FXRO0; B7FYEQ;
B7FYS6; B7G133; B7G1G6; B7G3J7; B7G4X9; B7G585; B7G5C9; B7G659; B7G6Z9; B7G757; BTG7WS5;
B7G8B7; B7G8X8; B7GB64; B7TGBC3; BTGBG1; B7TGBN2; B7GBVS8; B7TGDMS5; B7GE02

Table 5S. Comparison of genes with a downregulated expression (transcriptome) with proteins with a lower
relative abundance (proteome), upon nitrogen shortage. List of 170 mRNA coding for proteins with a Uniprot
ID, out of 248 downregulated genes reported by ™, also identified at the proteomic level in this study. 6 mMRNA
were common in both transcriptomic and proteomic analysis, but were not functionally annotated. 72 mRNA
(=248-176) corresponded to genes coding for proteins undetected in the present proteomic study, possibly with a
low relative abundance or lack of detected peptides.

B5Y3B5; B5Y3H6; BSY3P7; BS5Y3U9; B5Y493; B5Y4HO; B5Y4TO; B5Y4U3; B5Y594; B5YS5F0; BSYSI6;
BS5YS5L4; B7FNUO; B7FP19; B7FPS5; B7FPAL; B7FPC4; B7FPL6; B7FPZ8; B7FQ1l1; B7FQ93; B7FQEOQ;
B7FQF7;, B7FQH9; B7FQI2; B7FQLY; B7FQU7; B7FQZ5; B7FR48; B7TFRG3; B7FRZ1; B7FS29; B7FS72,;
B7FS76; B7FSE5; B7FSI3; B7FSI4; B7FSI8; B7FSN7, B7FSP4; B7FSQ7; B7FSS8;, B7FST3; B7FT02;
B7FT67; B7FT68; B7TFTA2; B7FTQ8; B7FTV7, BTFTW9; B7FU11; B7FU48; B7FU89; B7FU91; B7FUCS;
B7FUD3; B7FUGS8; B7FUKS5; B7FUMT7; B7FURG, B7FUS3; B7FUUO; B7FUV3; B7FUX7;, B7FV18,;
B7FV89; BTFVG2, B7FVH9; B7FVP7, B7FVX9; BTFW77, B7FWQ7, B7FWT4; B7TFWY2; B7TFWYS;
B7FX04; B7TFXC9; B7FXP8; B7TFXQ2; B7TFXR7; B7TFXZ0; B7FY07; B7FY54; B7FYF1; B7TFYT9; BTFYW4,;
B7FZ18; B7FZ25; BTFZ92;, B7FZ94; B7FZL3; B7FZL9; B7G006, B7G018; B7G0B2; B7GOB7; B7GOI5;
B7G0Z0; B7G134; B7G1X7; B7G216; B7G2B6; B7TG2W2; B7G3C1; B7G3D4; B7G3S0; B7G3X5; B7G3Y1,
B7G4G0; B7G502; B7G503; B7G518; B7G565; B7G593; B7G5G4; B7G5H9; B7G5M3; B7G5Q1; B7G5X2;
B7G6V4; B7G6Y1; B7G7B8; B7G955; B7G959; B7G961; B7GIC6; B7GIG2; B7GIG7; B7GIGY; B7GIP2;
B7GOR3; B7G9Y7;, B7GAll; B7GA98; B7GACY9, B7GAKSY; B7GAR9; B7GAS4; B7GB46; B7GBA47,
B7GBB9; B7GBN9; B7GBR7; B7GC49; B7GCB2; B7GCCl; B7GCG1, B7GCMO0; B7GCP7, B7GCTS;
B7GCW6; B7GD24;, B7GD73; B7GDAS8; B7GDES; B7GDG7; B7TGDNS8; B7GDT4; B7GDU9; B7GDW4,
B7GES80; B7TGEF2; BTGEI2; BTGENS5; B7TGER7; C6L824; Q08584; Q08585; Q41075; USTRIO
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