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Supplementary Figure 1: LDH release by (a) RAW264.7 murine macrophages and (b) human
peripheral blood mononuclear cell exposed to a range of concentration of 3-oxo-C12:2-HSL
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Supplementary Figure 2: Significant KEGG pathways involved in the inflammation process
and differentially modulated by 3-0x0-C12:2-HSL were identified by EGSA method (p
value<0.01). Red and green bars represent down-regulated and up-regulated pathways

respectively.
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Supplementary Figure 3: Phylogenetic tree based on alignment of amino acid sequences of
TAS2Rs. The neighbor-joining tree was constructed after a multiple sequence alignment of the
TAS2Rs. The 6 TAS2R receptors responding to 3-oxo0-C12:2-HSL are indicated in blue.



