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EDAM is an ontology of data analysis and data management, within and beyond life sciences. It comprises
concepts related to data analysis, modelling, optimisation, and data life cycle. EDAM is a human and
machine-actionable controlled vocabulary, used to annotate data, tools, workflows and training materials, so

©

EDAM Popovers EDAM Browser

that they can be more easily found, reused, and combined.

EDAM is developed in a participatory
and transparent fashion, within a

Changes required! )

\ Contributio
and usa gJE Missing term

Error detected |Issued pull requests
Update needed \

broad and growing community of

contributors from both inside and

outside of ELIXIR. % o

EDAM validation

Automated Cl with
GitHub Actions

. . EDAM validation
Community extensions of EDAM are: it

4 EDAM Bioimaging (including
machine learning)

EDAMmap X

&) EDAM Geo forinterdisciplinary . Australion D Biii
. I iar SOMIMON & BioSimulators Fﬁ?o:ar':r(‘r‘i' fes
appllcathnS, such as gIObaI and e g)ﬁ;s g \(\/AONRGKUFAngV REPRODUCING & REUSING _ -'3:§::'-
planetary health _ EVBLEDH i
e@(f’ = Galaxy rarsharingors  Eypasy
PROJECT Swiss Bioinformatics Resource Portal |t
The community-driven development e T
comes with a set of challenges. {&ro-crate 55 Bioschemas  Cdebian Ymed E,O. N§RDC.C

Design by Alban Sauvalle, IFB-core, ELIXIR France. Using icons from Flaticon.com

To help the community use and contribute to EDAM, a set of tools are provided:
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