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Abstract

We investigate the adsorption of insulin onto
PE and PVC materials by using HPLC mea-
surements and computer simulations. We inter-
pret the experiments by calculating the Gibbs
free energy profiles during the adsorption pro-
cess. The values of free energy of adsorption
show a good agreement with the experimental
measurements. The adsorption of insulin onto
the different materials is characterized through
the conformational changes with respect to its
conformation in water and the interfacial re-
gions which are described by specific arrange-
ments of polymer chains, water, insulin and
plasticizer molecules.
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1 Introduction

Since medical devices are composed of various
polymers and additives, their use for the infu-
sion of drugs should be made with caution. In-
deed, interactions between drug, polymers and
plasticizers may occur during the delivery pro-
cess. These interactions can lead to drug sorp-

tion which can take the form of an adsorption
(surface interaction only) or an absorption (mi-
gration into the material). This loss of drug
can induce a decrease of the active pharma-
ceutical ingredient (API) concentration1–3 and
thus lowers the treatment efficiency.4 Another
phenomenon can occur, namely the leaching
defined by the migration of the additives into
the drug solution affecting thus the product’s
safety through either the toxicity of leached
substances or the degradation of some proper-
ties of the drug.5–8

A loss of isosorbide dinitrate, tacrolimus, di-
azepam, amiodarone, insulin has been observed
during infusions via PVC tubings.1,3,8–13 These
losses of API by sorption can require an adjust-
ment of the dose administered, based on the
expected biological effect of the drug. Flush-
ing the tubing with the infused drug before its
administration is a possible way to limit these
interactions. This is the case for drugs which
are subject to adsorption only like insulin.12–14

However, for hydrophobic APIs, like diazepam,
a simple rinse is not enough. Drug-polymer ma-
terials interactions then represents a major is-
sue for the pharmaceutical industry in the de-
livery of drugs.
Factors affecting drug sorption9,15 are related

to the physicochemical properties of the drug
itself (lipophilicity, ionisation state, steric hin-
drance), the material (amorphous state, added
compounds such as plasticizers) and the ad-
ministration parameters (flowrate, concentra-
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tion, pH). Some materials have been proved
to be more sensitive to sorption than oth-
ers. For example, in a recent work8 it
was established that the adsorption of di-
azepam was less important with polyvinylchlo-
ride (PVC) tubings coextruded with polyethy-
lene (PE), polyurethane (PU), thermoplastic
elastomer Styrene-Ethylene-Butadiene-Styrene
(SEBS) than with PVC. A number of exper-
imental procedures9,10,15–20 have been devel-
oped to determine the drug concentration be-
fore/after passing through the medical devices
by using HPLC methods to quantify the dif-
ference in drug quantities. Nevertheless, the
mechanisms at the atomic scale have not been
fully understood and it remains difficult to in-
terpret these experiments from the molecular
interactions even if experimental procedures fo-
cusing on material analyses have also been in-
vestigated as an alternative approach.
Very recently, we have shown that a com-

bination of molecular simulations and exper-
iments21 has made it possible to characterize
the sorption of two drugs (paracetamol and di-
azepam) to pure PVC and PE materials. The
adsorption was then characterized through the
calculation of potential of mean force and the
coupling with experimental measurements pro-
vided us a threshold value of about -30 kJmol−1

above which no drug loss was measured. This
was a major result on the basis of which we can
carry out an interpretation of the experimental
data and in the longer term a prediction of the
polymer material that prevents sorption.
The challenge taken up here is even more de-

manding because it is a question of modeling
insulin and its adsorption on a plasticized PVC.
Indeed, insulin is usually administered by tub-
ings made of PVC and PE polymers. Insulin
has been shown to undergo concentration vari-
ation due to drug sorption.1,12 This adsorption
then affects the tight glycemic control.22 In-
deed, experiments1,12 show that the tubings re-
tain variable quantities of infused insulin. Clini-
cians do adapt their prescriptions to these vari-
ations in insulin concentrations by modifying
the doses of insulin according to the measured
blood sugar (glycaemia) values. However, the
causes of these variations can be diverse and it

is important to get rid of the contribution of
the medical devices on this variability. Hav-
ing infusion lines that do not interact with in-
sulin could allow the clinician to focus on the
pathophysiological origin of the variation in gly-
caemia without having to consider the impact
of the medical devices. Studying these sorp-
tion phenomena between insulin and the dif-
ferent constituent materials of infusion tubings
is therefore part of a relevant approach to im-
prove the therapeutic management of patients.
The impact of this loss during delivery is crit-
ical in the neonatal intensive care unit and for
long-stay critically ill-patients requiring inten-
sive insulin therapy.1

The molecular simulation of insulin is no
so widespread23–28 in the literature because of
large system-sizes and corresponding computa-
tional resources it requires. The study of the
adsorption of insulin onto polymer materials
and the calculation of the thermodynamic prop-
erties make this study cutting-edge at the limit
of what we can do with atomistic models. In
addition, we consider a plasticized PVC mate-
rial for which the modeling of atomistic repre-
sentative configurations remains an open ques-
tion.29–31 To discuss the results of simulations
in relation to experiments, we performed ex-
perimental studies in conditions of simulating
drug uses. Insulin was then put in contact with
different tubings (pure PVC, PVC plasticized
with tris(2-Ethylhexyl) trimellitate) (TOTM)
and PE). The combination of these two tech-
niques should allow the characterization of the
interactions between insulin and different ma-
terials in terms of energetics and descriptions
of the interfaces.
Insulin monomers consist of a globular chain

of 51 amino-acids arranged in a A-chain formed
by 21 amino acids and a B-chain of 30 amino-
acids (see Figure 1). In solution, monomers can
form dimers that can also self-assemble to hex-
amers at high concentrations with zinc ions.26

Here, we consider the aspart insulin which is
an insulin analog in which a proline residue in
the B chain at position 28 is replaced with neg-
atively charged aspartic acid. Insulin aspart
exists as hexamers that rapidly dissociate into
monomers32 and dimers on subcutaneous injec-
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tion. In addition, the native structure of in-
sulin monomers has been shown to be main-
tained upon adsorption at room temperature.23

As a result, we will study the monomeric species
which is the biologically active form.

Figure 1: Monomer aspart insulin formed
by two peptide chains A and B. Chain A
is made up of 21 amino acid residues lead-
ing to two α-helices. Chain B contains
a central α-helice formed by 30 residues.
The two peptide chains are linked by two
inter-chains A7(Cys)-B7(Cys) and A20(Cys)-
B19(Cys) disulphide bridges (yellow). Another
disulphide bridge occurs in the A-chain between
A6(Cys)-A11(Cys).

We take the route of investigating adsorp-
tion of insulin aspart using both experiments
and molecular simulations on three types of
polymeric materials unplasticized PVC, plas-
ticized PVC with TOTM and PE. The paper
is organized as follows. Section 2 describes
the methodological aspects of experiments and
molecular simulations. In Section 3 we discuss
the main results of this work in terms of free en-
ergy profiles along the direction perpendicular
to the interface, molecular density profiles and
conformations of the adsorbed insulin. Section
4 contains our main conclusions.

2 Materials and methods

2.1 Experimental studies

Insulin loss by sorption was experimentally as-
sessed after contact with PE, PVC and TOTM
plasticized PVC.

2.1.1 Materials

The characteristics of the tubings used are pre-
sented in Table 1. These tubings were made
to order by CAIR LGL (Lissieux, France). 60
mL Polypropylene syringes (Pentaferte, Italy,
ref 002022970) were also used.

Table 1: Description of the tubings used in this
study in terms of length and inner diameter.

Material Length Inner diameter
(cm) (mm)

PE 55 4

PVC 42 4
PVC-TOTM 55 4

2.1.2 Active Pharmaceutical ingredi-
ents and reagents

Insulin aspart, European Pharmacopeia refer-
ence standard was acquired from Sigma-Aldrich
SARL (Saint Quentin Fallavier, France) and
will henceforth be referred to as insulin. For the
chromatographic analysis, acetonitrile (Fisher
Chemical, United Kingdom) and formic acid
(Fluka, Germany) were used and were certified
of HPLC grade.

2.1.3 Methods

Study design Insulin samples were diluted
to 3.5 mg mL−1 (corresponding to 100 Insulin
Unit (IU)/mL) in a sterile 0.9% sodium chlo-
ride solution (Fresenius, France). The solutions
were diluted with water to reach a final con-
centration of 1.75 10−2 mg mL−1 (0.5 IU/mL).
Before beginning the experiments, each tubing
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was primed with the insulin solution, at a con-
stant flowrate of 1200 mL/h. The priming vol-
ume was respectively of 6.9, 5.3 and 6.9 mL
for PE, PVC and TOTM/PVC tubings, respec-
tively. Then, each tubing was filled with the
insulin solution and stored in a climatic cham-
ber (Binder, model KBF240, Gmbh Tuttlingen,
Germany) for 24 hours. Insulin initial concen-
tration was assessed by liquid chromatography
at different analytical times : in the rinsing so-
lution (T0), after a 5 min contact (T5min), at 2
(T2), 4 (T4) and 24 hours (T24). At each analyti-
cal time, three tubings (n = 3) were completely
emptied then discarded and the recovered so-
lution was analysed. Insulin loss by sorption
was then estimated by comparing insulin con-
centration at a given analytical time to initial
concentration (in the syringe before filling)

Analytical methods Insulin quantifica-
tion was performed with a liquid chromatog-
raphy system (LC-2010, Shimadzu) equipped
with an UV detector. The stationary phase
was an Aeris WIDEPORE XB-C18 (3.6 µm,
100×4.6 mm, 200 Å, Phenomenex, France).
The mobile phase was composed of two phases
: phase A (water + formic acid 0.1% (v/v))
and phase B (acetonitrile + formic acid 0.1%
(v/v)). A gradient was performed over time :

• 0 - 5min : phase A 88%

• 5 - 25 min : phase A 88% → 70 %

• 25 - 30 min : phase A 88%

2.2 Computational procedures

We used the all-atom CHARMM36 force-
field33 to model insulin, TOTM, PE and PVC
molecules. The systems were prepared with
the CHARMM-GUI interface.34 We chose this
forcefield because it has shown33 to perform
correctly in reproducing a range of protein
NMR properties and in modeling accurately
protein structure and dynamics. This force
field was optimized using the standard TIP3P
model35 for water. As a result, the water
molecules were simulated with the TIP3P
model35 as recommended by some works.33,36

Crystalline PE was made of 280 chains of 80
monomers. All the chains were aligned with
the y-axis and arranged according to the PE
orthorhombic structure with the Pnam space
group and unit cell parameters (a = 7.40 Å, b =
4.93 Å and c = 2.53 Å). PVC surface was com-
posed of 70 chains of 100 monomers. Plasticized
PVC box was composed of 160 PVC chains of
25 monomers and of 308 TOTM molecules. As
a result, the plasticizer concentration was equal
to 40% (m/m) and correspond to typical con-
centrations used in medical devices. Insulin
structure was obtained from the 4GBN dimeric
structure available from the protein databank.
A monomeric form was obtained by using the
CHARMM-GUI interface. Simulation boxes
were created with PACKMOL package37 and
were composed of a polymer surface (PE, PVC
or TOTM/PVC), one monomeric insulin, 15000
water molecules and counter-ions (63 Na+ and
60 Cl – ). The number of chloride and sodium
ions were adjusted to both neutralize the sys-
tem and set the concentration of NaCl to 0.1
M. The box dimensions were Lx= 86.4Å , Ly=
84.1Å, Lz = 90.8 Å. Figure 2 shows a con-
figuration of insulin interacting with a plasti-
cized PVC surface along with conformations of
TOTM and insulin molecules.

a) simulation box

b) TOTM

c) insulin

Figure 2: a) Typical configuration of one as-
part insulin molecule in interaction with a plas-
ticized PVC including solvent molecules and
counter-ions. b) and c) show the chemical
structures of the TOTM and insulin molecules.

Molecular dynamic simulations were per-
formed with the LAMMPS package.38 Periodic
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boundary conditions were applied in the three
dimensions. The integration of motion was per-
formed by applying the standard velocity-Verlet
algorithm with a timestep of 2 fs. The Lennard-
Jones crossing parameters were calculated using
the Lorentz-Berthelot rules. The Nosé-Hoover
thermostat and barostat algorithm were used
to maintain the temperature at 300 K and the
pressure at 1 atm. The cutoff radius was fixed
to 12 Å. The electrostatic interactions were han-
dled with the PPPM 3D method.39,40

The potential of mean force (PMF) was
calculated by using an extended version
(eABF)41–43 of the Adaptive Biasing Force
(ABF) method.44–47 A description of the cal-
culation of the derivative of the Gibbs free
energy profile with eABF is given in a recent
paper.21 The calculations were performed in the
NpzzAT statistical ensemble where the surface
area A = LxLy is constant. In this ensemble,
the PMF profile corresponds to the Gibbs free
energy profile ∆G(z) along the z-coordinate
between the z-positions of the center of mass
of the polymer surface and insulin. Different
orientations of the drug with respect to the
polymeric surfaces can be sampled by the e-
ABF method, as we have shown in a previous
paper21 but it is not guaranteed to observe
them over a period of a few hundred nanosec-
onds. We adopted the convention that the
Gibbs free energy ∆G(z) is zero for the largest
separation distance between insulin and the
polymeric surface. Statistical fluctuations on
the Gibbs free energy profiles were estimated to
be in the range of 2-3 kJmol−1 in the region of
the Gibbs free energy minimum.21 These stan-
dard deviations were calculated by performing
5 independent calculations of ∆G(z).21 The
computation of each PMF curve took from 6 to
8 CPU days over 64 processors at a time. Stan-
dard molecular dynamic studies were performed
by using starting configurations corresponding
to those of the Gibbs free energy minimum of
the PMF curves. A equilibration time of 1 ns
and was followed by an acquisition phase of 20
ns. These simulations were carried out to de-
scribe the interfacial region in terms of density
profiles and to investigate the possible changes
of the conformation of insulin upon adsorption.

3 Results and discussions

We used the HPLC method to detect any loss
by sorption of insulin solutions with different
tubings. Figure 3 shows the evolution over time
(in hours) of the concentration of insulin dur-
ing static contact with PE, unplasticized and
plasticized PVC materials. Even if a drug loss
in the range of 3-5% is observed just after fill-
ing, we note that this loss reaches after 24 hours
14%, 12% and 8% for PVC, PVC-TOTM and
PE tubings, respectively.
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Figure 3: Experimental evolution of insulin
concentration in static contact with PE and
PVC tubings compared to initial concentra-
tions. The error-bars, less than 1%, cannot be
read with the scale used.

These experiments establish that PE and
PVC tubings are not completely inert with re-
spect to insulin since they induce a slight loss.
As a quantitative comparison reported in a pre-
vious work,21 paracetamol does not show any
adsorption with PE and PVC tubings whereas
diazepam shows a significant loss of 97% after
24 hours for plasticized PVC-TOTM tubings.
In addition, the diazepam loss remains insignif-
icant (less than 1%) for unplasticized PVC tub-
ings and increases to 13% for PE.
We plot in Figure 4 the profiles of the

Gibbs free energy ∆G(z1) as a function of
the z1-separation distance between the centers-
of-mass of the material and insulin molecule.
These profiles were calculated with PE, pure
PVC and plasticized PVC-TOTM surfaces.
These time-consuming PMF calculations show
that an adsorption is possible from a thermo-
dynamic viewpoint between aspart insulin and
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the different materials. Indeed, the three pro-
files show portions of curves with negative ∆G
values located close to the surfaces indicating
the the adsorption process is thermodynami-
cally favored. Let us remind that the calculated
free energy of adsorption is a global value in-
cluding the enthalpy and entropy contributions
of both adsorption of insulin and desorption of
water molecules initially adsorbed at the sur-
face. The region of lowest negative free energy
values extend over a bout 5 Å. The typical val-
ues of ∆G(z1) in these depths fall into a range
of -27 to -21 kJ kJmol−1 as reported in Table 2
as ∆Go

ads values. These values of ∆Go
ads are rel-

atively low and describe a weak physisorption
mechanism in line with the fact that insulin and
the polymeric material interact through weak
van der Waals interactions. The interaction be-
tween insulin and atoms of the surface is fa-
vorable and the electrostatic interactions con-
tribute by 93% to the total energy against only
7% for the Lennard-Jones contribution. The or-
der of magnitude of ∆Go

ads values is in line with
the measurements of loss by sorption of insulin
solutions which actually show a slight adsorp-
tion of insulin onto tubings. Some configura-
tions representative of the region of minimum
free energy are shown in Figure 5.
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Figure 4: Gibbs free energy profiles ∆G(z1)
of the adsorption process of insulin onto poly-
meric materials (PE, PVC and PVC-TOTM)
as a function of the z1-separation distance be-
tween the centers-of-mass.

In order to make a comparison with another
drug which is known to adsorb onto medi-

cal tubings,19,48 we plot in Figure 6 the PMF
curves21 between diazepam and the same poly-
meric surfaces. First, the shape of the PMF
curves are very different with diazepam : the
region of the well of the ∆G curve is much
smaller. With the PE surface, the well is
very narrow and the width is increasing up
to about 2Å with pure PVC and plasticized
PVC materials. The width of the well is
then explained by the size of diazepam and
the nature of the surface. Second, from an
energy viewpoint, Figure 6 also shows that
the PMF curves calculated with insulin fall
between those of diazepam-PVC, diazepam-
PE and diazepam-PVC-TOTM interactions for
which experiments conclude that there is no
loss, slight and dramatic drug loss, respectively.
It means that the calculated PMF curves cal-
culated with insulin predict very weak interac-
tions resulting in a moderate adsorption on tub-
ings and a slight loss of insulin.
Another connection with experiments can be

made through the calculation of the number of
adsorbed molecules. This number is estimated
as

lads =

∫ ∞

surface

(
exp

(
−∆G(z)

RT

)
− 1

)
dz (1)

where R is the universal gas constant and T
the temperature set at 300K. The number of
adsorbed drug molecules per unit area, at equi-
librium is the same as the number of such
molecules in a slab of solution of thickness lads.
Adsorption has a significant impact on the con-
centration in the solution if lads is not negligible
versus the volume/area ratio of the container,
taking into account that roughness actually in-
creases the effective area. The values of lads are
given in Table 2. We observe here that the or-
der of magnitude of this parameter is in line
with a slight adsorption of insulin on the tub-
ings investigated here. For a comparison with a
drug that leads to a significant adsorption, the
interaction of diazepam with PVC-TOTM (see
Figure 6) yields lads = 4× 105 µm. This means
when HPLC measurements show a strong ad-
sorption, the values of lads are by no means
comparable (at least two orders of magnitude
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higher) to systems with insulin for which only
weak adsorptions are detected.

Figure 5: Typical configurations representative
of the region of minimum Gibbs free energy for
the a) PE, b) PVC and c) PVC-TOTM mate-
rials. The water molecules have been omitted
for clarity.

Now that the analysis of the PMF curves is in
line with the experimental data, we pay atten-
tion to the structural insights describing the ad-
sorption of insulin on the different surfaces. The
global shape of insulin can be characterized by
the asphericity coefficient and the components
of the square radius of gyration. The aspheric-
ity (δ) was estimated by using the method de-
scribed by Tsai el al.49 The eigenvalues αi were
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Figure 6: Gibbs free energy profiles ∆G(z1)
calculated during the adsorption process of in-
sulin and diazepam molecules onto PE, PVC
and PVC-TOTM surfaces as a function of the
z-separation distance between the centers-of-
mass defined here by z1

obtained from the diagonalization of the ra-
dius of gyration tensor and used to calculate
asphericity as in Eq.2.

⟨δ⟩ = 1− 3⟨α1α2 + α2α3 + α1α3

(α1 + α2 + α3)2
⟩ (2)

where <> indicate that the average is carried
out over the configurations saved during the
course of the simulations. For δ = 0, the insulin
adopts a spherical conformation and δ = 1 char-
acterizes a rod-like conformation. The compo-
nents of the mean square radius Rg2α,β of gyra-
tion were also calculated using Eq.3 and listed
in Table 2 along with the values of δ.

< Rg2α,β >=
1

M

N∑
I=1

mi(ri,α−rCM,α)(ri,β−rCM,β)

(3)
wheremi the mass of atom i, M the molar mass
of insulin and N the total number of atoms. ri
and rCM are the positions of the atom i and
the center of mass of insulin, respectively. α
and β can represent x, y and z directions. The
normal component is calculated via Rg2zz and
the parallel component via 1/2 (Rg2xx + Rg2yy).
Table 2 indicates that the global shape of the

insulin is not fully spherical and characterized
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Table 2: Asphericity coefficient δ, number of adsorbed molecules (Iads), normal (Rg2zz) and parallel
(Rg2para.) components of the mean square radius of gyration Rg2 as a function of the material
used. Rg is then calculated as the root mean square radius of gyration Rg2. Gibbs free energy
of adsorption ∆Go

ads are obtained from the minimum of the PMF curves. The subscripts give the
accuracy of the last decimal(s), i.e, -273 means -27 ± 3 kJ mol−1. The values in water correspond
to a simulation of a free insulin molecule in water.

Device in contact δ Rg2para. Rg2zz Rg ∆Go
ads Iads

(Å2) (Å2) (Å) (kJmol−1) (µm)
PE 0.061 433 252 10.620 -273 24.5
PVC 0.051 412 211 10.120 -263 1.3
PVC-TOTM 0.051 353 322 10.120 -213 8.9
Water 0.051 358 348 10.220

by δ = 0.05. The radius of this sphere is about
10.1 Å as suggested by the root mean square
radius of gyration. The value of this radius
remains unchanged with respect to the differ-
ent materials and bulk conditions. A thorough
analysis requires the calculation of the compo-
nents of the radius of gyration (see Table 2).
When insulin adsorbs onto surfaces, the normal
component of the mean square radius of gyra-
tion of insulin decreases by up to 21% whereas
the parallel component increases by about 22%
indicating that the molecule flattens on the sur-
face. We also observe that insulin flattens fur-
ther with PE and unplasticized PVC surfaces.
The presence of the plasticizer mitigates this
conformational change with an insulin confor-
mation close to that observed in bulk water. It
means that the presence of plasticizers at the
surface makes the interfacial region more fluid
and weakens the impact of the solid surface.
A contact map is presented in Figure 7 was

also computed and represents the distance be-
tween each of the amino acids in a 51×51 sym-
metrical matrix. This contact map is relative
to the situation where the insulin is free in wa-
ter. In other words, Figure 7 informs about the
changes in the intramolecular distances with re-
spect to those calculated in water. We observe
that the main changes occur in the distances
between amino acids belonging to the chains A
and B. More precisely, the distances that are
modified by adsorption are those that corre-

spond to the distances between amino acids of
the A chain (especially the first 10-15 residues)
and the last 5 amino acids (Tyr26-Thr27-Asp28-
Lys29-Thr30) of the B chain. The ends of both
insulin chains are not involved into secondary
or tertiary structure and thus present a higher
mobility than other segments of the protein. It
is therefore not surprising to observe distance
variations at the end of the insulin chains sug-
gesting that the overall protein structure was
not altered by the adsorption process.
We now focus on the description of the in-

terfacial region in terms of atomic distributions
along the normal to the surface (see Figure 8).
In the case of PE-water interface, the water
density profile shows adsorption peaks close to
the crystalline PE surface whereas it decreases
steadily to zero in the interfacial region with
amorphous PVC surfaces. The atomic density
profiles of insulin extend to over a region of
about 20 Å in line with the values of radius of
gyration. We find again that the density pro-
file of insulin is more extended over z with the
plasticized PVC surface in line with the normal
component of Rg2. For the PVC-TOTM sur-
face, the interfacial region is composed of PVC
chains, TOTM and water molecules meaning
that the insulin interact with all these species in
this region. The density profile of water ressem-
bles to that found in liquid-liquid interfaces.50,51

All these profiles show a physical adsorption of
the insulin but the amorphous nature of PVC
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A1

A21

B1

B30

a)

b)

c)

Figure 7: Insulin contact map between the
amino acids of chains A and B when insulin
molecule adsorbs onto a) PVC and b) PVC-
TOTM surfaces. A point of the contact map
represents the difference in the distances calcu-
lated within the insulin as it is free in water and
when it adsorbs onto the material. For com-
pleteness, a description of the two chains with
a listing of the amino-acids is given in c) where
the residues from 1 to 21 are part of the A-chain
whereas the B-chain is formed by the residues
from 22 to 51.

surfaces makes it possible for insulin to pen-
etrate a little further in the interfacial region
without energetically strengthening the adsorp-
tion. With the PVC-TOTM surface, the plas-
ticizer molecules sample the PVC surface while
forming a layer at the water interface. These
density profiles are in line with the features ob-
served in the typical atomistic configurations

of Figure 5. With the PE surface, the con-
tact area is on a flat surface whereas we ob-
serve local roughnesses for the PVC interfaces
showing a conformational adaptation of the ad-
sorbed insulin. Concerning the interaction of
insulin with water molecules, we can estimate
it through the calculation of the total number
of hydrogen bonds between insulin and water
molecules. The calculation is based upon the
following definition : the X-H..O distance is re-
quired to be less than 2.5 Å and the H-X...O
angle to be less than 30o where X represents
either O or N. Based upon this definition, we
can also calculate the number of intramolecu-
lar hydrogen bonds within insulin. In the case
of insulin free in bulk water, we calculate a
total number of hydrogen bonds of 78 ± 6 of
which 19±3 are intramolecular hydrogen bonds.
When insulin adsorbs on the PE surface, the to-
tal number of hydrogen bonds decreases slightly
to 75±6. In the case of the interaction of insulin
with PVC-TOTM, the total number of hydro-
gen bonds including the hydrogen bonds with
TOTM molecules decreases to 69 ± 6 with a
slight increase of the intramolecular hydrogen
bonds (23 ± 3). These calculations show that
the loss of hydrogen bonds due to the adsorp-
tion is at maximum 11% of the total of hydro-
gen bonds calculated in bulk water conditions.
This analysis confirms that the weak free en-
thalpy of adsorption is the result of favorable
interactions between insulin and polymeric ma-
terials through predominant electrostatic inter-
actions and unfavorable free enthalpy contribu-
tions due to the desorption of water molecules
and dehydration of insulin.

4 Conclusions

In this work, experiments have shown radically
different behaviors of drugs (such as for exam-
ple diazepam and insulin) when they are in con-
tact with PE and plasticized and unplasticized
PVC tubings. One way of interpreting these
differences in behavior is to look at the micro-
scopic scale to understand molecular interac-
tions. It is then possible by molecular simula-
tions to investigate microscopic effects related
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Figure 8: Atomic density profiles of PVC,
TOTM, insulin and water molecules calculated
in the direction perpendicular to the surface
where z represent the position of atoms. The
density profiles of insulin should be read on the
right-hand scale. The profiles of a), b) and c)
represent the adsorption of insulin onto the PE,
PVC and PVC-TOTM materials, respectively.

to molecular origins which cannot be seen at
macroscopic scales. The statistical thermody-
namics takes advantage of linking the micro-
scopic and macroscopic scales and allows us
the calculation of the potential of mean force.
The interpretation of the experimental results
is then done in the light of the calculation of the
Gibbs free energy profile. This is not an easy
task for insulin and it is already a huge effort
to link the two scales. The coupling between
experiments and simulations is essential for an
in-depth understanding of sorption.

We have combined different molecular simu-
lation methodologies and experiments to inves-
tigate the adsorption of aspart insulin on PE,
unplasticized PVC and PVC-TOTM materials.
HPLC measurements suggest a slight loss of in-
sulin by adsorption but this loss is in no way
comparable to that measured with other drugs
such as for example diazepam which can reach
97% after 24 hours.21 The determination of the
Gibbs free energy of adsorption through the cal-
culation of the potential of mean forces confirms
a weak adsorption which falls into a range of -27
to -21 kJ mol−1 for the materials studied here.
Standard molecular dynamics simulations

have been performed to characterize the adsorp-
tion of aspart insulin in terms of conformational
changes and local molecular arrangements at
the interfacial region. First, the global shape of
insulin can be seen as a sphere of radius 10 Å.
The asphericity of insulin is not impacted by
the adsorption even if we observe that insulin
slightly flattens itself onto the surface. The
plasticizer (TOTM) tends to attenuate this
effect by making the interfacial region more
fluid. The interfacial regions have been an-
alyzed through the atomic density profiles of
polymer chains, insulin, water and plasticizer
molecules. These simulations have established
that the water molecules adopt a different dis-
tribution at the interface with PE than with
PVC materials. As expected, with the PVC-
TOTM surface, the plasticizer molecules re-
main into the material but also form a layer
at the water interface. These profiles have the
merit of characterizing the adsorption process
at the structural level. A slight loss of hydrogen
bonds between insulin and water molecules has
been observed upon adsorption.
We have tried to make the simulations as

realistic as possible by considering all species
(insulin, water, polymer chains and plasticiz-
ers). The calculation of the Gibbs free energy
profile during the adsorption process remains
a genuine challenge as such simulations are
time-consuming but the comparison with ex-
periments is very instructive and opens the way
for controlling the interactions between drugs
and materials to avoid sorption of drugs. These
atomistic simulations are essential even on lim-
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ited times of a few hundred nanoseconds which
prevent us from observing orientation changes,
rotations of the molecule and moreover to inves-
tigate association/dissociation process through
the calculation of residence times of insulin on
the surface. All these aspects which imply an
evolution in time will only be possible by re-
ducing the number of degrees of freedom and
simplifying the model.
In short term, an alternative would be to re-

place the full atomistic representation of the
different species which is computationally pro-
hibitive by a coarse-grained (CG) description
of the interactions which should allow to access
longer time scales. Nevertheless, these CG sim-
ulations need these atomistic simulations with
higher resolutions to develop realistic and ac-
curate CG models52 through bottom-up ap-
proaches.53–55
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