
HAL Id: hal-03589076
https://hal.science/hal-03589076

Submitted on 29 Mar 2022

HAL is a multi-disciplinary open access
archive for the deposit and dissemination of sci-
entific research documents, whether they are pub-
lished or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

L’archive ouverte pluridisciplinaire HAL, est
destinée au dépôt et à la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche français ou étrangers, des laboratoires
publics ou privés.

Genome-wide association analyses identify new Brugada
syndrome risk loci and highlight a new mechanism of

sodium channel regulation in disease susceptibility
Julien Barc, Rafik Tadros, Charlotte Glinge, David Chiang, Mariam Jouni,
Floriane Simonet, Sean Jurgens, Manon Baudic, Michele Nicastro, Franck

Potet, et al.

To cite this version:
Julien Barc, Rafik Tadros, Charlotte Glinge, David Chiang, Mariam Jouni, et al.. Genome-wide associ-
ation analyses identify new Brugada syndrome risk loci and highlight a new mechanism of sodium chan-
nel regulation in disease susceptibility. Nature Genetics, 2022, 54 (3), pp.232-239. �10.1038/s41588-
021-01007-6�. �hal-03589076�

https://hal.science/hal-03589076
https://hal.archives-ouvertes.fr


Barc J, Tadros R, Glinge C, Chiang DY, Jouni M, Simonet F, Jurgens SJ, Baudic M, Nicastro M, Potet F, 

Offerhaus JA, Walsh R, Choi SH, Verkerk AO, Mizusawa Y, Anys S, Minois D, Arnaud M, Duchateau J, 

Wijeyeratne YD, Muir A, Papadakis M, Castelletti S, Torchio M, Ortuño CG, Lacunza J, Giachino DF, 

Cerrato N, Martins RP, Campuzano O, Van Dooren S, Thollet A, Kyndt F, Mazzanti A, Clémenty N, 

Bisson A, Corveleyn A, Stallmeyer B, Dittmann S, Saenen J, Noël A, Honarbakhsh S, Rudic B, Marzak H, 

Rowe MK, Federspiel C, Le Page S, Placide L, Milhem A, Barajas-Martinez H, Beckmann BM, Krapels 

IP, Steinfurt J, Winkel BG, Jabbari R, Shoemaker MB, Boukens BJ, Škorić-Milosavljević D, Bikker H, 

Manevy FC, Lichtner P, Ribasés M, Meitinger T, Müller-Nurasyid M; KORA-Study Group, Veldink JH, 

van den Berg LH, Van Damme P, Cusi D, Lanzani C, Rigade S, Charpentier E, Baron E, Bonnaud S, 

Lecointe S, Donnart A, Le Marec H, Chatel S, Karakachoff M, Bézieau S, London B, Tfelt-Hansen J, 

Roden D, Odening KE, Cerrone M, Chinitz LA, Volders PG, van de Berg MP, Laurent G, Faivre L, 

Antzelevitch C, Kääb S, Arnaout AA, Dupuis JM, Pasquie JL, Billon O, Roberts JD, Jesel L, Borggrefe M, 

Lambiase PD, Mansourati J, Loeys B, Leenhardt A, Guicheney P, Maury P, Schulze-Bahr E, Robyns T, 

Breckpot J, Babuty D, Priori SG, Napolitano C; Nantes Referral Center for inherited cardiac 

arrhythmia, de Asmundis C, Brugada P, Brugada R, Arbelo E, Brugada J, Mabo P, Behar N, Giustetto C, 

Molina MS, Gimeno JR, Hasdemir C, Schwartz PJ, Crotti L, McKeown PP, Sharma S, Behr ER, 

Haissaguerre M, Sacher F, Rooryck C, Tan HL, Remme CA, Postema PG, Delmar M, Ellinor PT, Lubitz 

SA, Gourraud JB, Tanck MW, George AL Jr, MacRae CA, Burridge PW, Dina C, Probst V, Wilde AA, 

Schott JJ, Redon R, Bezzina CR. 

Genome-wide association analyses identify new Brugada syndrome 

risk loci and highlight a new mechanism of sodium channel 

regulation in disease susceptibility 








































	2022 Bar et alV2-00
	2022 Bar et alV2-01
	2022 Bar et alV2-02
	2022 Bar et alV2-03
	2022 Bar et alV2-04
	2022 Bar et alV2-05
	2022 Bar et alV2-06
	2022 Bar et alV2-07
	2022 Bar et alV2-08
	2022 Bar et alV2-09
	2022 Bar et alV2-10
	2022 Bar et alV2-11
	2022 Bar et alV2-12
	2022 Bar et alV2-13
	2022 Bar et alV2-14
	2022 Bar et alV2-15
	2022 Bar et alV2-16
	2022 Bar et alV2-17
	2022 Bar et alV2-18
	2022 Bar et alV2-19

