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Abstract: Background: Human-induced pluripotent stem cell-derived hepatocytes (iHeps) have
been shown to have considerable potential in liver diseases, toxicity, and pharmacological studies.
However, there is a growing need to obtain iHeps that are truly similar to primary adult hepatocytes
in terms of morphological features and functions. We generated such human iHeps, self-assembled as
organoids (iHep-Orgs). Methods: iPSC-derived hepatoblasts were self-assembled into spheroids and
differentiated into mature hepatocytes modulating final step of differentiation. Results: In about four
weeks of culture, the albumin secretion levels and the complete disappearance of α-fetoprotein from
iHep-Orgs suggested the acquisition of a greater degree of maturation than those previously reported.
The expression of apical transporters and bile acid secretion evidenced the acquisition of complex
hepatocyte polarity as well as the development of a functional and well-defined bile canalicular
network confirmed by computational analysis. Activities recorded for CYP450, UGT1A1, and alcohol
dehydrogenase, response to hormonal stimulation, and glucose metabolism were also remarkable.
Finally, iHep-Orgs displayed a considerable ability to detoxify pathological concentrations of lactate
and ammonia. Conclusions: With features similar to those of primary adult hepatocytes, the iHep-
Orgs thus produced could be considered as a valuable tool for the development and optimization of
preclinical and clinical applications.

Keywords: liver organoids; hiPSCs; hiPSC-derived hepatocytes; HLCs; self-assembling; hepatic
mature functions; bile acids; bile canaliculi network; metabolism; detoxification

1. Introduction

Through guided differentiation, human-induced pluripotent stem cells (hiPSCs) offer
a reliable source of hepatocytes that are certainly proving themselves useful in numerous
tissue engineering and personalized medicine applications [1–6]. However, concerns persist
regarding the lack of functional maturity and long-term maintenance in culture of hiPSC-
derived hepatocytes (iHeps). Indeed, iHeps still display a fetal hepatic phenotype rather
than an adult one [7,8] and, in particular, they continue to express fetal markers such as
α-fetoprotein (AFP), as well as being poor at reproducing key mature functions, such as the
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activity of many detoxification enzymes [8,9]. Improved protocols and 3D culture systems
have shown that the hepatic functions of iHeps can be enhanced, thus contributing to the
study of liver development, diseases and the efficacy of medicinal products [3–5,10,11], but
hepatocytes with adult features have still not been generated. This hurdle currently remains
the principal drawback of iHeps in terms of applications where a considerable degree of
maturity is required, such as pharmacology/toxicology studies and the development of
in vitro systems to model liver physiology and pathophysiology. Furthermore, the potential
for iHeps to offer an unlimited source of cells makes them an attractive tool for progress
in preclinical and clinical applications such as the development of external bioartificial
liver (BAL) devices and liver organoid transplantation [5,12–15]. However, the restricted
morphological and functional maturity of iHeps and their lack of long-term functional
stability are issues that continue to limit their applicability to regenerative medicine.

During this study, we self-assembled hiPSC-derived liver progenitors and refined the
final step of our differentiation protocol [16] to generate hepatocyte organoids (iHep-Orgs).
Alongside hepatocyte growth factor (HGF), the iHep-Orgs were exposed to vitamin K
and were supplied daily with changing concentrations of dexamethasone (Dex); moreover,
oncostatin M (OSM) concentrations were gradually tapered until complete removal. The
disappearance of AFP expression and its secretion as well as the ability to fulfil diverse
hepatic functions showed that the iHep-Orgs thus generated reached an improved stage of
maturation when compared to previously reported data, coming closer to reproducing the
functions of primary adult hepatocytes.

2. Materials and Methods
2.1. hiPSC-Derived Hepatocyte Organoids

Human iPSCs were differentiated into hepatoblasts (iHBs) according to our previously
published protocol with some minor modifications [16,17]. Briefly, hiPSCs were seeded
on gelatin-coated plates and iHB differentiation was induced using growth factors and
cytokines, as reported in the Supplementary Materials and Table S1.

On day 11, the iHBs were harvested (StemPro Accutase Cell Dissociation Reagent;
Gibco, Waltham, MA, USA) and processed to induce their self-assembly, differentiation,
and maturation into iHep-Orgs. Briefly, non-adherent agarose µ-cylinders (µwells) were
created as previously reported [18] using silicone molds. Progenitors were seeded at a
density of 3500 iHBs per organoid and incubated at 37 ◦C under 5% CO2. From this point
onwards, 20 ng/mL of hepatocyte growth factor (HGF), 0.1 nM of dexamethasone (Dex),
and 20 ng/mL of oncostatin M (OSM) were used to induce hepatocyte differentiation.
Hepatocyte basal medium (HBMTM) complementing the HCMTM bullet kit (Lonza, Walk-
ersville, MD, USA) was used subsequently while omitting hydrocortisone and human
epidermal growth factor, and refreshed every other day. On day 18 of the differentiation
protocol 10 ng/mL vitamin K1 (Roche, Basel, Switzerland) was introduced and maintained
until the end of the culture, alongside 20 ng/mL of HGF, 0.1 nM of Dex, and 20 ng/mL of
OSM. From day 20, Dex was administered at an everyday rate which ensured that its supply
was reduced to 0.05 nM and then reversed back to 0.1 nM every 24 h until the end of the
culture. From day 22, 0.5 nM of Compound E (Santa Cruz Biotechnology, Santa Cruz, CA,
USA) and 5 nM of SB431542 (Tocris Biosciences, Bristol, UK) were added to the medium
while the OSM concentration was decreased by half every other day (10 ng/mL; 5 ng/mL;
2.5 ng/mL) until its complete removal. The 3D culture of iHep-Orgs was extended until
day 38.

2.2. In Vitro Assessment of Hepatocyte Functions

Albumin and αFetoprotein secretion. Culture media were collected 24 h after refresh-
ing the medium. AFP levels were measured using the AFP Human ELISA Kit (Fisher
Scientific, Waltham, MA, USA) according to the manufacturers’ instructions. Albumin
secretion was quantified using the Human Albumin ELISA Quantification Set (Bethyl
Laboratories, Montgomery, TX, USA), as instructed.
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Bile acid production and transport (excretion). The production of bile acids (BAs)
by iHep-Orgs were investigated by liquid chromatography-tandem mass spectrometry
(LC-MS/MS) on cell lysates and culture supernatants as previously described [19]. Moreover,
the total BA content was quantified in both iHep-Orgs and PHH-Orgs using the Total
Bile Acid (TBA) (Human) ELISA Kit (BioVision, Milpitas, CA, USA) in accordance to the
manufacturer’s instructions. Moreover, BA transport in iHep-Orgs was investigated by DCFA
(5(6)-Carboxy-2′,7′-dichlorofluorescein) (Abcam, Cambridge, UK) metabolism. The samples
were incubated with 5-mM probe solutions for 30 min; after washing, images were captured
under the microscope (EVOS™ FL Auto Imaging System) in the GFP channel. The iHep-Orgs
were then fixed and labeled for the Bile Salt Export Pump (BSEP) apical transporter.

Morphology of bile canaliculi. The image datasets resulting from DCFA assays and
immunofluorescence labeling were processed using FIJI software to obtain 3D reconstruc-
tions of the bile canaliculi to enable their visualization and measurement of their length.
Details are reported in the Supplementary Materials. Three samples were analyzed during
six independent experiments.

2.3. Hepatocyte Biotransformation Abilities

Phase I metabolism—Oxidative and reductive reactions. To measure cytochrome P450
activity, luminescence-based assays (Promega, Madison, WI, USA) for cytochromes (CYP)
1A1, 1A2, 2B6, 3A7, and 3A4 were used as instructed. Moreover, the activities of CYP1A2
and CYP3A4 were investigated in more detail. Information on the protocols used is given
in the Supplementary Materials.

Phase II metabolism—conjugation reaction. Uridine diphospho-glucuronosyl trans-
ferase 1A1 (UGT1A1) activity was assessed by quantifying the glucuronidation of 4-
Methylumbelliferone (4-MU) (Sigma–Aldrich, St. Louise, MO, USA). iHep-Orgs and PHH-
Orgs were treated with 100 µM 4-MU for 24 h then the supernatants were collected and the
metabolite was quantified using a fluorescence microplate reader at 450 nm (Spectafluor
Plus, TECAN, Männedorf, Switzerland).

Alcohol detoxification. To evaluate alcohol metabolism in iHep-Orgs and PHH-Orgs,
the Alcohol Dehydrogenase (ADH) Activity Colorimetric Assay Kit (CliniSciences, Nan-
terre, France) was used in accordance with the manufacturer’s instructions. iHep-Orgs
were tested with and without 10 mM EtOH.

Glucose metabolism. iHep-Orgs and PHH-Orgs were incubated for 4 h with 25 mM
D-Glucose and 100 nM insulin to mimic hyperglycemia. Glycogen synthesis and storage
were then determined using the Periodic Acid–Schiff (PAS) Staining Kit (Sigma–Aldrich)
according to the manufacturer’s instructions. The following day, about 500 organoids
were incubated in a glucose-free medium supplemented with 10 nmol/L glucagon (Sigma–
Aldrich) in order to mimic short fasting conditions and assess glycogenolysis. Furthermore,
to evaluate the capacity for gluconeogenesis, a long fasting state was mimicked by culturing
samples without glucose but supplemented with 2 mM of pyruvate for 15 h. The media
were then collected, and glucose levels determined using the High Sensitivity Glucose
Assay Kit (Sigma).

Lipid metabolism. iHep-Orgs were incubated for 24 h with 0.75 mM of cholesterol
lipid concentrate (Gibco), then fixed and cryopreserved. The formation of lipid droplets
was then assessed on cryosections (7 µm) using the Lipid (Oil Red O) Staining Kit (Sigma)
from both treated and non-treated iHep-Orgs.

Urea production and lactate detoxification under moderate pathological conditions.
iHep-Orgs and PHH-Orgs were treated for 4 h with ammonia (1.5 mM) and lactate (2 mM).
Urea production and lactate detoxification were assessed using the QuantiChrome Urea As-
say Kit (BioAssay Systems, Hayward, CA, USA) and Lactate Assay Kit (Sigma), respectively,
according to the manufacturer’s instructions.
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3. Statistics

The results were expressed as mean +/− standard deviation (SD). Statistical analysis
was performed by one-way ANOVA with the Tukey–Kramer test for multiple comparisons.
Values were considered to be significant for p values of <0.001 (***), <0.01 (**) and <0.05 (*).

4. Results
4.1. Generation and Characterization of iHep-Orgs

Our previously published differentiation protocol [16] enabled us to ensure the uni-
form differentiation of hiPSCs into iHBs (Figure 1A and Supplementary Figure S1A). A
homogeneous sheet of endoderm was obtained after five days of treatment with Activin A
and LY294002, and the input of FGF2, BMP4, HGF, and FGF4 (Supplementary Table S1) in-
duced the differentiation into hepatic progenitors by day 11. About 98% of endoderm cells
were positive for CXCR4 expression at day 5, and 99.4% of the iHB population were positive
for expression of the epithelial cell adhesion molecule (EPCAM) by day 11 of culture (data
not shown). Gene expression analysis confirmed the disappearance of pluripotent mark-
ers alongside the appearance of hepatoblastic markers (Supplementary Figure S1B). At
day 11, iHBs displayed a well-defined morphology and markers such as the hepatocyte nu-
clear transcription factor HNF4α and α-fetoprotein (AFP) appeared to be homogeneously
expressed at day 11 (Supplementary Figure S1C). EPCAM and cytokeratin 19 (CK-19)
intermediate filament proteins, responsible for the structural integrity of epithelial-like
cells, were also expressed in all the cells, as revealed by immunofluorescence analysis
(Supplementary Figure S1C). To generate hepatocytes with mature features, iHBs were
self-assembled in inert agarose µwells. The cells quickly rearranged themselves into small
clusters that fused into a smooth and well-defined iHep-Org within 24 h (day 12) (Figure 1A
and Supplementary Figure S1A), whereas PHHs seeded in the same conditions and used
as control took 48 h before generating organoids (Supplementary Figure S2). iHep-Orgs
retained their shape and compactness over time; minor changes in diameter were observed
but no significant changes to DNA content were recorded (Figure 1B) as also confirmed by
low Ki67 labeling (data not shown). In particular, after 38 days of culture and despite an
average diameter of 250 µm being reached, the organoids were still viable and an absence
of necrotic cores was confirmed by H&E staining (Figure 1Ca,Cb). Their gene expres-
sion profile analyzed using RT-PCR (Supplementary Figure S3) revealed the expression
of hepatic markers as soon as 24 h of 3D culture (day 12); these included mRNAs for α1-
antitrypsin (A1AT), asialoglycoprotein receptor (ASGR), HNF4α, low-density lipoprotein
receptor (LDL-R), and apolipoprotein AII (APO-A II). mRNAs for HNF1α, bilirubin UDP-
glucuronosyltransferase (Bil-UGT), and CYP2B6 were also expressed from days 15, 18,
22, and 28, respectively, thus confirming iHep-Org maturation over time (Supplementary
Figure S3). Most remarkably, AFP mRNA expression in iHep-Orgs vanished completely
within one week of culture (day 18), while ALB mRNA was already expressed within 24 h.
Likewise, a decrease in CYP3A7 mRNA levels and the growing expression of CYP3A4
were recorded (Figure 1D). Quantitative PCR (qPCR) confirmed these findings (Figure 1E).
Moreover, the expression profiles showed a loss of AFP mRNA within two weeks of 3D
culture, whereas the expression of albumin and CYP3A4 increased over time, with the
values recorded at day 38 reaching +65% and +68% of those recorded for PHHs.
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Figure 1. Generation of iHep-Orgs from hiPSCs. (A) Schematic representation of the differentiation
protocol and brightfield images of undifferentiated hiPSCs, differentiated endoderm (day 5), hep-
atoblasts (day 11), and self-organized iHep-Orgs after 24 h of assembling (day 12) and over time
(days 18, 25, 28, 38). Scale bars for brightfield images = 100 µm. Scale bars for iHep-Orgs = 500 µm.
Scale bars for magnifications = 100 µm. (B) Evolution of diameter and DNA content of iHep-Orgs
over time (measures carried out on 35 and 200 organoids, respectively). Graph represents mean
values ± SD (n = 16). (Ca) Viability assay of iHep-Orgs at day 38 of differentiation. Alive cells’ nuclei
are stained in blue; dead cells’ nuclei are stained in green. Scale bars = 100 µm. Images are the
Z-projections obtained by combining multiple images taken at different focal distances (z-stacking);
(Cb) H&E staining on section of a representative iHep-Org. Scale bar = 100 µm. (D) RT-PCR analysis
of AFP, ALB, CYP3A7, and CYP3A4 gene expression in iHep-Orgs over time and PHH-Orgs at day 8
of culture. (E) AFP, ALB, and CYP3A4 gene expression in iHep-Orgs over time (blue bars). PHHs
have been used as control (brown bars). Quantification is relative to the expression level in fetal
human hepatocytes (GS 20 weeks). Histograms represents mean ± SD (n = 16). *** indicates p < 0.001;
** indicates p < 0.01; * indicates p < 0.05.

4.2. Assessment of Hepatic Functions

At the protein level, AFP detection was lost by day 18, while increasing concentrations
of ALB were recorded over time (Figure 2A and Supplementary Figure S1D). At day 38,
7 µg/106/24 h of secreted ALB were detected, average value comparable to that recorded
for PHH-Orgs (Figure 2A left panel). Immunofluorescence analysis of whole iHep-Orgs
(Figure 2B) and iHep-Org cryosections (Figure 2C) showed that the cells were homoge-
neously differentiated into hepatocytes. Indeed, biliary markers as CK-19 and EPCAM
were no more expressed while hepatocyte markers were expressed uniformly on both
the surface and inside the iHep-Orgs. Moreover, the distribution of BSEP and multidrug
resistance proteins (MDR1 and MDR3), concomitant with the gap-junction protein CX32
expression, highlighted the acquisition of the typical hepatic complex basolateral-apical
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polarization and the formation of a bile canaliculi. In addition, the labeling of UGT1A1,
coagulation factor IX (FIX), glucose 6-phosphatase (G6Pase), and mitochondria confirmed
that iHep-Orgs had acquired an improved degree of maturation.

Figure 2. Immunofluorescence staining of iHep-Orgs at the final stage of the differentiation. (A)
ELISA quantification of AFP and ALB secretion of iHep-Orgs (blue bars) and PHH-Orgs (brown
bars). Histograms represent mean ± SD (n = 16). *** indicates p < 0.001; ** indicates p < 0.01;
* indicates p < 0.05 (B) Whole iHep-Orgs immunostained for HNF4α, ALB, CYP3A4, ZO-1, CK-8,
BSEP, and MDR3. Nuclei are stained with DAPI. Scale bars = 200 µm. (C) Sections (7 µm thick)
of iHep-Orgs immunostained for CK-19, EPCAM, AFP, ALB, HNF1α, ASGR, CX32, BSEP, MDR1,
MDR3, CYP3A4, UGT1A1, G6Pase, mitochondria, coagulation factor IX (FIX). Nuclei are stained with
DAPI. Scale bars = 100 µm.

4.3. Bile Acid Secretion and Bile Canalicular Network in iHep-Orgs

BA production and secretion were detected in iHep-Orgs already by day 20 (Supple-
mentary Figure S4A) in both cell lysates and culture supernatants. Cholic acid (CA) and
chenodeoxycholic acid (CDCA) were indeed secreted at three weeks of culture, alongside
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glycocholic acid (GCA). By day 38, a significant increase was observed in the secretion
of CA and CDCA, the major primary bile acids synthesized in the human liver, and
their conjugated forms with taurine (TCA and TCDCA) or glycine (GCA and GCDCA)
(Figure 3A, left panel). These findings thus attested to the correct expression and activity
of both microsomal enzyme cholesterol 7α-hydroxylase (CYP7A1) and bile acid coenzyme
A: amino acid N-acyltransferase (BAAT). Moreover, in terms of total BA secretion, no
significant differences were recorded between the metabolic capacities of iHep-Orgs and
PHH-orgs as of day 28 (Figure 3A, right panel). To characterize iHep-Org in greater detail,
basolateral/apical transporter activity and the formation of bile canaliculi were also inves-
tigated. First, an indocyanine green (ICG) uptake/release study revealed that iHep-Orgs
were able to uptake the probe within 15 min, thus evidencing the OATP1B3 (organic anion-
transporting polypeptide 1B3) and NTCP (Na+-taurocholate co-transporting polypeptide)
expression (Supplementary Figure S4B). Likewise, the complete excretion of dye in less
than 3 h indicated activity of the apical transporter MRP2 (multidrug resistance-associated
protein 2) at the apical pole of the hepatocytes. Second, using the fluorescent probe DCFA,
which is also a tracer of MRP2 transport, we observed the development of a network of
elongated bile canaliculi (BCs) at the surface of the iHep-Orgs (Figure 3B). In view of these
results, we wondered if the BC network might extend to the core of the organoids. We
therefore labeled 75-µm-thick slices of the DCFA-treated iHep-Orgs for BSEP expression
and analyzed the datasets obtained from imaging. The Z-stack reconstruction did indeed
confirm our hypothesis. As shown in Figure 3C, BCs looked as well-defined and finely
organized structures that appeared to involve a fair number of cells. Images and repre-
sentative regions of these slices were also further processed to obtain 3D reconstructions
of the network thus highlighted. This in-depth investigation clearly showed that a three-
dimensional and complex system of branching canaliculi extended within the organoids
(as shown in Figure 3D for ROI 1). Measurements of the BC revealed that this network was
mostly made up of 2 µm-, 5 µm-, and 10 µm-long canaliculi (82%) on the iHep-Org surface
and only 6% of the structures far exceeded these lengths. By contrast, in the organoid cores,
the percentage of small branches shifted significantly (57%) towards longer structures. In
particular, 6% of the BC detected were longer than 40 µm (Figure 3E).

4.4. Biotransformation Capabilities of iHep-Orgs

In order to achieve a broad characterization of the hepatocytic function in iHep-Orgs,
we turned to investigating phase I and II detoxification enzyme activities and their re-
sponsiveness to hormones, glucose deprivation and alcohol. The enzymatic activities of
CYP1A1, 1A2, 2B6, 3A7, and 3A4 were examined to evaluate xenobiotic phase I metabolism.
As expected, iHep-Orgs already displayed detoxification capabilities by day 25, and their
performance improved over time. Only CYP2B6 activity appeared later on, thus confirming
the data obtained from gene expression analysis. Moreover, all the isoforms investigated
responded to the induction treatment (Figure 4A). Significantly, the activity of CYP3A7,
the fetal isoform of CYP3A4, was the only enzyme whose recorded activity values were
close to zero, according to the RT-PCR results. This again indicates that the iHep-Orgs had
reached a significant level of maturation (Figure 4A). To obtain more detail and compare
our organoids with PHH-Orgs, CYP1A2, and CYP3A4 activities were also specifically
examined using EROD and BROD specific tests. Both isoforms in iHep-Orgs were able
to metabolize the drug supplied and responded to rifampicin treatment by a 50% reduc-
tion and 60% increase in CYP1A2 and CYP3A4 detoxification capabilities, respectively
(Figure 4B). Further confirmation of the high level of functional maturation achieved by
our organoids, their metabolic capacities closely mirror those of PHH-Orgs.
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Figure 3. Bile acid secretion and bile canaliculi network analysis of iHep-Orgs. (A) Left panel: bile
acid production and secretion by iHep-Orgs in culture supernatants at day 20 (light blue bars) and 38
(blue bars) of culture. Histograms represent mean ± SD (n = 3). CA = cholic acid; DCA = deoxycholic
acid; CDCA = chenodeoxycholic acid; GCA = glycocholic acid; GDCA = glycodeoxycholic acid;
GCDCA = glycochenodeoxycholic acid; TCA = Taurocholic acid; TDCA = taurodeoxycholic Acid;
TCDCA = taurochenodeoxycholic acid. Right panel: total bile acid production and secretion by iHep-
Orgs (blue bars) and PHH-Orgs (brown bars) over time. Histograms represent mean ± SD (n = 3).
(B) Live imaging of the bile canaliculi network formed by excretion of the fluorescent probe DCFA in
iHep-Org at day 38. Scale bar = 100 µm. (C) Immunofluorescence staining for the apical membrane
transporter BSEP in iHep-Org sections (75 µm) at day 38. Scale bar = 75 µm. (D) Left panel: 3D
reconstruction of the BC network from the apical membrane transporter BSEP staining in iHep-Org
sections (75 µm) at day 38. Right panel: 3D reconstruction of a segment (ROI 1) of the BC network
(rotation in x axis). (E) Quantification and length measurements of bile canaliculi recorded on the
surface (light blue bars) and in the core (blue bars) of the iHep-Orgs after DCFA treatment and BSEP
staining. Three iHep-Orgs from each of 6 independent experiments were analyzed.
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Figure 4. Activity of phase I and II metabolisms of iHep-Orgs. (A) CYP1A1, CYP1A2, CYP2B6,
CYP3A7 and CYP3A4 activities measured in iHep-Orgs without (light bars) and after induction
(blue bars). Histograms represent mean ± SD (n = 3). (B) CYP1A2 (EROD) and CYP3A4 (BROD)
specific activities of iHep-Orgs (blue shade bars) and PHH-Orgs (brown shade bars). Histograms
represent mean ± SD (n = 8). (C) UGT1A1 activity of iHep-Orgs (blue bars) and PHH-Orgs (brown
bars). Graph represents mean ± SD (n = 6). (D) ADH activity of iHep-Orgs (blue shade bars) and
PHH-Orgs (brown shade bars). *** indicates p < 0.001; ** indicates p < 0.01; * indicates p < 0.05.
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Glucuronidation through UGT1A1 (phase II metabolism) and the detoxification of
ethanol by alcohol dehydrogenase (ADH) are specific features of adult hepatocytes. Hepa-
tocyte organoids treated with 4-MU and EtOH displayed both UGT1A1 and ADH activity
as early as day 25 of culture, and a significant increase in detoxification capabilities over
time. At day 38 of differentiation, a 3-fold higher concentration of conjugated metabolite
was detected (Figure 4C) and importantly, the iHep-Orgs already displayed increased ADH
activity by day 25 of culture (Figure 4D), thus proving them to be capable of metabolizing
ethanol in an inducible manner. Unexpectedly, as early as day 25, iHep-Orgs proved to be
functionally comparable or superior to PHH-Orgs for both enzymatic activities.

Hepatocytes are crucial for the maintenance of normal glucose homeostasis, so we
investigated the glycogenolysis and gluconeogenesis capabilities of the iHep-Orgs as
they mimicked in vitro both a short-lived and lengthy fasting state (Figure 5A). Under
hyperglycemic conditions and insulin stimulation, the iHep-Orgs were able to respond
through glucose anabolism, as assessed by the glycogen storage observed (Figure 5Aa).
Moreover, in the absence of glucose (hypoglycemic state) and in the presence of glucagon,
the organoids were also able to catabolize the glycogen accumulated over the previous
24 h and then release it as glucose into the medium (Figure 5Ab). Likewise, iHep-Orgs
responded to a prolonged hypoglycemic state. Using pyruvate as the only source available,
they activated gluconeogenesis and released glucose into the medium (Figure 5Ac). As
for UGT1A1 and ADH activities, iHep-Orgs also proved to be functionally comparable or
superior to PHH-Orgs in both glycogenolysis and gluconeogenesis performances. Lipid
metabolism also plays a central role in liver function, so we assessed iHep-Org ability in
storing fatty acids as lipid droplets. Again, the organoids were shown to be capable of
metabolizing fatty acids and forming lipid droplets, whose quantity and size were visibly
increased when the organoids were cultured in the presence of high lipid concentrations
(Figure 5B).

The ability to detoxify lactate and ammonia is one of the major features mandatory to
enable the use of external BAL devices to treat the plasma of patients suffering from acute
or acute-on-chronic liver failure. We therefore mimicked a pathological environment to
challenge their detoxification capabilities. More specifically, 2 mM of lactate and 1.5 mM
of ammonia were added to the medium. By day 25, the iHep-Orgs were able to detoxify
both compounds; lactate levels were restored to normal after 24 h, while ammonia was
converted into urea (Figure 6). Data recorded were, once again, comparable or superior to
PHH-Orgs. Remarkably, despite the iHep-Orgs having been treated for two consecutive
weeks, not only did they sustain their metabolic activity, but the detoxification rate had
increased by 40% and 50% for lactate metabolism and urea synthesis, respectively by the
end of culture (day 38) (Figure 6).
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Figure 5. Metabolism in iHep-Orgs. (A) Scheme depicting the glucose metabolism analysis in
iHep-Orgs. (a,b) Periodic acid–Schiff staining of glycogen in iHep-Orgs under hyperglycemic and
hypoglycemic conditions, respectively. Scale bar = 50 µm. (c) Representation of the gluconeoge-
nesis process from pyruvate in hepatocytes. Graph of glucose quantification after glycogenolysis
(bottom left) and gluconeogenesis (bottom right) in iHep-Orgs (blue bars) and PHH-Orgs (brown).
(B) Lipid metabolism in iHep-Orgs. Oil Red O’ staining of lipid droplets in (a) iHep-Orgs cultured in
normal conditions and (b) iHep-Orgs cultured in presence of high lipid concentration.
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Figure 6. Detoxification abilities of iHep-Orgs in moderate pathological conditions. (A) Lactate
detoxification and (B) urea synthesis of iHep-Orgs (blue bars) and PHH-Orgs (brown bars). Graphs
represent mean ± SD (n = 8). *** indicate p < 0.001; ** indicate p < 0.01.

5. Discussion

During the past decade, considerable progress has been made in optimizing hiPSC
differentiation techniques, and the efficiency of these protocols now reaches 90% [20],
enabling the production of iHeps that can be used under both 2D and 3D configurations to
study liver development, diseases and the efficacy of medicinal products. However, so that
iHeps can be used as a cell source to better predict drug-induced hepatotoxicity/efficacy
and for cell-based applications in the clinical setting, promoting functional maturation
remains a major challenge. Indeed, iHeps currently produced retain fetal characteristics
including limited detoxification efficacy.

When it comes to differentiating and characterizing iHeps in vitro, there are at least
two important factors that must be considered. First, it is well known that the liver mi-
croenvironment changes significantly after birth, inducing the maturation of fetal/neonatal
cells into fully functional adult hepatocytes. The complexity of these signals has not yet
been deciphered so it cannot be completely reproduced in vitro. Second, choosing the most
appropriate tests to investigate the functional maturation of cells is not simple, nor is the
choice of pertinent controls. As well as morphological changes, mature hepatocytes in vivo
acquire responsiveness to hormones, an ability to maintain glucose and ammonia home-
ostasis and detoxification capabilities. The in vitro culture of PHHs has drawbacks such
as a loss of function: cryopreserved PHHs do not display the same metabolic capabilities
as freshly isolated ones, and the latter suffer from limited availability and incongruous
functions due to significant differences in donor background. Therefore, although tran-
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scriptomic analysis has enabled the comparison of iHep gene expression patterns and those
of PHHs [21], and indeed revealed 80% similarity between them, differences in cell sources,
data, in vitro culture methods and analytical procedures have produced different and
controversial results [22–25]. Based on these widely acknowledged problems, the present
study was designed to improve the maturation of iHep-Orgs so that they could become a
reliable tool to progress in pharmacological/toxicology studies as well as preclinical and
clinical trials of external bioartificial liver (BAL) devices and pluripotent stem cell-based
clinical applications. To achieve this, we broadened the scope of functional characteriza-
tions including tests that are not used frequently in in vitro models, and directly compared
iHep-Org functional features to PHH organoids.

The refinements made to our protocol were based on (i) the slow withdrawal of the
OSM, a member of the IL-6 family secreted by hematopoietic cells proliferating in the
fetal liver. Indeed, OSM strongly enhances differentiation of fetal hepatocytes during liver
organogenesis [26] but, at the end of the second trimester of the gestation, its concentration
declines with the migration of hematopoietic cells from the fetal liver to the bone marrow
alongside allowing the hepatocyte maturation. To mimic this step of the liver organogene-
sis, we modified our protocol to progressively suppress OSM in the culture medium from
day 21 when iHeps have reached the fetal hepatocyte stage. (ii) Second, we relied on the fact
that it was shown that glucocorticoids supplement, in particular through dexamethasone,
highly affects the maturation of fetal and neonatal hepatocytes towards adult hepatocytes
contributing to the switch of connexin 26 in connexin 32 and the upregulation of the
transcript levels [27,28]. These gap junction proteins (GJPs) are indeed known to be indis-
pensable for cell-cell communications so that glycogenolysis, albumin secretion, ammonia
detoxification, CYP-mediated xenobiotic biotransformation, and bile secretion are correctly
carried out [29]. In addition, it has been demonstrated that the regulation of the GJPs par-
tially revolves around the Dex ability to stimulate vitamin K-dependent carboxylation pro-
cess in fetal hepatocytes in culture. (iii) We thus proceeded with the regular administration
of vitamin K1, the major dietary source and primary circulating form of vitamin K, during
our maturation protocol, alongside the fine regulation of the glucocorticoid supplement.
Vitamin K (Vit K) is a group of fat-soluble vitamins which act as indispensable cofactors in
the post-translational γ-carboxylation of glutamic acid residues of coagulation-associated
proteins such as factors II (prothrombin), VII, IX, and X [30,31]. It proved, in animal models,
to be accountable for the regulation of the signaling pathways of inflammation (NF-κB)
processes, glucose metabolism (SIRT1/AMPK/PI3K/PTEN/GLUT2/GK/G6Pase), and
lipid oxidation (PPARα/CPT1A) [32,33]. Therefore, the correct supplement of Vit K can
be crucial in determining the acquisition of a high level of maturation by hepatocytes
in culture. Indeed, we developed an in vitro model of hemophilia B hepatocytes using
iPSCs generated from fibroblasts of a severe HB patient. Through the 3D culture and by
optimizing the maturation step of the differentiation protocol, we produced iHeps secreting
the active form of the coagulation factor IX, specific ability of adult hepatocytes [34].

The supply of vitamin K1, the modulation of dexamethasone concentrations and the
removal of OSM improved the differentiation of iHeps; indeed, combined with 3D culture,
iHep-Orgs proved to be very similar in function to PHH-Orgs. A direct comparison to liter-
ature reported data from PHHs is difficult, due to their heterogenicity especially in terms
of albumin secretion or CYP450 activities (Table S4); nevertheless, we found our findings
worthy of attention for the complete disappearance of AFP expression and secretion by
iHep-Orgs. Indeed, this is a hallmark widely used to discriminate fetal and adult hepa-
tocytes, so the loss of AFP expression testifies them achieving a functional maturity that
to our knowledge, has not previously been reported [35–39] (Table S4). Two independent
clones of hiPSCs were tested and the results obtained, shown in Supplementary Figure S1,
confirm not only the same ability to differentiate into hepatoblasts but also and especially
the same trend in terms of AFP disappearance to the benefit of ALB secretion. The gener-
ated iHep-Orgs, when exposed to the maturation conditions presented in this work, are
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indeed capable of reaching a significant level of maturation confirming the robustness of
the new protocol.

Another important marker of the improved maturation of iHeps is the extinguished
expression of the fetal enzyme CYP3A7 mRNA with the concurrent appearance of CYP3A4
mRNA expression (Figure 1D). Further confirmation that iHep-Orgs were nearly mimicking
primary adult hepatocytes in terms of their morphology and functions was provided by
the expression of different proteins and the investigation of metabolic activity. Immunofluo-
rescence staining revealed a homogeneous distribution of hepatocyte markers on both the
surface of iHep-Orgs and in the core of the organoids. Alongside the typical markers of
hepatic differentiation (i.e., albumin, HNF4α and 1α, CYP3A4, and CK-8) the iHep-Orgs
also displayed UGT1A1, connexin 32 (CX32), and G6Pase (whose expression is essential for
hepatic functions such as glycogenolysis), coagulation factor IX, and a significant number of
mitochondria, as might be expected in cells with high metabolic activity such as hepatocytes.

Bile acid production, in concentrations similar to those of PHHs, and their secretion
proved that the hepatocytes within iHep-Orgs have acquired a high degree of maturation
and the expected complex polarity. The distribution of the apical markers BSEP and MDR1,
concomitant with the expression of ZO1, both on the surface of the organoids and into
the structures (Figures 2B,C and 3C) suggest the presence of a bile canalicular network
developed enough to connect the core of the structures with their surface. This would
allow drainage of the produced bile outward (into the culture medium), on which the
absence of a necrotic core and the viability of iHep-Orgs would consequently depend
(Figure 1C). Although some published protocols have confirmed the expression of apical
markers in human iHeps, to our knowledge, no study as yet had assessed development
of the BC network into the core of hepatic organoids. Finally, the ability of iHep-Orgs
to fulfil some of the most important adult liver functions, further testify to the robust
and sustained maturation of our iHeps cultured as organoids until at least day 38 and
even up to lastly tested day 45. For phase I and II metabolisms, alcohol metabolism, a
hormone-induced response to hyperglycemic and hypoglycemic conditions, iHep-Orgs
showed results comparable to, and in some cases even above, those of PHH-Orgs, as well
as a remarkable detoxification ability. Indeed, in a pathological environment, iHep-Orgs
were shown to be able to metabolize lactate and ammonia, thus markedly lowering their
levels in the culture medium.

Taken together, these results indicate that in view of their potential nearness to repro-
ducing the functions of PHHs, the iHep-Orgs we have generated may prove discriminatory
in the development of new liver models for physiology and pathophysiology studies, and
the investigation of drug-induced liver injury (DILI). Last but not least, we consider it
possible that in the near future it may be possible to use iHep-Orgs for the preclinical
testing of bioartificial devices and/or transplantation to treat animals affected by acute or
chronic liver failure in potential anticipation of their use in the clinic.

6. Conclusions

The correct maturation of iHeps and their phenotypic stability are of considerable im-
portance to their application. Overall, the iHep-Orgs we generated represent a homogenous
cell population with close similarity to primary adult hepatocytes and might represent
an important tool for the development of new liver models for either liver diseases or
pharmaco-toxicology studies, tissue engineering, and regenerative applications.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/cells11030537/s1. Figure S1: Assessment of hiPSC differentiation
into iHBs; Figure S2: PHH self-assembling into organoids in agarose µwells; Figure S3: Gene expres-
sion of hepatocyte markers; Figure S4: Assessment of iHep-Org functions associated with polarization;
Table S1: Protocol of hiPSC differentiation into hepatoblasts; Table S2: List of primer sequences used
for gene expression analysis; Table S3: List of primary antibodies used for immunofluorescence
staining; Table S4: Summary table of the hepatocyte functional features.

https://www.mdpi.com/article/10.3390/cells11030537/s1
https://www.mdpi.com/article/10.3390/cells11030537/s1


Cells 2022, 11, 537 15 of 17

Author Contributions: A.M. and A.D.-K. designed the project; A.M. wrote the manuscript and
performed all the experiments; A.M. and E.L. developed the differentiation protocol; A.M. and N.B.
performed the imaging; L.H., D.R. and T.E. performed bile acid quantifications; A.M., U.P. and M.P.
performed detoxification assay quantifications; A.M., E.L., N.B., U.P., M.P., L.H., D.R., T.E., J.-C.D.-V.,
C.L. and A.D.-K. reviewed and edited the manuscript; A.D.-K. and J.-C.D.-V. acquired the funding.
All authors have read and agreed to the published version of the manuscript.

Funding: This work was funded by the RHU program “iLite” on “Innovations for Liver Tissue
Engineering” granted by PIA2 through ANR-16-RHUS-0005.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Acknowledgments: We would like to thank Anne Weber, Jerôme Caron, Alejandra Vargas-Valderrama,
Maria-Teresa Mitjavila Garcia, Marwa Hussein, and Anne-Charlotte Ponsen for their continuing
support and encouragement as well their scientific expertise.

Conflicts of Interest: The authors declare no conflict of interest.

Abbreviations

µwells: micro wells; 4-MU: 7-hydroxy-4-methylcoumarin; A1AT: alpha 1-antitrypsin; ADH:
alcohol dehydrogenase; AFP: α-fetoprotein; ALB: albumin; APO-AII: apolipoprotein AII; ASGR:
asialoglycoprotein receptor; BAL: bioartificial liver; BAs: bile acids; BCs: bile canaliculi; Bil-UGT:
bilirubin UDP-glucuronosyltransferase; BMP4: bone morphogenetic protein 4; BSEP: bile salt export
pump; CA: cholic acid; CDCA: chenodeoxycholic acid; CK-8: cytokeratin 8; CK-19: cytokeratin 19;
CX32: connexin 32; CXCR4: C-X-C chemokine receptor type 4; CYP1A1: cytochrome P450 1A1;
CYP1A2: cytochrome P450 1A2; CYP2B6: cytochrome P450 2B6; CYP3A4: cytochrome P450 3A4;
CYP3A7: cytochrome P450 3A7; CYP7A1: cytochrome P450 7A1 or cholesterol 7α-hydroxylase;
DCA: deoxycholic acid; DCFA: 5(6)-carboxy-2′,7′-dichlorofluorescein; DE: definitive endoderm; Dex:
dexamethasone; EPCAM: epithelial cell adhesion molecule; ETOH: ethanol; FGF2: fibroblast growth
factor 2; FGF4: fibroblast growth factor 4; FIX: coagulation factor IX; G6Pase: glucose 6-phosphatase;
GCA: glycocholic acid; GCDCA: glycochenodeoxycholic acid; GDCA: glycodeoxycholic acid; GJPs:
gap junction proteins; H&E: haematoxylin and eosin; HCM: hepatocyte complete medium; HGF: hep-
atocyte growth factor; hiPSCs: human induced pluripotent stem cells; HNF1α: hepatic nuclear factor
1 α; HNF4α: hepatic nuclear factor 4 α; ICG: indocyanine green; iHBs: hepatoblasts; iHep-Orgs: hep-
atocyte organoids; iHeps: human iPSC-derived hepatocytes; LDL-R: low-density lipoprotein receptor;
MDR1: multidrug resistance protein 1; MDR3: multidrug resistance protein 3; MRP2: multidrug resis-
tance associated protein 2; NTCP: Na+-taurocholate co-transporting polypeptide; OATP1B3: organic
anion-transporting polypeptide 1B3; OSM: oncostatin M; PAS: periodic acid–Schiff; PHHs: human
primary hepatocytes; qRT-PCR: quantitative real-time polymerase chain reaction; RMP: rifampicin;
ROI: region of interest; RT-PCR: real-time polymerase chain reaction; SSEA4: stage-specific embryonic
antigen-4; TCA: taurocholic acid; TDCA: taurodeoxycholic acid; TCDCA: taurochenodeoxycholic
acid; UGT1A1: uridine diphospho-glucuronosyltransferases 1A1; ZO-1: zona-occludens 1.

References
1. Li, Y.; Meng, Q.; Yang, M.; Liu, D.; Hou, X.; Tang, L.; Wang, X.; Lyu, Y.; Chen, X.; Liu, K.; et al. Current trends in drug metabolism

and pharmaco-kinetics. Acta Pharm. Sin. B 2019, 9, 1113–1144. [CrossRef]
2. Holmgren, G.; Ulfenborg, B.; Asplund, A.; Toet, K.; Andersson, C.X.; Hammarstedt, A.; Hanemaaijer, R.; Küppers-Munther,

B.; Synnergren, J. Characterization of Human Induced Pluripotent Stem Cell-Derived Hepatocytes with Mature Features and
Potential for Modeling Metabolic Diseases. Int. J. Mol. Sci. 2020, 21, 469. [CrossRef]

3. Messina, A.; Luce, E.; Hussein, M.; Dubart-Kupperschmitt, A. Pluripotent-Stem-Cell-Derived Hepatic Cells: Hepatocytes and
Organoids for Liver Therapy and Regeneration. Cells 2020, 9, 420. [CrossRef] [PubMed]

4. Luce, E.; Messina, A.; Duclos-Vallée, J.; Dubart-Kupperschmitt, A. Advanced techniques and awaited clinical applications for
human pluripotent stem cell differentiation into hepatocytes. Hepatology 2021, 74, 1101–1116. [CrossRef] [PubMed]

5. Donato, M.T.; Tolosa, L. Stem-cell derived hepatocyte-like cells for the assessment of drug-induced liver injury. Differentiation
2019, 106, 15–22. [CrossRef]

http://doi.org/10.1016/j.apsb.2019.10.001
http://doi.org/10.3390/ijms21020469
http://doi.org/10.3390/cells9020420
http://www.ncbi.nlm.nih.gov/pubmed/32059501
http://doi.org/10.1002/hep.31705
http://www.ncbi.nlm.nih.gov/pubmed/33420753
http://doi.org/10.1016/j.diff.2019.02.004


Cells 2022, 11, 537 16 of 17

6. Chen, S.; Wang, J.; Ren, H.; Liu, Y.; Xiang, C.; Li, C.; Lu, S.; Shi, Y.; Deng, H.; Shi, X. Hepatic spheroids derived from human
induced pluripotent stem cells in bio-artificial liver rescue porcine acute liver failure. Cell Res. 2020, 30, 95–97. [CrossRef]

7. Baxter, M.; Withey, S.; Harrison, S.; Segeritz, C.-P.; Zhang, F.; Atkinson-Dell, R.; Rowe, C.; Gerrard, D.T.; Sison-Young, R.; Jenkins,
R.; et al. Phenotypic and function-al analyses show stem cell-derived hepatocyte-like cells better mimic fetal rather than adult
hepatocytes. J. Hepatol. 2015, 62, 581–589. [CrossRef]

8. Schwartz, R.; Fleming, H.; Khetani, S.; Bhatia, S. Pluripotent stem cell-derived hepatocyte-like cells. Biotechnol. Adv. 2014, 32,
504–513. [CrossRef] [PubMed]

9. Chen, C.; Soto-Gutierrez, A.; Baptista, P.M.; Spee, B. Biotechnology Challenges to In Vitro Maturation of Hepatic Stem Cells.
Gastroenterology 2018, 154, 1258–1272. [CrossRef]

10. Lou, Y.-R.; Leung, A.W. Next generation organoids for biomedical research and applications. Biotechnol. Adv. 2018, 36, 132–149.
[CrossRef]

11. Sakabe, K.; Takebe, T.; Asai, A. Organoid Medicine in Hepatology. Clin. Liver Dis. 2020, 15, 3–8. [CrossRef]
12. Ebrahimkhani, M.R.; Neiman, J.A.S.; Raredon, M.S.B.; Hughes, D.J.; Griffith, L.G. Bioreactor technologies to support liver function

in vitro. Adv. Drug Deliv. Rev. 2014, 69–70, 132–157. [CrossRef]
13. Clevers, H. Modeling Development and Disease with Organoids. Cell 2016, 165, 1586–1597. [CrossRef]
14. Legallais, C.; Kim, D.; Mihaila, S.M.; Mihajlovic, M.; Figliuzzi, M.; Bonandrini, B.; Salerno, S.; Yengej, F.A.Y.; Rookmaaker, M.B.;

Romero, N.S.; et al. Bioengineering Organs for Blood Detoxification. Adv. Healthc. Mater. 2018, 7, e1800430. [CrossRef]
15. Deguchi, S.; Takayama, K.; Mizuguchi, H. Generation of Human Induced Pluripotent Stem Cell-Derived Hepatocyte-Like Cells

for Cellular Medicine. Biol. Pharm. Bull. 2020, 43, 608–615. [CrossRef]
16. Caron, J.; Pène, V.; Tolosa, L.; Villaret, M.; Luce, E.; Fourrier, A.; Heslan, J.-M.; Saheb, S.; Bruckert, E.; Gómez-Lechón, M.J.;

et al. Low-density lipoprotein receptor-deficient hepatocytes differentiated from induced pluripotent stem cells allow familial
hypercholes-terolemia modeling, CRISPR/Cas-mediated genetic correction, and productive hepatitis C virus infection. Stem Cell
Res. Ther. 2019, 10, 221. [CrossRef]

17. Steichen, C.; Luce, E.; Maluenda, J.; Tosca, L.; Moreno-Gimeno, I.; Desterke, C.; Dianat, N.; Goulinet-Mainot, S.; Awan-Toor, S.;
Burks, D.; et al. Messenger RNA- versus Retrovirus-Based Induced Pluripotent Stem Cell Reprogramming Strategies: Analysis of
Genomic Integrity. Stem Cells Transl. Med. 2014, 3, 686–691. [CrossRef]

18. Messina, A.; Morelli, S.; Forgacs, G.; Barbieri, G.; Drioli, E.; De Bartolo, L. Self-assembly of tissue spheroids on polymeric
membranes: Self-assembly of spheroids on polymeric membranes. J. Tissue Eng. Regen. Med. 2017, 11, 2090–2103. [CrossRef]

19. Humbert, L.; Maubert, M.A.; Wolf, C.; Duboc, H.; Mahé, M.; Farabos, D.; Seksik, P.; Mallet, J.M.; Trugnan, G.; Masliah, J.; et al.
Bile acid profiling in human biological samples: Comparison of extraction procedures and application to normal and cholestatic
patients. J. Chromatogr. B 2012, 899, 135–145. [CrossRef]

20. Ma, X.; Duan, Y.; Tschudy-Seney, B.; Roll, G.; Behbahan, I.S.; Ahuja, T.P.; Tolstikov, V.; Wang, C.; McGee, J.; Khoobyari, S.; et al.
Highly Efficient Differentiation of Functional Hepatocytes From Human Induced Pluripotent Stem Cells. Stem Cells Transl. Med.
2013, 2, 409–419. [CrossRef]

21. Bell, C.C.; Lauschke, V.M.; Vorrink, S.U.; Palmgren, H.; Duffin, R.; Andersson, T.B.; Ingelman-Sundberg, M. Transcriptional,
Functional, and Mechanistic Comparisons of Stem Cell-Derived Hepatocytes, HepaRG Cells, and Three-Dimensional Human
Hepatocyte Spheroids as Predictive In Vitro Systems for Drug-Induced Liver Injury. Drug Metab. Dispos. Biol. Fate Chem. 2017, 45,
419–429. [CrossRef] [PubMed]

22. Jozefczuk, J.; Prigione, A.; Chavez, L.; Adjaye, J. Comparative Analysis of Human Embryonic Stem Cell and Induced Pluripotent
Stem Cell-Derived Hepatocyte-Like Cells Reveals Current Drawbacks and Possible Strategies for Improved Differentiation.
Stem Cells Dev. 2011, 20, 1259–1275. [CrossRef]

23. Godoy, P.; Schmidt-Heck, W.; Natarajan, K.; Lucendo-Villarin, B.; Szkolnicka, D.; Asplund, A.; Björquist, P.; Widera, A.; Stöber, R.;
Campos, G.; et al. Gene net-works and transcription factor motifs defining the differentiation of stem cells into hepatocyte-like
cells. J. Hepatol. 2015, 63, 934–942. [CrossRef]

24. Gao, Y.; Zhang, X.; Zhang, L.; Cen, J.; Ni, X.; Liao, X.; Yang, C.; Li, Y.; Chen, X.; Zhang, Z.; et al. Distinct Gene Expression and
Epigenetic Signatures in Hepatocyte-like Cells Produced by Different Strategies from the Same Donor. Stem Cell Rep. 2017, 9,
1813–1824. [CrossRef] [PubMed]

25. Pashos, E.E.; Park, Y.; Wang, X.; Raghavan, A.; Yang, W.; Abbey, D.; Peters, D.T.; Arbelaez, J.; Hernandez, M.; Kuperwasser, N.;
et al. Large, Diverse Population Cohorts of hiPSCs and Derived Hepatocyte-like Cells Reveal Functional Genetic Variation at
Blood Lipid-Associated Loci. Cell Stem Cell 2017, 20, 558–570. [CrossRef] [PubMed]

26. Kamiya, A.; Kinoshita, T.; Miyajima, A. Oncostatin M and hepatocyte growth factor induce hepatic maturation via distinct
signaling pathways. FEBS Lett. 2001, 492, 90–94. [CrossRef]

27. Wallin, R.; Hutson, S.M. Dexamethasone Stimulates Vitamin K-Dependent Carboxylase Activity in Neonatal Rats and Cultured
Fetal Hepatocytes. Pediatr. Res. 1991, 30, 281–285. [CrossRef] [PubMed]

28. Ren, P.; De Feijter, A.W.; Paul, D.L.; Ruch, R.J. Enhancement of liver cell gap junction protein expression by glucocorticoids.
Carcinogenesis 1994, 15, 1807–1813. [CrossRef]

29. Qin, J.; Chang, M.; Wang, S.; Liu, Z.; Zhu, W.; Wang, Y.; Yan, F.; Li, J.; Zhang, B.; Dou, J.L.G.; et al. Connexin 32-mediated cell-cell
communication is essential for hepatic differentiation from human embryonic stem cells. Sci. Rep. 2016, 6, 37388. [CrossRef]

http://doi.org/10.1038/s41422-019-0261-5
http://doi.org/10.1016/j.jhep.2014.10.016
http://doi.org/10.1016/j.biotechadv.2014.01.003
http://www.ncbi.nlm.nih.gov/pubmed/24440487
http://doi.org/10.1053/j.gastro.2018.01.066
http://doi.org/10.1016/j.biotechadv.2017.10.005
http://doi.org/10.1002/cld.855
http://doi.org/10.1016/j.addr.2014.02.011
http://doi.org/10.1016/j.cell.2016.05.082
http://doi.org/10.1002/adhm.201800430
http://doi.org/10.1248/bpb.b19-00740
http://doi.org/10.1186/s13287-019-1342-6
http://doi.org/10.5966/sctm.2013-0158
http://doi.org/10.1002/term.2105
http://doi.org/10.1016/j.jchromb.2012.05.015
http://doi.org/10.5966/sctm.2012-0160
http://doi.org/10.1124/dmd.116.074369
http://www.ncbi.nlm.nih.gov/pubmed/28137721
http://doi.org/10.1089/scd.2010.0361
http://doi.org/10.1016/j.jhep.2015.05.013
http://doi.org/10.1016/j.stemcr.2017.10.019
http://www.ncbi.nlm.nih.gov/pubmed/29173899
http://doi.org/10.1016/j.stem.2017.03.017
http://www.ncbi.nlm.nih.gov/pubmed/28388432
http://doi.org/10.1016/S0014-5793(01)02140-8
http://doi.org/10.1203/00006450-199109000-00017
http://www.ncbi.nlm.nih.gov/pubmed/1945569
http://doi.org/10.1093/carcin/15.9.1807
http://doi.org/10.1038/srep37388


Cells 2022, 11, 537 17 of 17

30. Li, Z.-Q.; He, F.-Y.; Stehle, C.J.; Wang, Z.; Kar, S.; Finn, F.M.; Carr, B.I. Vitamin K uptake in hepatocytes and hepatoma cells. Life Sci.
2002, 70, 2085–2100. [CrossRef]

31. Avior, Y.; Levy, G.; Zimerman, M.; Kitsberg, D.; Schwartz, R.; Sadeh, R.; Moussaieff, A.; Cohen, M.; Itskovitz-Eldor, J.; Nahmias, Y.
Microbial-derived lithocholic acid and vitamin K 2 drive the metabolic maturation of pluripotent stem cells-derived and fetal
hepatocytes. Hepatology 2015, 62, 265–278. [CrossRef]

32. Dihingia, A.; Ozah, D.; Ghosh, S.; Sarkar, A.; Baruah, P.K.; Kalita, J.; Sil, P.C.; Manna, P. Vitamin K1 inversely correlates with
glycemia and insulin resistance in patients with type 2 diabetes (T2D) and positively regulates SIRT1/AMPK pathway of glucose
metabolism in liver of T2D mice and hepatocytes cultured in high glucose. J. Nutr. Biochem. 2018, 52, 103–114. [CrossRef]

33. Bordoloi, J.; Ozah, D.; Bora, T.; Kalita, J.; Manna, P. Gamma-glutamyl carboxylated Gas6 mediates the beneficial effect of vitamin
K on lowering hyperlipidemia via regulating the AMPK/SREBP1/PPARα signaling cascade of lipid metabolism. J. Nutr. Biochem.
2019, 70, 174–184. [CrossRef]

34. Luce, E.; Steichen, C.; Allouche, M.; Messina, A.; Heslan, J.; Lambert, T.; Weber, A.; Nguyen, T.H.; Christophe, O.; Dubart-
Kupperschmitt, A. In vitro recovery of FIX clotting activity as a marker of highly functional hepatocytes in a hemophilia B iPSC
model. Hepatology 2021. Online ahead of print. [CrossRef]

35. Gieseck, R.L., III; Hannan, N.R.F.; Bort, R.; Hanley, N.A.; Drake, R.A.L.; Cameron, G.W.W.; Wynn, T.A.; Vallier, L. Maturation of
Induced Pluripotent Stem Cell Derived Hepatocytes by 3D-Culture. PLoS ONE 2014, 9, e86372.

36. Akbari, S.; Sevinç, G.G.; Ersoy, N.; Basak, O.; Kaplan, K.; Sevinç, K.; Ozel, E.; Sengun, B.; Enustun, E.; Ozcimen, B.; et al. Robust,
Long-Term Culture of Endoderm-Derived Hepatic Organoids for Disease Modeling. Stem Cell Rep. 2019, 13, 627–641. [CrossRef]

37. Mun, S.J.; Ryu, J.-S.; Lee, M.-O.; Son, Y.S.; Oh, S.J.; Cho, H.-S.; Son, M.-Y.; Kim, D.-S.; Kim, S.J.; Yoo, H.J.; et al. Generation of
expandable human pluripotent stem cell-derived hepatocyte-like liver organoids. J. Hepatol. 2019, 71, 970–985. [CrossRef]

38. Kulkeaw, K.; Tubsuwan, A.; Tongkrajang, N.; Whangviboonkij, N. Generation of human liver organoids from pluripotent stem
cell-derived hepatic endoderms. PeerJ 2020, 8, e9968. [CrossRef]

39. Shinozawa, T.; Kimura, M.; Cai, Y.; Saiki, N.; Yoneyama, Y.; Ouchi, R.; Koike, H.; Maezawa, M.; Zhang, R.-R.; Dunn, A.; et al.
High-Fidelity Drug-Induced Liver Injury Screen Using Human Pluripotent Stem Cell–Derived Organoids. Gastroenterology 2021,
160, 831–846.e10. [CrossRef]

http://doi.org/10.1016/S0024-3205(01)01525-9
http://doi.org/10.1002/hep.27803
http://doi.org/10.1016/j.jnutbio.2017.09.022
http://doi.org/10.1016/j.jnutbio.2019.05.006
http://doi.org/10.1002/hep.32211
http://doi.org/10.1016/j.stemcr.2019.08.007
http://doi.org/10.1016/j.jhep.2019.06.030
http://doi.org/10.7717/peerj.9968
http://doi.org/10.1053/j.gastro.2020.10.002

	Introduction 
	Materials and Methods 
	hiPSC-Derived Hepatocyte Organoids 
	In Vitro Assessment of Hepatocyte Functions 
	Hepatocyte Biotransformation Abilities 

	Statistics 
	Results 
	Generation and Characterization of iHep-Orgs 
	Assessment of Hepatic Functions 
	Bile Acid Secretion and Bile Canalicular Network in iHep-Orgs 
	Biotransformation Capabilities of iHep-Orgs 

	Discussion 
	Conclusions 
	References

