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Table 2.  Selected activators and cofactors found in the TAF10IP by mass spectromerty (MS) 
Human (hFL, hBL) and mouse (mFlcl: fetal liver cell lines) nuclear extracts of erythroid progenitor 
cells were used. Parameters of MS (emPAI and unique peptides) for each protein in different colors

 indicating species of origin and cell type are given.  Symbols (#: proteins found in the same complex,
  $: reported to interact with each other). 

Protein 
mouse{mFLcl}/human{h FL,hPB} 

/HELA  TAF10IP 

 
emPAI 

 
Unique pept 

TAF10 5.1/8.68(hFL),4.29(hPB)/8.68 5/5(hFL),5(hPB)/5
 

GATA-1#,$ 0.08/0.1(hFL) 1/1(hFL) 
TAL-1# 0.1(hFL) 1(hFL) 
LDB-1# 0.24(hFL) 3(hFL) 
CNOT1 0.54/0.03(hPB) 31/2(hPB) 
CNOT3 0.04 1 
CNOT9 0.34/0.12 3/1 

CNOT10 0.04/0.15(hFL) 1/1(hFL) 
TRIM28 0.35/0.4(hFL),0.44(hPB)/0.45 8/7(hFL),8(hPB)/9 

CBX3 2.01/0.88(hFL) 5/4(hFL) 
CCAR1$ 0.05/0.14(hFL)/0.26 2/5(hFL)/9 
MED1$  0.04(hFL)/0.04 2(hFL)/3 



          



 

 


