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Figure S1

Homo sapiens             TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Xenopus tropicalis       TFCDHCGSLLWGL  VMEFLNGGDLMFH  KASTFCGTPDYIA  WTALERRELEPPF 
Gallus gallus            TFCDHCGSLLWGL  VMEFLNGGDLMYH  KASTFCGTPDYIA  WTTLEKREIDPPF 
Rattus norvegicus        TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WNLLEKRKVEPPF 
Mus musculus             TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WSLLEKRKVEPPF 
Bos taurus               TFCDHCGSLLWGL  VMEFLNGGDLMYH  QASTFCGTPDYIA  WVLLEKRAVEPPF 
Canis familiaris         TFCDHCGSLLWGL  VMEFLNGGDLMYH  QASTFCGTPDYIA  WTLLEKRAVEPPF 
Otolemur garnettii       TFCDHCGSLLWGL  VMEFLNGGDLMYH  LASTFCGTPDYIA  WSLLEKRKIEPPF 
Callithrix jacchus       TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Papio anubis             TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Chlorocebus sabaeus      TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Pongo abelii             TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Nomascus leucogenys      TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
Gorilla gorilla          TFCDHCGSLLWGL  VMEFLNGGDLMYH  RASTFCGTPDYIA  WTLLEKRRLEPPF 
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