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A socio-semantic analysis of the research domain on Xylella fastidiosa Structure and scientific dynamics

de niveau recherche, publiés ou non, émanant des établissements d'enseignement et de recherche français ou étrangers, des laboratoires publics ou privés.

OBJECTIVE

This poster intends to offer a socio-semantic overall view of the research domain on Xylella fastidiosa as a major quarantine pest with worldwide expansion. This scientometric analysis is applied on a corpus of bibliographic notices delineated in the Web of Science (WoS) database with a query based on the topic "Xylella fastidiosa".

Analysis are conducted with the CorTexT Platform, an open science capacity to run various type of textual and network analysis which belong to the RISIS European Infrastructure for science and innovation policies.

The purpose of this analysis is to deliver to researchers and policy-makers a retrospective account of the constitution and development of the research domain on Xylella fastidiosa. This account is based on the complementary visions and knowledge of authors' discipline: computational social science, ecology and genomics. This map shows clusters of terms extracted from abstracts (top 150) built with a vectorial metric (Cosine-Heterogene) that measure the proximity of terms thanks to the calculation of the weighted contributions of Cited References (Top 500, this threshold corresponds to a score of citation above 10).

Features of the Corpus extracted from WoS

On each cluster the main Continents are projected (Top 3 with Chi2 score). Each Cluster is interpreted as an epistemic communities, meaning the proximity of concepts and objects of enquiry that emerged from authors' practices of citations.

THE EPISTEMIC COMMUNITIES OF THE RESEARCH DOMAIN

The 

  landscape shows three clusters that are diseases dependant (Pierce Dis., Blue; CVC Yellow; QDS Orange) with clear geographical association. Two other main clusters are less disease dependant, one (Orange) on vector life cycle (US & OCEANIA), another cluster (Red) on biofilm formation (ASIA & LATINO & MIDEAST). A last cluster (Green) is associated to the Blue one and shows the research on pathogen transmission and feeding behavior (US) 1. The demography of Continents shows an expansion of Xyl.fast. R e s . D o m a i n through years and continents. This extension is related to disease outbreaks. 2 . A C o n t i n g e n
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