N

N

Maternal age alters gene expression in blastocyst
trophoblast and term placenta as well as term placental
structure
Emilie Derisoud, Sarah Gastaldo, Orianne Valais, Luc Jouneau, Cedric
Dubois, Alexia Durand, Audrey Prézelin, Michele Dahirel, Yann Jaszczyszyn,

Laurence Wimel, et al.

» To cite this version:

Emilie Derisoud, Sarah Gastaldo, Orianne Valais, Luc Jouneau, Cedric Dubois, et al.. Maternal age
alters gene expression in blastocyst trophoblast and term placenta as well as term placental structure.
IFPA meeting 2021, Aug 2021, online, Netherlands. . hal-03348714

HAL Id: hal-03348714
https://hal.science/hal-03348714
Submitted on 7 Dec 2021

HAL is a multi-disciplinary open access L’archive ouverte pluridisciplinaire HAL, est
archive for the deposit and dissemination of sci- destinée au dépot et a la diffusion de documents
entific research documents, whether they are pub- scientifiques de niveau recherche, publiés ou non,
lished or not. The documents may come from émanant des établissements d’enseignement et de
teaching and research institutions in France or recherche francais ou étrangers, des laboratoires
abroad, or from public or private research centers. publics ou privés.


https://hal.science/hal-03348714
https://hal.archives-ouvertes.fr

Maternal age alters gene expression in blastocyst trophoblast and
term placenta as well as term placental structure

E Derisoud??’, S Gastaldo?P, O Valais?®, L Jouneau?®, C. Dubois®, A Duranda?, M Dahirel2P, A Prezelin®?, Y Jaszczyszynd, L. Wimel¢, P Chavatte-Palmerab

aUniversité Paris-Saclay, UVSQ, INRAE, BREED PEcole Nationale Vétérinaire d’Alfort, BREED °IFCE, Plateau technique de la Valade dInstitute for Integrative Biology of the Cell (12BC), UMR 9198 CNRS,
CEA, Paris-Sud University, France

%] EEEE OBJECTIVES: EVALUATE EFFECTS OF MATERNAL AGE ON GENE EXPRESSION IN BLASTOCYST'S
INTRODUCTION TROPHOBLAST AND IN TERM PLACENTA AS WELL AS ON PLACENTAL HISTOLOGY
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Genes and functions perturbed by maternal age related to
embryo energetic metabolism, ion transfer and transcription
- Perturbations of embryo development

CONCLUSIONS

Genes and functions perturbed by maternal age related to
immunity response, transcription, ion transfer and cell adhesion

Gene expression of equine trophoblast is affected by maternal age
Possibly contribute to the lower fertility in older mares

Gene expression & histology of placentas are affected by maternal age but no gross morphology
Possibly affects fetomaternal communication/exchanges

o tbations in gene expression in placentas are already present in the embryo trophoblast
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