
E. coli       GGGGCUGAUUCUGGAUUCGACGGGAUUUGC--GAAACCC-AAGGUGCAUGCCGAGG--GGCGGUUGGCCUCGUAAAA-------AGCCGCA----AAAAAUAGUC  89 
K. pneumoniae GGGGCUGAUUCUGGAUUCGACGGGAUUUGC--GAAACCC-AAGGUGCAUGCCGAGG--GGCGGUUGGCCUCGUAAAA-------AGCCGCA----AAAAAUAGUC  89 
E. cloacae    GGGGCUGAUUCUGGAUUCGACGGGAUUUGC--GAAACCC-AAGGUGCAUGCCGAGG--GGCGGUUUGCCUCGUAAA-------AAGCCGCA---AAAAAAUAGUC  90 
A. baumannii  GGGGAUGUUAUUGGCUUCGACGCCGGUGAU--GAAACUCAUAGAUGCAUGCCGAGAG-CGCAUUUUCUCUCGUAAAUAA----AAUUUGCA---UUUAAAUAGUC  95 
P. aeruginosa GGGGCCGAU-UAGGAUUCGACGCCGGUAAC--AAAACUU-GAGGGGCAUGCCGAGCU-GGUAGCAGAACUCGUAAAUUCG---CUGCUGCA---AACUUAUAGUU  94 
E. faecium    GGGGACG-UUACGGAUUCGACAGGCACAGUC--GA-GCUUGAAUUGCGUUUCGUAG-GUUACGU---CUACGUAAAA-------ACGUUACAGUUAAAUAUAACU  90 
S. aureus     GGGGACGUUCAUGGAUUCGACAGGGGUCCCCC-GA-GCUCAUUAAGCGUGUCGGAG--GGUUGU---CUUCGUCAUCAACACACACAGUU-----UAUAAUAACU  93 
              ****  * *   ** ******             *          ** *  **                 *** *                        ***    
 
E. coli       GCAAACGACGAAAAC------UACGCUUUAGCAGCUUAA---UAACCUGCUUAGAGCCCUCUCUCCCUAGCCUCCGCUCUUAGGACGGGGA--UCAAGAGAGG-- 181 
K. pneumoniae GCAAACGACGAAAAC------UACGCUUUAGCAGCUUAA---UAACCUGCUCUGAGCCCUCUCUCCCUAGCUUCCGCUCUUAAGACGGGGA-UCAAAGAGAGG-- 182 
E. cloacae    GCAAACGACGAAAAC------UACGCUUUAGCAGCUUAA---UAACCUGCUCUGAGCCCUCUCUCCCUAGCUUCCGCUCUUAAGACGGGGA-UUCAAGAGAGG-- 183 
A. baumannii  GCAAACGACGAAACU------UACGCUCUAGCUGCCUAA---------GGGCCGCUUGUCCGCUUCCUAGAAU--ACUUGUGGUCUGGGAACCCGAC-------- 175 
P. aeruginosa GCCAACGACGACAAC------UACGCUCUAGCUGCUUAA---------UGCGGCUAGCAGUCGCUAGGGGAU---GCCUGUAAACCCGAAACGACUG-------- 173 
E. faecium    GCUAAAAACGAAAACAACUCUUACGCUUUAGCUGCCUAAAAA-CAGUUAGCGUA---GAUCCUCUCGGCAUC---GCCCAU-GUGCUCGAGUAAGGGUCCUAACU 187 
S. aureus     GGCAAAUCAAACAAU---AAUUUCGCAGUAGCUGCCUAAUC-GCACUCUGC------AUCGCCUAACAGCAUU--UCCUAU-AUGCUGUUAACGCGAUUCAACCU 185 
              *  **     * *        * ***  **** ** ***                                     *   *                         
 
E. coli       -------UCAAACCCAAAAGAGAUCGCGU-GGAAGCCCU-GCCUGGGGUUGAAGCGU--UAAAACUUAAUCAGGC-UA---GUUUGUUAGUGGCGUGUCCGUCCG 271 
K. pneumoniae -------UCAAACCCAAAAGAGAUCGCGU-GGAUGCCCU-GCCUGGGGUUGAAGCGU--UAAAUCU-CAUCAGGC-UA---GUUUGUUAGUGGCGUGUCUGUCCG 271 
E. cloacae    -------UCAAACCCAAAAGAGAUCGCGU-GGAAGCCCU-GCCUGGGGUUGAAGCGU--UAAAACU-AAUCAGGC-UA---GUACGUUAGUGGCGUGUUUGUUCG 272 
A. baumannii  ---UGAAGCGCACGCACACAAGUCCGUAUAGAGUCAA---GCCUCGGGGCUUUAUAC--CAAACUUA----GAGGAUC--GCACUUUGU--ACCCU-GUUCGUC- 262 
P. aeruginosa -------UCA-GAUAGAACAGGAUCGCCGCCAAGUUC--GCUGUAGACGUAACGGC---UAAAACUCA-UACAGC-UC----GCUCCA-AGCACCCUGCCACUCG 258 
E. faecium    UUA------------GUGGGAUAC-GUUUCAACUUUCC-GUCUGU--AAGUUGAAAAAGAGAACAU----CAGAC-UAGCGAUACAGAA--UGCCU-GUCACUCG 268 
S. aureus     UA-------------AUAGGAUAU-GCUAAACACUGCC-GUUUGAAGUCUGUUUAGAAGAAACUUAA--UCAAGC-UAGCAUCAUGU----UGGUU-GUUUAUCA 267 
                                       *                                   *              *                          *  
 
E. coli       CAGCUGGCAAGC-----GAAUGUAAA---GAC-UGA-CUAAGCAUGUAGUACCGAGGAUGU--AGGAAUUUCGGACGCGGGUUCAACUCCCGCCAGCUCCACCA  363 
K. pneumoniae CAGCUGGCAAGC-----GAAUGUAAA---GAC-UGA-CUAAGCAUGUAGUGCCGAGGAUGU--AGGAAUUUCGGACGCGGGUUCAACUCCCGCCAGCUCCACCA  363 
E. cloacae    CAGCUGGCGUGC-----GAAUGUAAA---GAC-AAA-CUAAGCAUGUAGUACCGAGGAUGU--AGAAAUUUCGGACGCGGGUUCAACUCCCGCCAGCUCCACCA  364 
A. baumannii  GGGU-CACUUGGUGU--UAAAACAAUA--GACGAUAUCUAAGCAUGUAGUAUUCUCGAGCG-UAGUGCUGGCGGACGCGGGUUCAACUCCCGCCAUCUCCACCA  360 
P. aeruginosa GGCGGCGCGGAGU-----UAACUCAGUA-GAGCUGG-CUAAGCAUGUAGAACCGAUAGCGG--AGAGCUGGCGGACGGGGGUUCAAAUCCCCCCGGCUCCACCA  353 
E. faecium    GCAAGCUGUAAAGU-GAAUCCUUAAAU--GAGUUGA-CUAUGAACGUAG-AUUUUUAAGUGGCGAUGUGUUUGGACGCGGGUUCGACUCCCGCCGUCUCCAuug  367 
S. aureus     CUUUUCAUGA-UGC-GAAACCUUUC----GA-UAAA-CUACACACGUAG-AAAGAUGUGUAUCAGGACCUCUGGACGCGGGUUCAAAUCCCGCCGUCUCCAuau  362 
                                           **      ***   * **** *                     ***** ****** * **** **  *****    









GGGGACGUUACGGAUUCGACAGGCACAGUCGAGCUUGAAUUGCGUUUCGUAGGUUACGUCUAC
GUAAAAACGUUACAGUUAAAUAUAACUGCACGUGACCACAUGGUCCUUCAUGAGUACGUAAAU
GCUGCUGGGAUUACAUAAUAACCUAAUCCUAGCGAUCCUCUCGGCAUCGCCCAUGUGCUCGAG
UAAGGGUCCUAACUUUAGUGGGAUACGUUUCAACUUUCCGUCUGUAAGUUGAAAAAGAGAACA
UCAGACUAGCGAUACAGAAUGCCUGUCACUCGGCAAGCUGUAAAGUGAAUCCUUAAAUGAGUU
GACUAUGAACGUAGAUUUUUAAGUGGCGAUGUGUUUGGACGCGGGUUCGACUCCCGCCGUCUC
CACCA 
GGGGACGUUCAUGGAUUCGACAGGGGUCCCCCGAGCUCAUUAAGCGUGUCGGAGGGUUGUCUU
CGUCAUCAACACACACAGUUUAUAAUAACUGCACGUGACCACAUGGUCCUUCAUGAGUACGUA
AAUGCUGCUGGGAUUACAUAAUAACCUAAUCCUAGCAUCGCCUAACAGCAUUUCCUAUAUGCU
GUUAACGCGAUUCAACCUUAAUAGGAUAUGCUAAACACUGCCGUUUGAAGUCUGUUUAGAAGA
AACUUAAUCAAGCUAGCAUCAUGUUGGUUGUUUAUCACUUUUCAUGAUGCGAAACCUUUCGAU
AAACUACACACGUAGAAAGAUGUGUAUCAGGACCUCUGGACGCGGGUUCAAAUCCCGCCGUCU
CCACCA 
GGGGCUGAUUCUGGAUUCGACGGGAUUUGCGAAACCCAAGGUGCAUGCCGAGGGGCGGUUGGC
CUCGUAAAAAGCCGCAAAAAAUAGUCGCACGUGACCACAUGGUCCUUCAUGAGUACGUAAAUG
CUGCUGGGAUUACAUAAUAACCUAAUCCUAGCCCUCUCUCCCUAGCUUCCGCUCUUAAGACGG
GGAUCAAAGAGAGGUCAAACCCAAAAGAGAUCGCGUGGAUGCCCUGCCUGGGGUUGAAGCGUU
AAAUCUCAUCAGGCUAGUUUGUUAGUGGCGUGUCUGUCCGCAGCUGGCAAGCGAAUGUAAAGA
CUGACUAAGCAUGUAGUGCCGAGGAUGUAGGAAUUUCGGACGCGGGUUCAACUCCCGCCAGCU
CCACCA 
GGGGAUGUUAUUGGCUUCGACGCCGGUGAUGAAACUCAUAGAUGCAUGCCGAGAGCGCAUUUU
CUCUCGUAAAUAAAAUUUGCAUUUAAAUAGUCGCACGUGACCACAUGGUCCUUCAUGAGUACG
UAAAUGCUGCUGGGAUUACAUAAUAACCUAAUCCUAGCGUCCGCUUCCUAGAAUACUUGUGGU
CUGGGAACCCGACUGAAGCGCACGCACACAAGUCCGUAUAGAGUCAAGCCUCGGGGCUUUAUA
CCAAACUUAGAGGAUCGCACUUUGUACCCUGUUCGUCGGGUCACUUGGUGUUAAAACAAUAGA
CGAUAUCUAAGCAUGUAGUAUUCUCGAGCGUAGUGCUGGCGGACGCGGGUUCAACUCCCGCCA
UCUCCACCA 
GGGGCCGAUUAGGAUUCGACGCCGGUAACAAAACUUGAGGGGCAUGCCGAGCUGGUAGCAGAA
CUCGUAAAUUCGCUGCUGCAAACUUAUAGUUGCACGUGACCACAUGGUCCUUCAUGAGUACGU
AAAUGCUGCUGGGAUUACAUAAUAACCUAAUCCUAGCCAGUCGCUAGGGGAUGCCUGUAAACC
CGAAACGACUGUCAGAUAGAACAGGAUCGCCGCCAAGUUCGCUGUAGACGUAACGGCUAAAAC
UCAUACAGCUCGCUCCAAGCACCCUGCCACUCGGGCGGCGCGGAGUUAACUCAGUAGAGCUGG
CUAAGCAUGUAGAACCGAUAGCGGAGAGCUGGCGGACGGGGGUUCAAAUCCCCCCGGCUCCAC
CA 
GGGGCUGAUUCUGGAUUCGACGGGAUUUGCGAAACCCAAGGUGCAUGCCGAGGGGCGGUUUGC
CUCGUAAAAAGCCGCAAAAAAAUAGUCGCACGUGACCACAUGGUCCUUCAUGAGUACGUAAAU
GCUGCUGGGAUUACAUAAUAACCUAAUCCUAGCCCUCUCUCCCUAGCUUCCGCUCUUAAGACG
GGGAUUCAAGAGAGGUCAAACCCAAAAGAGAUCGCGUGGAAGCCCUGCCUGGGGUUGAAGCGU
UAAAACUAAUCAGGCUAGUACGUUAGUGGCGUGUUUGUUCGCAGCUGGCGUGCGAAUGUAAAG
ACAAACUAAGCAUGUAGUACCGAGGAUGUAGAAAUUUCGGACGCGGGUUCAACUCCCGCCAGC
UCCACCA 
GGGGCUGAUUCUGGAUUCGACGGGAUUUGCGAAACCCAAGGUGCAUGCCGAGGGGCGGUUGGC
CUCGUAAAAAGCCGCAAAAAAUAGUCGCACGUGACCACAUGGUCCUUCAUGAGUACGUAAAUG
CUGCUGGGAUUACAUAAUAACCUAAUCCUAGCCCUCUCUCCCUAGCCUCCGCUCUUAGGACGG
GGAUCAAGAGAGGUCAAACCCAAAAGAGAUCGCGUGGAAGCCCUGCCUGGGGUUGAAGCGUUA
AAACUUAAUCAGGCUAGUUUGUUAGUGGCGUGUCCGUCCGCAGCUGGCAAGCGAAUGUAAAGA
CUGACUAAGCAUGUAGUACCGAGGAUGUAGGAAUUUCGGACGCGGGUUCAACUCCCGCCAGCU
CCACCA 

GGGGCCGAUUAGGAUUCGACGCCGGUAACAAAACUUGAGGGGCAUGCCGAGCUGGUAGCAGAA
CUCGUAAAUUCGCUGCUGCAAACUUAUAGUUGCACGUGACCACAUGGUCCUUCAUGAGUACGU
AAAUGCUGCUGGGAUUACAUAACUAGCUGCUUAAUGCGGCUAGCAGUCGCUAGGGGAUGCCUG
UAAACCCGAAACGACUGUCAGAUAGAACAGGAUCGCCGCCAAGUUCGCUGUAGACGUAACGGC
UAAAACUCAUACAGCUCGCUCCAAGCACCCUGCCACUCGGGCGGCGCGGAGUUAACUCAGUAG
AGCUGGCUAAGCAUGUAGAACCGAUAGCGGAGAGCUGGCGGACGGGGGUUCAAAUCCCCCCGG
CUCCACCA 



 
MPKGEGKLIAQNKKARHDYSIIDTMEAGMVLQGTEIKSIR
NSRINLKDGFIRVRNGEAFLHNVHISPYEQGNIFNHDPLR
TRKLLLHKKQIIRLENELKNTGITVVPLKVYIRNGYAKVL
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MAKKKSPGTLAENRKARHDYNIEDTIEAGIVLQGTEIKSI
RRGSANLKDSYAQVKNGEMYLNNMHIAPYEEGNRFNHDPL
RSRKLLLHKREIIKLGDQTREIGYSIVPLKLYLKHGHCKV
LLGVARGKKKYDKRQALKEKAVKRDVARDMKARY 
MTKKKAHKPGSATIALNKRARHEYFIEDEYEAGLALQGWE
VKSLRAGKANIGDSYVILKDGEAFLFGANFTPMAVASTHY
VCDPTRTRKLLLNQRELDTLYGRINREGYTVVALSLYWKN
AWCKVKIGVAKGKKQHDKRTDLKDREWALDKARIMKHAGR 
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643614-1644090 

MAKATVVKKHNGGTIAQNKRARHDYFIEEKFEAGMSLLGW
EVKSLRAGRMSLTESYVIFKNGEAFLFGAQIQPLLSASTH
IVPEATRTRKLLLSRRELEKLMGAVNQKGYSCVPLACYWK
GHLVKLEIALVKGKQLHDKRATEKERDWQRDKARIFHK 

NC_002516.2/535
3783-5354262 

MAKQKKHPSGTIAQNKKALHDYFIEQRFEAGVALAGWEVK
SLRAGKAQLVDSYVLLKDGEAWLLGSHITPLTTASTHVIA
DPVRTRKLLLHKRELGKLFGAVQQKGYACVALSMYWKKHL
VKCEIALAKGKKDFDKRHTEKERDSDREIQRAMRHGKDD 

NC_016514.1/357
9482-3579964 

MTKKKAHKPGSATIALNKRARHEYFIEEEFEAGLALQGWE
VKSLRAGKANIGDSYVILKDGEAFLFGANFTPLTVASSHY
VCDPTRTRKLLLNKRELESLYGRINREGFTVVALSLYWKN
AWCKVKVGVAKGKKQHDKRTDLKEREWQLDKARIMKNAGR 

 
MTKKKAHKPGSATIALNKRARHEYFIEEEFEAGLALQGWE
VKSLRAGKANISDSYVLLRDGEAFLFGANITPMAVASTHV
VCDPTRTRKLLLNQRELDSLYGRVNREGYTVVALSLYWKN
AWCKVKIGVAKGKKQHDKRSDIKEREWQVDKARIMKNAHR 



5′ CTCGATCCCGCGAAATTAATACG 3′ 
5′ CTTTTCGTTGGGATCTTTCG 3′ 
5′ 
CCGGCCTAGGTTATGTAATCCCAGCAGCATTT
ACGTACTCATGAAGGACCATGTGGTCACGTGC
CTTTTCGTTGGGATCTTTCGAAAG 3′ 
5' GCTGCTAAAGCGTAGTTTTCGTCGTT 3' 

5′CTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATT
CCCCTCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATACATATGGGTGGCACTAG
TAGCAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGA
TGTTAATGGGCACAAATTTTCTGTCAGAGGAGAGGGTGAAGGTGATGCTACAATCGGAAA
ACTCACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGT
CACTACTCTGACCTATGGTGTTCAATGCTTTTCCCGTTATCCGGATCACATGAAAAGGCA
TGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAA
AGATGACGGGAAATACAAGACGCGTGCTGTAGTCAAGTTTGAAGGTGATACCCTTGTTAA
TCGTATCGAGTTAAAGGGTACTGATTTTAAAGAAGATGGAAACATTCTCGGACACAAACT
CGAGTACAACTTTAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAAT
CAAAGCTAACTTCACAGTTCGCCACAACGTTGAAGATGGTTCCGTTCAACTAGCAGACCA
TTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCT
GTCGACACAAACTGTCCTTTCGAAAGATCCCAACGAAAAG3′ 

5′CTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATT
CCCCTCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATACATATGGGTGGCACTAG
TAGCAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGA
TGTTAATGGGCACAAATTTTCTGTCAGAGGAGAGGGTGAAGGTGATGCTACAATCGGAAA
ACTCACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAACACTTGT
CACTACTCTGACCTATGGTGTTCAATGCTTTTCCCGTTATCCGGATCACATGAAAAGGCA
TGACTTTTTCAAGAGTGCCATGCCCGAAGGTTATGTACAGGAACGCACTATATCTTTCAA
AGATGACGGGAAATACAAGACGCGTGCTGTAGTCAAGTTTGAAGGTGATACCCTTGTTAA
TCGTATCGAGTTAAAGGGTACTGATTTTAAAGAAGATGGAAACATTCTCGGACACAAACT
CGAGTACAACTTTAACTCACACAATGTATACATCACGGCAGACAAACAAAAGAATGGAAT
CAAAGCTAACTTCACAGTTCGCCACAACGTTGAAGATGGTTCCGTTCAACTAGCAGACCA
TTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCT
GTCGACACAAACTGTCCTTTCGAAAGATCCCAACGAAAAGGCACGTGACCACATGGTCCT
TCATGAGTACGTAAATGCTGCTGGGATTACATAACCTAGGCCGG3′ 



aagctTAATACGACTCACTATAGGGGACGTTACGGATTCGACAGGCACAGTCGAG
CTTGAATTGCGTTTCGTAGGTTACGTCTACGTAAAAACGTTACAGTTAAATATAA
CTGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTACATA
ATAACCTAATCCTAGCGATCCTCTCGGCATCGCCCATGTGCTCGAGTAAGGGTCC
TAACTTTAGTGGGATACGTTTCAACTTTCCGTCTGTAAGTTGAAAAAGAGAACAT
CAGACTAGCGATACAGAATGCCTGTCACTCGGCAAGCTGTAAAGTGAATCCTTAA
ATGAGTTGACTATGAACGTAGATTTTTAAGTGGCGATGTGTTTGGACGCGGGTTC
GACTCCCGCCGTCTCCAccaCGAAGAGgatcc
aagctTAATACGACTCACTATAGGGGACGTTCATGGATTCGACAGGGGTCCCCCG
AGCTCATTAAGCGTGTCGGAGGGTTGTCTTCGTCATCAACACACACAGTTTATAA
TAACTGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTAC
ATAATAACCTAATCCTAGCATCGCCTAACAGCATTTCCTATATGCTGTTAACGCG
ATTCAACCTTAATAGGATATGCTAAACACTGCCGTTTGAAGTCTGTTTAGAAGAA
ACTTAATCAAGCTAGCATCATGTTGGTTGTTTATCACTTTTCATGATGCGAAACC
TTTCGATAAACTACACACGTAGAAAGATGTGTATCAGGACCTCTGGACGCGGGTT
CAAATCCCGCCGTCTCCAccatCGAAGAGgatcc
aagctTAATACGACTCACTATAGGGGCTGATTCTGGATTCGACGGGATTTGCGAA
ACCCAAGGTGCATGCCGAGGGGCGGTTGGCCTCGTAAAAAGCCGCAAAAAATAGT
CGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTACATAA
TAACCTAATCCTAGCCCTCTCTCCCTAGCTTCCGCTCTTAAGACGGGGATCAAAG
AGAGGTCAAACCCAAAAGAGATCGCGTGGATGCCCTGCCTGGGGTTGAAGCGTTA
AATCTCATCAGGCTAGTTTGTTAGTGGCGTGTCTGTCCGCAGCTGGCAAGCGAAT
GTAAAGACTGACTAAGCATGTAGTGCCGAGGATGTAGGAATTTCGGACGCGGGTT
CAACTCCCGCCAGCTCCAccaGGAGACGgatcc
aagctTAATACGACTCACTATAGGGGATGTTATTGGCTTCGACGCCGGTGATGAA
ACTCATAGATGCATGCCGAGAGCGCATTTTCTCTCGTAAATAAAATTTGCATTTA
AATAGTCGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATT
ACATAATAACCTAATCCTAGCGTCCGCTTCCTAGAATACTTGTGGTCTGGGAACC
CGACTGAAGCGCACGCACACAAGTCCGTATAGAGTCAAGCCTCGGGGCTTTATAC
CAAACTTAGAGGATCGCACTTTGTACCCTGTTCGTCGGGTCACTTGGTGTTAAAA
CAATAGACGATATCTAAGCATGTAGTATTCTCGAGCGTAGTGCTGGCGGACGCGG
GTTCAACTCCCGCCATCTCCAccaGGAGACGgatcc
aagctTAATACGACTCACTATAGGGGCCGATTAGGATTCGACGCCGGTAACAAAA
CTTGAGGGGCATGCCGAGCTGGTAGCAGAACTCGTAAATTCGCTGCTGCAAACTT
ATAGTTGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTA
CATAATAACCTAATCCTAGCCAGTCGCTAGGGGATGCCTGTAAACCCGAAACGAC
TGTCAGATAGAACAGGATCGCCGCCAAGTTCGCTGTAGACGTAACGGCTAAAACT
CATACAGCTCGCTCCAAGCACCCTGCCACTCGGGCGGCGCGGAGTTAACTCAGTA
GAGCTGGCTAAGCATGTAGAACCGATAGCGGAGAGCTGGCGGACGGGGGTTCAAA
TCCCCCCGGCTCCACCAGGAGACGgatcc
aagctTAATACGACTCACTATAGGGGCTGATTCTGGATTCGACGGGATTTGCGAA
ACCCAAGGTGCATGCCGAGGGGCGGTTTGCCTCGTAAAAAGCCGCAAAAAAATAG
TCGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTACATA
ATAACCTAATCCTAGCCCTCTCTCCCTAGCTTCCGCTCTTAAGACGGGGATTCAA
GAGAGGTCAAACCCAAAAGAGATCGCGTGGAAGCCCTGCCTGGGGTTGAAGCGTT
AAAACTAATCAGGCTAGTACGTTAGTGGCGTGTTTGTTCGCAGCTGGCGTGCGAA
TGTAAAGACAAACTAAGCATGTAGTACCGAGGATGTAGAAATTTCGGACGCGGGT
TCAACTCCCGCCAGCTCCAccaGGAGACGgatcc
aagctTAATACGACTCACTATAGGGGCCGATTAGGATTCGACGCCGGTAACAAAA
CTTGAGGGGCATGCCGAGCTGGTAGCAGAACTCGTAAATTCGCTGCTGCAAACTT
ATAGTTGCACGTGACCACATGGTCCTTCATGAGTACGTAAATGCTGCTGGGATTA
CATAActagctgcttaaTGCGGCTAGCAGTCGCTAGGGGATGCCTGTAAACCCGA
AACGACTGTCAGATAGAACAGGATCGCCGCCAAGTTCGCTGTAGACGTAACGGCT
AAAACTCATACAGCTCGCTCCAAGCACCCTGCCACTCGGGCGGCGCGGAGTTAAC
TCAGTAGAGCTGGCTAAGCATGTAGAACCGATAGCGGAGAGCTGGCGGACGGGGG
TTCAAATCCCCCCGGCTCCACCAGGAGACGgatcc



CATATGCCGAAGGGCGAGGGCAAACTGATTGCGCAGAACAAGAAAGCGCGTCACG
ACTACAGCATCATTGATACCATGGAGGCGGGTATGGTGCTGCAAGGCACCGAAAT
CAAAAGCATTCGTAACAGCCGTATCAACCTGAAGGACGGTTTCATTCGTGTGCGT
AACGGCGAGGCGTTTCTGCACAACGTTCACATCAGCCCGTATGAACAGGGTAACA
TTTTCAACCACGATCCGCTGCGTACCCGTAAACTGCTGCTGCACAAGAAACAAAT
CATTCGTCTGGAGAACGAACTGAAAAACACCGGTATCACCGTGGTTCCGCTGAAG
GTGTACATTCGTAACGGCTATGCGAAGGTTCTGATCGGTCTGGCGAAAGGCAAGA
AAAGCTACGACAAGCGTGAAGATCTGAAGCGTAAAGACATCGATCGTCAGATTGA
CCGTACCCTGAAGAACTTTAGCCGTCTCGAG 
CATATGGCGAAGAAAAAGAGCCCGGGTACCCTGGCGGAGAACCGTAAAGCGCGTC
ACGACTATAACATCGAGGATACCATTGAAGCGGGTATCGTGCTGCAGGGCACCGA
GATCAAGAGCATTCGTCGTGGTAGCGCGAACCTGAAAGACAGCTACGCGCAAGTT
AAGAACGGCGAAATGTATCTGAACAACATGCACATTGCGCCGTACGAGGAAGGTA
ACCGTTTCAACCACGACCCGCTGCGTAGCCGTAAGCTGCTGCTGCACAAACGTGA
GATCATTAAGCTGGGTGATCAGACCCGTGAAATTGGCTACAGCATCGTGCCGCTG
AAGCTGTATCTGAAACACGGCCACTGCAAAGTGCTGCTGGGTGTTGCGCGTGGCA
AAAAGAAATATGATAAGCGTCAAGCGCTGAAGGAAAAAGCGGTGAAACGTGACGT
TGCGCGTGATATGAAGGCGCGTTACCTCGAG 
CATATGACCAAGAAAAAGGCGCACAAACCGGGTAGCGCGACCATCGCGCTGAACA
AGCGTGCGCGTCACGAATACTTCATTGAGGACGAATATGAGGCGGGTCTGGCGCT
GCAGGGTTGGGAAGTGAAAAGCCTGCGTGCGGGCAAGGCGAACATCGGCGACAGC
TATGTTATTCTGAAAGATGGTGAAGCGTTCCTGTTTGGCGCGAACTTTACCCCGA
TGGCGGTGGCGAGCACCCACTACGTTTGCGACCCGACCCGTACCCGTAAGCTGCT
GCTGAACCAGCGTGAACTGGATACCCTGTACGGTCGTATCAACCGTGAGGGCTAT
ACCGTGGTTGCGCTGAGCCTGTACTGGAAAAACGCGTGGTGCAAAGTGAAGATTG
GTGTTGCGAAGGGCAAAAAGCAACACGACAAACGTACCGACCTGAAGGATCGTGA
GTGGGCGCTGGATAAAGCGCGTATCATGAAGCACGCGGGCCGTCTCGAG 
CATATGGCGAAGGCGACCGTGGTTAAGAAACACAACGGTGGCACCATCGCGCAGA
ACAAGCGTGCGCGTCACGACTACTTCATTGAGGAAAAATTTGAGGCGGGTATGAG
CCTGCTGGGCTGGGAAGTGAAGAGCCTGCGTGCGGGTCGTATGAGCCTGACCGAG
AGCTATGTTATCTTCAAAAACGGTGAAGCGTTCCTGTTTGGTGCGCAGATCCAAC
CGCTGCTGAGCGCGAGCACCCACATTGTGCCGGAGGCGACCCGTACCCGTAAACT
GCTGCTGAGCCGTCGTGAGCTGGAAAAGCTGATGGGTGCGGTGAACCAAAAAGGC
TACAGCTGCGTTCCGCTGGCGTGCTATTGGAAGGGTCACCTGGTGAAACTGGAAA
TCGCGCTGGTTAAGGGCAAACAGCTGCACGATAAGCGTGCGACCGAGAAAGAACG
TGACTGGCAACGTGATAAGGCGCGTATTTTTCACAAACTCGAG 
CATATGGCGAAACAGAAGAAACACCCGAGCGGTACCATCGCGCAAAACAAGAAAG
CGCTGCACGACTACTTCATTGAGCAGCGTTTTGAAGCGGGTGTGGCGCTGGCGGG
TTGGGAAGTGAAAAGCCTGCGTGCGGGCAAGGCGCAACTGGTGGACAGCTATGTT
CTGCTGAAAGATGGTGAAGCGTGGCTGCTGGGTAGCCACATTACCCCGCTGACCA
CCGCGAGCACCCACGTGATTGCGGATCCGGTTCGTACCCGTAAGCTGCTGCTGCA
CAAACGTGAGCTGGGCAAGCTGTTCGGCGCGGTGCAGCAAAAGGGTTACGCGTGC
GTTGCGCTGAGCATGTATTGGAAGAAACACCTGGTGAAATGCGAGATCGCGCTGG
CGAAGGGCAAGAAAGACTTTGATAAACGTCACACCGAGAAGGAACGTGACAGCGA
TCGTGAAATTCAGCGTGCGATGCGTCACGGCAAGGACGATCTCGAG 
CATATGACCAAGAAAAAGGCGCACAAACCGGGTAGCGCGACCATCGCGCTGAACA
AGCGTGCGCGTCACGAATACTTCATTGAGGAAGAGTTTGAGGCGGGTCTGGCGCT
GCAGGGTTGGGAAGTTAAAAGCCTGCGTGCGGGCAAGGCGAACATCGGCGACAGC
TACGTGATTCTGAAAGATGGCGAGGCGTTCCTGTTTGGCGCGAACTTCACCCCGC
TGACCGTTGCGAGCAGCCACTATGTGTGCGACCCGACCCGTACCCGTAAACTGCT
GCTGAACAAGCGTGAACTGGAGAGCCTGTACGGTCGTATCAACCGTGAAGGCTTT
ACCGTGGTTGCGCTGAGCCTGTATTGGAAAAACGCGTGGTGCAAAGTGAAGGTTG
GTGTGGCGAAGGGCAAAAAGCAGCACGACAAACGTACCGATCTGAAGGAGCGTGA
GTGGCAACTGGATAAAGCGCGTATTATGAAGAACGCGGGCCGTCTCGAGCTCGAG 


