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Arebilopstei e Agronomic Linked Data (AgroLD)
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rrance  knowledge base.
1 - Barrell, D. et al., 2009. The GOA in 2009 - An i Gene Ontology Annotation resource. Nuc. Ac. Res. 37.
- 2 - Conte, M.G. et al., 2008. GreenPhyIDB: A database for plant comparative genomics. Nuc. Ac. Res., 36.
3 - Droc, G. et al., 2006. OryGenesDB: a database for rice reverse genetics. Nuc. Ac. Res., 34(Database issue), pp.D736-D740.
4 - Hamelin, C. et al., 2013. TropGeneDB, the multi-tropical crop information system updated and extended. Nuc. Ac. Res. 41(D1).
5 - Monaco, M.K. et al., 2014. Gramene 2013: Comparative plant genomics resources. Nuc. Ac. Res., 42(D1).
6 - Larmande, P. et al., 2008. Oryza Tag Line, a phenotypic mutant database for the Génoplante rice insertion line library. Nuc. Ac.
Res., 36.
7 - Venkatesan A. et al., 2018 Agronomic Linked Data (AgroLD): a Knowledge-based System to Enable Integrative Biology in
RDF Transformation workflows Agronomy. bioRxiv 325423; doi: https://doi.org/10.1101/325423

LARECHERCHE ACRONOMIQUE
International POURLE DEVELOPPERMENT

>\ @cirad |INRAC @ D



https://twitter.com/green_bioinfo
mailto:pierre.larmande@ird.fr

