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TROPICAL NATURE RESERVE (ETANG DE SAINT-PAUL,

NVIRONMENTAL DNA (eDNA) METABARCODING

Natacha Nikolic (INRAE, ARBR

INR : Z Réserve Naturelle
ETANG DE SAINT-PAUL

e Area sampling

N — e
* SAMPLES: Nt e ' i
- 10 geographic localisation around the nature reserve. —pezpn
I Gobiidae
Heroini
- 2 L filtrate water by Pall-Acropack (0.45 p). Rl
/ : Megalops
B Mugildae
* Oreochromis
* MOLECULAR: \ B ommmat
- 12 replicates per sample. E:;j;m
Trichopodus
- Group-specific mitochondrial 12S primers (spygen patent) ',i"’l
- Human blocking primers. / \'\(j*b*s
+  BIOINFORMATICS: N\ b e
- Biofiltration by Obitools and alignment on reference - : - B
ey C dae Gadidae A llid
genome on NCBI and SPYGEN database. Poecilidae ' oo g pas AHEH ae.
/ Gou Eleotridae
- Supplementary alighement by blast and Mega on
NCBI and Bold database.
- Phylogenetic analysis on Mega and Non Metric
Multidimensional Scaling (NMDS) analysis (R vegan
package, using Jaccard index). /
Gobiidae

P22 >>>>>>>
\ Cichlidae

sRESULTS IMPROVE BY:

- Confrontation of reference genome database.

- Phylogenetic analysis: Exemple

Mugillidae

57 — Eleotrdae vars

— Elecindae vars

Eleolns sp. var’

Eleotndae var3 'E f usca — AF265398.1 Stenogobius sp. HYW-2001 128 ribosomal RNA gene comple
Elegtndae vard 41{— Gobhdae vart1
Fi | Eleot , = 27| L Goblidae var24
. leondae var Gobiidae var10
1 I KF415352.1 Eleotris sp. MMBE 1066558 125 ribosomal RNA gene partial sequence RN % Gobiidae var18
NC 037140.1 Eleotris fusca mitochondrion complete genome Goblidae var13
16 KUG74798.1 Eleotris fusca mitochondrion complete genome o | i ot W | —— -
. , ° SPY173165 21 Gobiidae var12
'I AF265371.1 Eleoinis fusca 125 nbosomal RNA gene complete sequence mitochondnal gene for SPY173164 BRI
1] 43 MF327490.1 Eleotris amblyopsis voucher stri-16837 milochondrion complete genom Trichopodus\tricheptenis. ‘ 2411 _ Gobiidee var2?
— AF265373.1 Eleotns acanthopoma 125 nbosomal RNA gene complete sequence mitochondr o~ 2 4 Slgif;'il’a?‘g 166 2 7 | Gobiidae var23
3 14
APDD4455.1 Eleolris acanthopoma mitochondrial DNA complele genome(2) fausse | % o Gobi ;3 Obndaf oo
_ 14 oblidae var
14 a8 Eleotris sp. var2 SPY173f89"* 1 — Goviaae var2

ﬂ 53 Elentris S-I:l vard 3 — 13 Goblidae var2t
Beolideevad el S Gobiidae var16
Gobiida 19

49 Eleotris sp vart SR
E' ucu” th ﬂpﬂ'mﬂ Gobiidae_L1 Goblidae vari4
a8 Eleotris sp. vars ' ' ‘ ' ‘ 13— Gobiidae var17?

-1.0 -0.5 0.0 0.5 1.0
ﬂﬂ_l_ Eleotris sp. var3 .
41 L— Eleolris sp. varg
4 ABOZ228594 1 Mugilcgobius sp. 1 mitochondrial genes for 1.25 nbocsomal RNA IRNA-Val pai
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e | Rheophilic species from dowstream
_ " areas of rivers (Kuhlidae,
\ [ il Anguillidae, Eleotridae)

e CONCLUSION
» ADNe detected expected fish diversity.
> ADNe reflect consistent fish assemblies at micro

and macroscale. Lakeside border ‘~ 3 " | Lake environment
> Accurate taxonomic assignment require Small lenthic fish | - | Lenthic Cichlidae

enhancement of reference barcoding reference/ ¢ | (Managuense, Tilapia)




