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protein is responsible for some of the transmissible spongiform encephalopathies diseases. These neurodegenerative dieases are infectious and always fatal. They are due to amyloid formation in the brain.

S. Prusiner established infectiousity of the protein and the existence of two different conformational states. He received the Nobel Price in 1997.%
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peut être écrire en plus gros les abscisses, ordonnées légende et mettre en évidence (par superposition ?) les simulations et les données expérimentales?


