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Table 1 : overall demographics and activity 

ID Age sex TNM 

Stage  

(AJCC 2009) 

Nb of prior 

systemic 

treatments  

Prior 

immunotherapy Cohort Dose 

Clinical 

response 

RECIST§ 

Clini

cal 

resp

onse 

IrRC

§ 

Melan A 

immune 

response 

Clinical 

outcome 

  (years)             

(cells

)     

(fold 

increase)   

0101 75 F 
T4N3M1c 

IV 3 - 1 

4x10
6 PD PD 1.17 s alive 

0201 80 F 
T3N2bM1c 

IV 1 - 1 

4x10
6 PD PD 30* D (32) 

0301 35 M 
T4bN1bM1c 

IV 2 ICI(2) 1 

4x10
6 PD PD 1.1 D (9) 

0401 61 M 
T4bN3M1c 

IV 1 - 2 

20x1

06 PD PD 5.4* D (26) 

0501 84 F 
T2xN3M1a 

IV 2 IFN AD  2 

20x1

06 PD PD NI alive 

0103 72 M 
T3bN2bM1a 

IV 1 IFN AD, VACCIN  2 

20x1

06 PD - NI D (20) 

0203 76 F 
T3aN1bM1a 

IV 6 

VACCIN(2), TIL, 

ICI(2)  3 

60x1

06 PD PD 1 D (18) 

0403 79 M 
T4bN2cM1b 

IV 1 - 3 

60x1

06 SD - NI alive 

0601 79 F 
T1xN3M1a 

IV 2 - 3 

60x1

06 SD SD 1.8 alive 

ICI: immune checkpoint inhibitor      

IFN AD: interferon alpha adjuvant      

TIL: tumor infiltrating lymphocytes      

D (): death (weeks post first vaccine injection)      

NI: not interpretable      

*: significant increase associated with naive/memory T cell switch      

s: Fold increase calculated from W1, since W0 data were missing      

§: RECIST and IrRC results at the end of patient follow-up      

 



Supplementary figures legend 

Supplementary figure 1 

Immunomonitoring of immune cell subsets by flow cytometry. A) gating strategy used to determine the percentages of the different cell subsets 
with the 3 different panels of antibodies used (see suppl table 1 for antibodies references). Analyses were performed with FlowJo software. B) 
Kinetic analysis of immune cell subset percentages in the different patients. C) Gating strategy for CD45RA/CCR7 staining 

 

Supplementary Figure 2 

Total number of adverse events observed during the clinical trial, according to patient group dose, with their localizations 

 

Supplementary Figure 3 

MLANA specific T cells percentages and naive/memory frequencies. Specific anti-MLANA T cells were characterized in terms of naïve/memory 
profile, according to their differential expression of CCR7 and CD45RA (see methods), at different time points during patients follow-up. 
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Suppl Fig 1, continued 
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Suppl Fig 1, continued 
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Suppl Fig 1, continued 

Gating strategy (patient 0401, W16) 
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Suppl Table 1 



Suppl Table 2 

HLA typing of PDC lines cell and melanoma patients 


