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Figure S1 Manhattan plots of residual feed intake (a), residual gain (b) and feed efficiency ratio (c)
[bookmark: _GoBack]Red line denotes the Bonferroni correction threshold for genome-wide type I error rate of 5% and green line represents the top 100 SNP with the highest –log10(P).
image1.png
17 18 19 20 21 22 23 24 25262728 29

10 10 11 12 13 15 16
Chromosome

9




image2.png
17 18 19 20 21 22 23 24 25262728 29

0 11 12 13 15 16

10

Chromosome




image3.png
17 18 19 20 21 22 23 24 25262728 29

10 11 12 13 15 16

10

Chromosome




