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Introduction

Non-saccharomyces strains are becoming more widely applied in oenological practice, however, little is known about the nitrogen preferences and
utilisation mechanism by non-Saccharomyces strains. We tried to decipher the fate of different nitrogen sources by quantitative isotope labelling
based analysis with selected nitrogen sources during fermentations conducted by T. delbrueckii and M. pulcherrima strains.
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Figure 1. Enrichment of proteinogenic amino acids during fermentation with isotopic labelled amino acids.
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represents the initial concentration supplied in the synthetic must. (B) Portion of nitrogen provided by consumed
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the previous stage and the current stage, light colour represents the amount which has been consumed (A) or
incorporated in the previous stage (B).

proteins, although they were sometimes supplied in low concentration.

% Catabolism of nitrogen sources plays a minor role in volatile compounds

TD fate Ar MP fate A :

6 d 6 e formation.

14 14

12 12 s* Comparing with SC (Crépin et al., 2017; Rollero et al., 2017), less amounts of
= 1 = 1 . .
£ ., £, consumed Val and Leu were used for volatile compounds synthesis.
?U.Ea g:ﬂ.ﬁ

Acknowledgement

0'3 28 28 28 35 D'z 13 22 27 79 The strains of this project are provided by Lallemand. The author also wants to thank Lallemand for financial

N 1/4 N1/2 N3/4 EN N 1/4 N1/2 N3/4 EN support. YS thanks FEMS for granting the conference bursary.
proteinogenic other Aas consumed proteinogenic other Aas consumed

References

1. Crépin, L., Truong, N.M., Bloem, A., Sanchez, |., Dequin, S., Camarasa, C., 2017. Management of multiple nitrogen sources during wine fermentation
by S. cerevisiae. Appl. Environ. Microbiol. 83, AEM.02617-16. https://doi.org/10.1128/AEM.02617-16

2. Rollero, S., Mouret, J.R., Bloem, A., Sanchez, |., Ortiz-Julien, A., Sablayrolles, J.M., Dequin, S., Camarasa, C., 2017. Quantitative13C-isotope labelling-
catabolised to the total consumed arginine. based analysis to elucidate the influence of environmental parameters on the production of fermentative aromas during wine fermentation. Microb.
Biotechnol. 10, 1649-1662. https://doi.org/10.1111/1751-7915.12749

3. Bloem, A., Rollero, S., Seguinot, P., Crépin, L., Perez, M., Picou, C., Camarasa, C., 2018. Workflow Based on the Combination of Isotopic Tracer
Experiments to Investigate Microbial Metabolism of Multiple Nutrient Sources. J. Vis. Exp. (131), 56393, d0i:10.3791/56393 @@mon %,

Figure 3. Fate of arginine during fermentation. Blue bar represents the consumed arginine directly incorporated into
proteinogenic arginine. Orange bar represents the consumed arginine were catabolised to form other amino acids. The
numbers in blue and orange indicate the ratio (in percentage) of arginine incorporated to proteinogenic arginine or
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