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There is a growing interest in proteases and new or more specific enzymes (denoted as "Sequencing Grade", or SG) are developed. Depending on the company
manufacturing those SG enzymes, specificity and definition can change. Hence, it is important for a user to easily adapt the software by including novel definitions
of enzymes.

Rapid Peptides Generator was designed to be highly modular, both for users and developers. RPG is mainly composed of a documented APl and a basic launcher.

N\ @

Institut Pasteur usr 3756




