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ABSTRACT Colistin has become a last-resort antibiotic for the treatment of infec-
tions caused by highly drug-resistant Gram-negative bacteria. Moreover, it has been
widely used in the livestock sector. As a consequence, colistin resistance is emerging
worldwide. Among the colistin resistance mechanisms, the spread of the plasmid-
encoded colistin resistance gene mcr-1 (mostly in Escherichia coli) is of particular
concern due to its increased transferability compared to that of chromosome-
encoded resistance. The early detection of MCR-1-producing bacteria is essential to
prevent further spread and provide appropriate antimicrobial therapy. Lateral flow
immunoassays (LFIAs) were manufactured with selected monoclonal antibodies. A
collection of 177 human and 121 animal enterobacterial isolates was tested in a
multicentric study. One bacterial colony grown on agar plates was suspended in ex-
traction buffer and dispensed on the cassette. Migration was allowed for 15 min,
and the results were monitored by the appearance of a specific band. The positive
results showed a pink line resulting in an unambiguous interpretation. All MCR-1-
producing isolates were found to be positive by the LFIA, and no false-negative re-
sults were observed. Three out of four MCR-2-producing isolates were also found to
be positive. Our test does not detect MCR-3-, MCR-4-, or MCR-5-producing isolates.
LFIA allows the detection of MCR-1 with 100% sensitivity and 98% specificity. This
test is fast, sensitive, specific, easy to use, and cost-effective and can therefore be
implemented in any microbiology laboratory worldwide. LFIA is a major tool for the
rapid detection and monitoring of MCR-1 producers in humans and animals.

KEYWORDS MCR-1, detection, lateral flow immunoassay

he rise of antimicrobial resistance in association with an extremely limited number

of novel molecules with antimicrobial activity is a real threat to global health. This
is of particular concern with the worldwide dissemination of multidrug-resistant (MDR)
and highly drug-resistant (XDR) Gram-negative bacteria, especially carbapenemase-
producing Enterobacteriaceae (CPE). The paucity of therapeutic options still available for
these MDR and XDR bacteria has led to the revival of polymyxins (polymyxin B and
colistin), which have become the last-resort therapy (1). Unfortunately, the increasing
prevalence of CPE worldwide has boosted the use of colistin, inexorably resulting in the
rise of polymyxin resistance, especially in countries where CPE is endemic, such as Italy
and Greece (2-6).

In enterobacterial isolates, acquired resistance to colistin is mostly caused by
modifications of the lipopolysaccharide (LPS) (7, 8). In late 2015, the first plasmid-
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encoded gene causing resistance to polymyxin, named mcr-1, was described (9). MCR-1
is a phosphoethanolamine transferase able to add pETN to the LPS, which leads to
polymyxin resistance, with MICs usually ranging from 2 to 8 mg/liter. Since its initial
description, the mcr-1 gene has been reported worldwide in Enterobacteriaceae (mostly
Escherichia coli) recovered from both human and animal samples (7, 10). On top of its
ability to be transferred between enterobacterial species, recent reports indicate its
very low (or a lack of a) fitness cost for the bacteria, raising fears of the rapid
dissemination of this mechanism (11, 12). Until now, eight families of mcr genes have
already been assigned, and seven have been reported in Enterobacteriaceae (13-18).
MCR-2, MCR-3, MCR-4, MCR-5, MCR-6, MCR-7, and MCR-8 share only 81%, 34%, 33%,
31%, 82%, 29%, and 31% amino acid sequence identity with MCR-1, respectively. It is
of note that MCR-1 remains the most prevalent enzyme in Enterobacteriaceae isolated
from human samples (19). To contain the spread of MCR-producing Enterobacteriaceae
in humans, a test that enables both the rapid and reliable detection of at least MCR-1
is urgently needed.

Broth microdilution (BMD) has recently been chosen as the unique reference
method by CLSI and by EUCAST (20), even though diffusion methods are still of use in
the animal sector (21). Currently, discrimination between chromosome-encoded and
MCR-related resistance to colistin mostly relies on molecular assays dedicated to the
detection of the mcr-7 and mcr-2 genes. These methods are based on real-time PCR
(22-24), loop-mediated isothermal amplification (25), and microarray techniques (26).
Multiplex PCRs have also been developed for the detection of the five most prevalent
families of mcr variants (mcr-1, mcr-2, mer-3, mcr-4, and mcr-5) (27-29). These molecular
techniques remain expensive and sometimes require experienced staff. More recently,
a matrix-assisted laser desorption ionization-time of flight mass spectrometry-based
assay has been developed for the detection of polymyxin resistance and discrimination
between chromosome-encoded and plasmid-encoded resistance to colistin in E. coli
(30). However, this promising technique has to be validated in other bacterial species
and requires a mass spectrometer, which is not available in all clinical microbiology
laboratories. Finally, a simple phenotypic method, named the Colistin-MAC test, has
been described for the screening of MCR-1-mediated polymyxin resistance (31). This
method is based on the colistin MIC reduction in the presence of dipicolinic acid, when
the colistin resistance is caused by MCR-1 production. This method is inexpensive and
easy to perform but requires determination of additional MICs using the broth microdi-
lution method, thus leading to an additional delay of at least 24 h.

In this study, we developed a lateral flow immunoassay (LFIA) for the rapid detection
(<15 min) of MCR-1 in Enterobacteriaceae. We have validated it on a collection of 298
characterized isolates recovered from human and animal samples.

MATERIALS AND METHODS

Ethics statement. All experiments were performed in compliance with French and European
regulations on the care of laboratory animals (European Community [EC] Directive 86/609, French Law
2001-486, 6 June 2001), with agreement no. 91-416, delivered to S. Simon by the French Veterinary
Services, and with CEA agreement D-91-272-106 from the Veterinary Inspection Department of Essonne,
France.

Reagents. Biozzi mice were bred at the animal care unit of CEA (Gif sur Yvette, France). Bovine serum
albumin (BSA), Tween 20, isopropyl-B-p-thiogalactoside (IPTG), biotin N-hydroxysuccinimide ester,
streptavidin, gold chloride solution, N-succinimidyl-S-acetyl-thioacetate (SATA), imidazole, and kanamy-
cin (from Streptomyces kanamyceticus) were from Sigma-Aldrich (Saint Quentin Fallavier, France). The
Ndel and Xhol restriction enzymes were from New England Biolabs (Evry, France). Goat anti-mouse (GAM)
1gG and IgM polyclonal antibodies were from Jackson ImmunoResearch (West Grove, PA, USA). Protein
A Sepharose was from Millipore (ProsepA; Guyancourt, France). A serine protease inhibitor [4-(2-
aminoethyl)benzenesulfonyl fluoride hydrochloride (AEBSF)] was from Interchim (Montlugon, France).
Metal agarose affinity resin (chelating Sepharose FastFlow) was from GE Healthcare (Vélizy-Villacoublay,
France). Enzyme immunoassays (EIAs) were performed with MaxiSorp 96-well microtiter plates (Nunc,
Paris, France), and all reagents were diluted in EIA buffer (0.1 M phosphate buffer, pH 7.4, containing
0.15 M Nadcl, 0.1% bovine serum albumin [BSA], and 0.01% sodium azide). Plates coated with proteins
were saturated in EIA buffer (18 h at 4°C) and washed with washing buffer (0.1 M potassium phosphate,
pH 7.4, containing 0.05% Tween 20). Nitrocellulose strips with polystyrene backing were from GE
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Healthcare (Prima 40). Lysogeny broth (LB) agar plates were from Sigma-Aldrich, and Mueller-Hinton agar
plates were from bioMérieux (La Balme-Les-Grottes, France).

Bacterial isolates. For the LFIA validation, 298 enterobacterial isolates with a characterized mcr
content were used to evaluate the mcr-1 LFIA (see Table S1 in the supplemental material). This collection
included 110 MCR-1 producers (1 of which was colistin sensitive), 4 MCR-2 producers, 18 MCR-3
producers (2 of which were colistin sensitive), 5 MCR-4 producers, 3 MCR-5 producers, and 158 non-MCR
producers, including 91 colistin-resistant isolates. These isolates were collected and tested at three
different locations: Bicétre Hospital and Clermont-Ferrand Hospital for human samples and Anses Lyon
for animal samples.

Colistin susceptibility testing. MICs were determined by BMD according to the guidelines of a CLSI
and EUCAST joint subcommittee (20). Results were interpreted using the EUCAST breakpoint as updated
in 2018 (32), where susceptible was an MIC of =2 ug/ml and resistant was an MIC of >2 ug/ml.

Cloning and expression of the MCR-1,,,.5,, protein in E. coli. A partial region of the mcr-1 gene
encoding the periplasmic region of the protein (from amino acids T179 to R541 [MCR-1,,4_s,4,]) Was
amplified by PCR using the forward primer MCR-1,,4_s,, Ndel (5'-aaaaaaCATATGtatgccagtttctttcgcgtgc
at-3’; capital letters correspond to the restriction site) and the reverse primer MCR-1 Xhol-Astop
(5'-aaaaaaCTCGAGgcggatgaatgcggtgcggtcttt-3'). After amplification, the sequence was further cloned
into the pET41b vector (Invitrogen Life Technologies, Cergy-Pontoise, France), using the Ndel and Xhol
restriction enzymes, allowing insertion of a polyhistidine tag sequence at the 3’ end of the protein. The
inserted amplicon was verified by sequencing (Eurofins Genomics, Ebersberg, Germany).

E. coli BL21(DE3)pLysS was then transformed with the recombinant plasmid. One positive clone was
grown in 500 ml of LB with 100 ng/ml ampicillin at 37°C until the optical density at 600 nm reached 0.6.
IPTG (100 uM) was added to the culture, which was incubated for 4 h with shaking at 37°C. The culture
was pelleted by centrifugation at 2,500 X g for 20 min at 4°C and suspended in 30 ml of solubilizing
buffer (50 mM Tris-HCl buffer, pH 8, 500 mM NaCl, 1 mM AEBSF, 8 M urea). After solubilization, the
bacterial suspension was sonicated (5 pulses of 15s each at 14 W), incubated at 37°C for 1 h, and
centrifuged for 15 min at 20,000 X g. The supernatant was stored at —20°C. Imidazole (final concentra-
tion, 20 mM) was added to the supernatant, which was incubated for 1 h with 1 ml of Ni-nitrilotriacetic
acid agarose affinity resin with shaking at 4°C. The gel was washed with 25 ml of binding buffer (50 mM
Tris-HCI buffer, pH 8, 100 mM NaCl, 8 M urea). Elution of the His-tagged protein was performed by
incubating the resin for 10 min with 2 ml of solubilizing buffer with 500 mM imidazole (final concentra-
tion), and the operation was repeated 4 times.

The eluted fractions were pooled and dialyzed twice in 2 liters of 50 mM potassium phosphate buffer,
pH 7.4. The protein concentration was measured by determination of the absorbance at 280 nm, and
purity was assessed by SDS-PAGE (Phast system; GE Healthcare). The purified recombinant periplasmic
region of MCR-1 (p-MCR-1) was then used to immunize mice, as a standard for the selection of
monoclonal antibody (MAb) pairs, and to determine the limit of detection.

MCR-1 LFIA evaluation. The MCR-1 tests (strip and cassette) were manufactured by NG Biotech
(Guipry, France) using our MAbs. The 298 strains to be tested were grown on Mueller-Hinton agar
(bioMérieux, La Balme-Les-Grottes, France). Using a 1-ul inoculation loop, a single colony was resus-
pended in 100 ul of extraction buffer and then subsequently dispensed on the cassette for migration.
After a 15-min migration, the results were read by eye by monitoring the appearance of a red band
specific to MCR-1, along with a band corresponding to the internal control.

Limit of detection (LOD) with recombinant MCR-1 and MCR-1-producing enterobacterial iso-
lates. Dilutions (5, 1, 0.5, 0.3, and 0ng/ml) of the recombinant p-MCR-1 protein or of one MCR-1-
producing E. coli strain (6 X 108, 2 X 108, 0.67 X 108, and 0 CFU/ml) were performed in extraction buffer
or LB medium, respectively. Bacterial dilution vials were centrifuged for 20 min at 6,000 X g at 4°C, the
supernatant was carefully discarded, and the pellet was suspended in extraction buffer (at the same
volume as LB). One hundred microliters of each solution was consecutively dispensed on the cassette
and allowed to migrate. The results were read by eye after 15 min.

Routine use of the manufactured LFIA. Five drops of an extraction buffer were delivered into a vial
(both of which were provided in the kit). A colony was collected from a culture plate with an inoculation
loop (not provided in the kit). The colony was resuspended in the extraction buffer by vigorous stirring.
A lid was placed on the vial, and the vial was briefly vortexed for a few seconds (lysis step). One hundred
microliters of the extract was consecutively directly delivered onto the cassette with a calibrated disposal
pipette (provided in the kit). Migration was allowed for 15 min before the results were read by eye.

RESULTS

Combinatorial test and best pair selection. Recombinant p-MCR-1 (1.3 mg) was
obtained from 500 ml of culture. SDS-PAGE (see Fig. S1 in the supplemental material)
under nonreducing conditions and reducing conditions showed a major band with a
molecular mass corresponding to the theoretical expected molecular mass of 40 kDa.
This protein was then used to immunize mice. Twenty MAbs (named 101 to 120) were
finally selected. Four hundred pairs were tested during the first part of a combinatorial
study done with spotted strips and recombinant p-MCR-1. During the second part of
the combinatorial study, 48 pairs were tested with extracted MCR-1. The 3 pairs of
antibodies displaying the strongest specific signal with a specific U-shaped signal
revealing a high-affinity capture antibody (33) and no nonspecific signals were further
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FIG 1 Limit of detection in extraction buffer. (A) Serial dilutions with recombinant p-MCR-1. P, positive;
N, negative. (B) Serial dilutions with MCR-1-expressing Escherichia coli.

selected (MCR1-108/MCR1-110%, MCR1-114/MCR1-110*, and MCR1-116/MCR1-110%,
where * indicates the colloidal gold conjugate antibody). In order to discriminate the
best pair among these three pairs, they were further tested with serial dilutions of
MCR-1-expressing strains. The MCR1-116/MCR1-110 pair, which showed the lowest limit
of detection was selected, and a batch of 1,000 tests (strip plus cassette) was produced
(NG Biotech) in order to carry out the validation assay (sensitivity, specificity).

LOD using the MCR-1 LFIA. Although the positive test lines at 300 pg/ml and
2 X 108 CFU/ml are not visible in Fig. 1 (due to the camera sensitivity), these lines were
clearly seen visually. Thus, a limit of detection (LOD) of about 300 pg/ml for recombi-
nant protein and 2 X 108 CFU/ml for an MCR-1-producing E. coli strain was determined
by eye after 15 min of migration (Fig. 1).

We also compared the results obtained with p-MCR-1 and p-MCR-2 (produced using
the same protocol used for p-MCR-1). Figure 2 shows that we obtained signals for the
same protein concentration of p-MCR-2. This is probably due to the cross-reactivity of
our antibodies with this protein.

Performance of the MCR-1 LFIA with reference isolates. As described in Table 1,
the MCR-1 LFIA was able to detect all 109 colistin-resistant MCR-1-producing isolates
whatever the location: Bicétre Hospital, Clermont-Ferrand Hospital, or Anses Lyon. One
mcr-1-positive E. coli isolate that remained colistin susceptible (MIC, below 0.5 mg/liter)
gave a negative result, suggesting that the mcr-1 gene either was not expressed or was
expressed at a low level that was below the limit of detection of the test and that did
not allow the bacteria to be resistant to colistin. Three out of 4 MCR-2-producing strains
gave a positive result. All the strains producing MCR-3, -4, and -5 (25 strains) gave
negative results. All the non-MCR-producing strains (colistin resistant or susceptible)
gave negative results. The result obtained with different isolates are shown in Fig. S2.
This validation experiment showed that our test was able to detect colistin-resistant
MCR-1-producing Enterobacteriaceae with 100% sensitivity and 98% specificity (detec-
tion of 3 out of 4 MCR-2-producing bacteria).

i
e

0 ng/ml Sng/ml 5ng/ml
p-MCR-1 p-MCR-2

FIG 2 Comparison of detection of recombinant p-MCR-1 and p-MCR-2.
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TABLE 1 Results of MCR-1 LFIA and colistin MICs for a collection of strains comprising MCR and non-MCR producers

Mechanism of polymyxin resistance

Bacterial species

No. of isolates

Colistin MIC (pg/ml)

MCR-1 IFIA result?

mcr-1 E. coli 94 =2 P
mcr-1 Klebsiella pneumoniae 6 =4 P
mcr-1 Salmonella 6 =4 P
mcr-1 Salmonella enterica serovar Typhimurium 1 8 P
mcr-1.5 E. coli 2 4 P
mcr-2 E. coli 4 4 pe
mcr-3 E. coli 16 =1 N
mcr-4 E. coli 3 4 N
mcr-5 E. coli 2 8 N
mcr-5 Salmonella 1 8 N
Non-MCR production, colistin resistant  E. coli 31 =4 N
Non-MCR production, colistin resistant K. pneumoniae 42 =4 N
Non-MCR production, colistin resistant  Enterobacter cloacae 15 =8 N
Non-MCR production, colistin resistant  Citrobacter freundii 1 16 N
Non-MCR production, colistin resistant  Hafnia alvei 2 =4 N
mcr-1 ESBLS, colistin susceptible E. coli 1 <0.5 N
mcr-3 ESBL, colistin susceptible E. coli 2 <0.5 N
mcr-4 ESBL, colistin susceptible Shewanella oneidensis 1 0.5 N
mcr-4 ESBL, colistin susceptible Shewanella profunda 1 0.5 N
Non-MCR production, colistin resistant  E. coli 66 <0.5 N
Non-MCR production, colistin resistant  E. cloacae 1 0.5 N

ap, positive result; N, negative result.
bThree of four isolates were positive.
ESBL, extended-spectrum beta-lactamase.

DISCUSSION

In order to obtain monoclonal antibodies directed against MCR-1, we initially
made several attempts to produce the whole protein. All these attempts failed
because this protein systematically precipitated after purification. We therefore
decided to produce the periplasmic soluble region of this protein (34), which
preserves the enzymatic activity of MCR-1, even with a polyhistidine tag (35). The
latter observation led us to think that if the periplasmic region kept the enzymatic
activity, it should also keep a conformation close to that of whole MCR-1. Using this
strategy, we successfully obtained antibodies able to recognize full native MCR-1 by
immunizing mice with the periplasmic region (see Materials and Methods S1 in the
supplemental material).

All the screening steps until the selection of 20 MAbs were performed using an
immunoenzymatic assay to test the capacity of the MAbs to bind recombinant
p-MCR-1. The assay conditions of this screening format are very different from those of
LFIA (in terms of the kinetics of binding, the reagents, and the assay procedure used)
and are not fully predictive of antibody performance in LFIAs (33). In order to select the
most appropriate MAbs for the LFIA format, we performed a combinatorial analysis
using operating conditions close to those of the LFIA format (see Materials and
Methods S2 in the supplemental material). We had previously observed that the best
pair for the detection of recombinant protein is not systematically the best for the
detection of the natural protein, and the risk was even greater in this study, where we
used a truncated recombinant protein. Therefore, the final selection was performed
using serial dilutions of MCR-1-producing isolates. This resulted in the selection of a pair
of antibodies, MCR1-116 as the capture antibody and MCR1-110 as the colloidal gold
reporter antibody, which were used for validation of the test. The LOD of this LFIA was
300 pg/ml for p-MCR-1 and 2 X 108 CFU/ml for MCR-1-producing Enterobacteriaceae.
The LOD obtained with p-MCR-1 is close to the LODs previously obtained for the 5 main
carbapenemases (36). Unfortunately, the results varied greatly from one batch of
recombinant protein to another, probably because of the stability of the protein. We
therefore evaluated the performance of our test using an extract of an MCR-1-
expressing strain, as it is more representative of what we expect to detect in a real
sample and it allowed us to have a constant limit of detection from one batch to
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another. Contrary to the LOD obtained with recombinant proteins, the LOD calculated
with the bacterial extract is very different from the LODs previously described for the
5 main carbapenemases, 108 versus 106 CFU/ml. This discrepancy might result from (i)
the lower accessibility of this protein anchored to the cytoplasmic membrane com-
pared to the B-lactamases present in the periplasm, (ii) a smaller amount of MCR than
B-lactamases per bacterium, (iii) a lower efficiency of extraction from membranes, and
(iv) a greater decrease in antibody affinity for native proteins than for the recombinant
protein for MCR-1 by comparison to what was observed for B-lactamases.

To date, eight mcr gene families have been reported in Enterobacteriaceae. The
mcr-1 gene is the most prevalent in bacterial isolates recovered from human samples,
while the other mcr families seem to be more widespread in animals. Currently, the
detection of MCR-producing isolates relies on molecular-based assays, including real-
time PCR (22-24), loop-mediated isothermal amplification (25), microarray techniques
(26), and in-house multiplex PCRs (27-29). Although these techniques are usually highly
sensitive and specific, a positive result does not necessarily imply a phenotypic expres-
sion, and this absence of phenotype has recently been described for mcr-3- and
mcr-4-positive isolates (37). Conversely, immunoenzymatic assays detect the protein
produced. In this study, one mcr-T1-positive E. coli isolate was not detected by the LFIA.
Since this isolate was found to be fully susceptible to colistin (MIC, <0.5 mg/liter), we
might assume that the mcr-7 gene either was not expressed in this strain or was
expressed at a low level that was below the limit of detection of the test and that did
not allow the bacteria to be resistant to colistin.
The detection of 3 out of 4 isolates producing MCR-2 was due to the cross-reactivity
of our antibodies for this protein. The difference in results obtained with these 4
bacteria producing MCR-2 is probably due to a difference in MCR-2 production per
bacterium. Indeed, the negative isolate was found to be positive by increasing the
quantity of bacteria collected by extraction of 2 1-ul inoculation loops.

Conclusion. Since the LFIA is able to efficiently detect MCR-1 and, sometimes,
MCR-2, it seems to be a reliable assay for the rapid detection of MCR producers in
clinical microbiology laboratories dedicated to human health. One limitation of this
LFIA is its restricted spectrum for the detection of MCR-1 and, potentially, MCR-2
variants. Indeed, since the MCR variants are often found in enterobacterial isolates
recovered from animal samples (38-41), addition of the most prevalent variants (at least
MCR-3, -4, and -5) would be of great interest with a view to using this test to detect

MCR producers among colistin-resistant isolates of animal origin.

ACKNOWLEDGMENTS
This work was funded by a grant from the Ministére de I'Education Nationale et de
la Recherche (EA7361), Université Paris Sud, Université Paris Saclay. We are members of
the Laboratory of Excellence LERMIT, supported by a grant from ANR (ANR-10-LABX-33).

SUPPLEMENTAL MATERIAL
Supplemental material for this article may be found at https://doi.org/10.1128/JCM
.01454-18.

SUPPLEMENTAL FILE 1, PDF file, 0.2 MB.
SUPPLEMENTAL FILE 2, PDF file, 0.5 MB.
SUPPLEMENTAL FILE 3, PDF file, 0.1 MB.
SUPPLEMENTAL FILE 4, PDF file, 0.02 MB.

REFERENCES

1.

Falagas ME, Kasiakou SK, Saravolatz LD. 2005. Colistin: the revival of
polymyxins for the management of multidrug-resistant gram-negative
bacterial infections. Clin Infect Dis 40:1333-1341. https://doi.org/10
.1086/429323.

. Kontopidou F, Giamarellou H, Katerelos P, Maragos A, Kioumis |, Trikka-

Graphakos E, Valakis C, Maltezou HC, Group for the Study of KPC-
Producing Klebsiella pneumoniae infections in intensive care units.

May 2019 Volume 57 Issue 5 e01454-18

2014. Infections caused by carbapenem-resistant Klebsiella pneumoniae
among patients in intensive care units in Greece: a multi-centre study on
clinical outcome and therapeutic options. Clin Microbiol Infect 20:
0117-0123. https://doi.org/10.1111/1469-0691.12341.

. Kontopidou F, Plachouras D, Papadomichelakis E, Koukos G, Galani |,

Poulakou G, Dimopoulos G, Antoniadou A, Armaganidis A, Giamarellou
H. 2011. Colonization and infection by colistin-resistant Gram-negative

jcm.asm.org 6


https://doi.org/10.1128/JCM.01454-18
https://doi.org/10.1128/JCM.01454-18
https://doi.org/10.1086/429323
https://doi.org/10.1086/429323
https://doi.org/10.1111/1469-0691.12341
https://jcm.asm.org

Rapid Detection of MCR-1 by LFIA

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

May 2019 Volume 57

bacteria in a cohort of critically ill patients. Clin Microbiol Infect 17:
E9-E11. https://doi.org/10.1111/j.1469-0691.2011.03649.x.

. Neonakis IK, Samonis G, Messaritakis H, Baritaki S, Georgiladakis A,

Maraki S, Spandidos DA. 2010. Resistance status and evolution trends of
Klebsiella pneumoniae isolates in a university hospital in Greece: inef-
fectiveness of carbapenems and increasing resistance to colistin. Che-
motherapy 56:448-452. https://doi.org/10.1159/000320943.

. Rojas LJ, Salim M, Cober E, Richter SS, Perez F, Salata RA, Kalayjian RC,

Watkins RR, Marshall S, Rudin SD, Domitrovic TN, Hujer AM, Hujer KM, Doi
Y, Kaye KS, Evans S, Fowler VG, Bonomo RA, van Duin D, Antibacterial
Resistance Leadership Group. 2017. Colistin resistance in carbapenem-
resistant Klebsiella pneumoniae: laboratory detection and impact on mor-
tality. Clin Infect Dis 64:711-718. https://doi.org/10.1093/cid/ciw805.

. Venditti C, Nisii C, D'Arezzo S, Vulcano A, Di Caro A. 2017. Letter to the

editor: surveillance of mcr-1 and mcr-2 genes in carbapenem-resistant
Klebsiella pneumoniae strains from an Italian hospital. Euro Surveill 22(35):
pii=30604. https://doi.org/10.2807/1560-7917.ES.2017.22.35.30604.

. Jeannot K, Bolard A, Plésiat P. 2017. Resistance to polymyxins in Gram-

negative organisms. Int J Antimicrob Agents 49:526-535. https://doi
.org/10.1016/j.ijantimicag.2016.11.029.

. Olaitan AO, Morand S, Rolain J-M. 2014. Mechanisms of polymyxin

resistance: acquired and intrinsic resistance in bacteria. Front Microbiol
5:643. https://doi.org/10.3389/fmicb.2014.00643.

. LiuY-Y, Wang Y, Walsh TR, Yi L-X, Zhang R, Spencer J, Doi Y, Tian G, Dong

B, Huang X, Yu L-F, Gu D, Ren H, Chen X, Lv L, He D, Zhou H, Liang Z, Liu
J-H, Shen J. 2016. Emergence of plasmid-mediated colistin resistance
mechanism MCR-1 in animals and human beings in China: a microbio-
logical and molecular biological study. Lancet Infect Dis 16:161-168.
https://doi.org/10.1016/5S1473-3099(15)00424-7.

Poirel L, Jayol A, Nordmann P. 2017. Polymyxins: antibacterial activity,
susceptibility testing, and resistance mechanisms encoded by plasmids
or chromosomes. Clin Microbiol Rev 30:557-596. https://doi.org/10
.1128/CMR.00064-16.

Kong L-H, Lei C-W, Ma S-Z, Jiang W, Liu B-H, Wang Y-X, Guan R, Men S,
Yuan Q-W, Cheng G-Y, Zhou W-C, Wang H-N. 2017. Various sequence
types of Escherichia coli isolates coharboring blayoyw.s and mcr-1 genes
from a commercial swine farm in China. Antimicrob Agents Chemother
61:€02167-16. https://doi.org/10.1128/AAC.02167-16.

Yang Q, Li M, Spiller OB, Andrey DO, Hinchliffe P, Li H, MacLean C,
Niumsup P, Powell L, Pritchard M, Papkou A, Shen Y, Portal E, Sands K,
Spencer J, Tansawai U, Thomas D, Wang S, Wang Y, Shen J, Walsh T.
2017. Balancing mcr-1 expression and bacterial survival is a delicate
equilibrium between essential cellular defence mechanisms. Nat Com-
mun 8:2054. https://doi.org/10.1038/541467-017-02149-0.

Borowiak M, Fischer J, Hammerl JA, Hendriksen RS, Szabo |, Malorny
B. 2017. Identification of a novel transposon-associated phosphoe-
thanolamine transferase gene, mcr-5, conferring colistin resistance in
D-tartrate fermenting Salmonella enterica subsp. enterica serovar
Paratyphi B. J Antimicrob Chemother 72:3317-3324. https://doi.org/
10.1093/jac/dkx327.

Carattoli A, Villa L, Feudi C, Curcio L, Orsini S, Luppi A, Pezzotti G,
Magistrali CF. 2017. Novel plasmid-mediated colistin resistance mcr-4
gene in Salmonella and Escherichia coli, Italy 2013, Spain and Belgium,
2015 to 2016. Euro Surveill 22(31):pii=30589. https://doi.org/10.2807/
1560-7917.ES.2017.22.31.30589.

Xavier BB, Lammens C, Ruhal R, Kumar-Singh S, Butaye P, Goossens H,
Malhotra-Kumar S. 2016. Identification of a novel plasmid-mediated
colistin-resistance gene, mcr-2, in Escherichia coli, Belgium, June
2016. Euro Surveill 21(27):pii=30280. https://doi.org/10.2807/1560
-7917.ES.2016.21.27.30280.

Yang Y-Q, Li Y-X, Lei C-W, Zhang A-Y, Wang H-N. 2018. Novel plasmid-
mediated colistin resistance gene mcr-7.1 in Klebsiella pneumoniae.
J Antimicrob Chemother 73:1791-1795. https://doi.org/10.1093/jac/
dky111.

Yin W, Li H, Shen Y, Liu Z, Wang S, Shen Z, Zhang R, Walsh TR, Shen
J, Wang Y. 2017. Novel plasmid-mediated colistin resistance gene
mcr-3 in Escherichia coli. mBio 8:e00543-17. https://doi.org/10.1128/
mBio.00543-17.

Wang X, Wang Y, Zhou Y, Li J, Yin W, Wang S, Zhang S, Shen J, Shen Z,
Wang Y. 2018. Emergence of a novel mobile colistin resistance gene,
mcr-8, in NDM-producing Klebsiella pneumoniae. Emerg Microbes Infect
7:122. https://doi.org/10.1038/s41426-018-0124-z.

Sun J, Zhang H, Liu Y-H, Feng Y. 2018. Towards understanding MCR-like

Issue 5 e01454-18

20.

21.

22,

23.

24,

25.

26.

27.

28.

29.

30.

31

32.

33.

34,

35.

36.

Journal of Clinical Microbiology

colistin resistance. Trends Microbiol 26:794-808. https://doi.org/10
.1016/j.tim.2018.02.006.

CLSI-EUCAST Polymyxin Breakpoints Working Group. 2016. Recommen-
dations for MIC determination of colistin (polymyxin E) as recommended
by the joint CLSI-EUCAST Polymyxin Breakpoints Working Group.
EUCAST. http://www.eucast.org.

Jouy E, Haenni M, Le Devendec L, Le Roux A, Chatre P, Madec J-Y, Kempf
1. 2017. Improvement in routine detection of colistin resistance in E. coli
isolated in veterinary diagnostic laboratories. J Microbiol Methods 132:
125-127. https://doi.org/10.1016/j.mimet.2016.11.017.

Bontron S, Poirel L, Nordmann P. 2016. Real-time PCR for detection of
plasmid-mediated polymyxin resistance (mcr-1) from cultured bacteria
and stools. J Antimicrob Chemother 71:2318-2320. https://doi.org/10
.1093/jac/dkw139.

Chabou S, Leangapichart T, Okdah L, Le Page S, Hadjadj L, Rolain J-M.
2016. Real-time quantitative PCR assay with TagMan probe for rapid
detection of MCR-1 plasmid-mediated colistin resistance. New Microbes
New Infect 13:71-74. https://doi.org/10.1016/j.nmni.2016.06.017.

Dona V, Bernasconi OJ, Kasraian S, Tinguely R, Endimiani A. 2017. A SYBR
Green-based real-time PCR method for improved detection of mcr-1-
mediated colistin resistance in human stool samples. J Glob Antimicrob
Resist 9:57-60. https://doi.org/10.1016/j.jgar.2017.01.007.

Imirzalioglu C, Falgenhauer L, Schmiedel J, Waezsada S-E, Gwozdzinski K,
Roschanski N, Roesler U, Kreienbrock L, Schiffmann AP, Irrgang A, Kas-
bohrer A, Bauerfeind R, Domann E, Chakraborty T. 2017. Evaluation of a
loop-mediated isothermal amplification-based assay for the rapid detec-
tion of plasmid-encoded colistin resistance gene mcr-1 in Enterobacte-
riaceae isolates. Antimicrob Agents Chemother 61:02326-16. https://doi
.org/10.1128/AAC.02326-16.

Bernasconi OJ, Principe L, Tinguely R, Karczmarek A, Perreten V, Luzzaro
F, Endimiani A. 2017. Evaluation of a new commercial microarray plat-
form for the simultaneous detection of B-lactamase and mcr-1 and
mcr-2 genes in Enterobacteriaceae. J Clin Microbiol 55:3138-3141.
https://doi.org/10.1128/JCM.01056-17.

Rebelo AR, Bortolaia V, Kjeldgaard JS, Pedersen SK, Leekitcharoenphon
P, Hansen IM, Guerra B, Malorny B, Borowiak M, Hammerl JA, Battisti A,
Franco A, Alba P, Perrin-Guyomard A, Granier SA, De Frutos Escobar C,
Malhotra-Kumar S, Villa L, Carattoli A, Hendriksen RS. 2018. Multiplex
PCR for detection of plasmid-mediated colistin resistance determinants,
mcr-1, mcr-2, mer-3, mer-4 and mcr-5 for surveillance purposes. Euro
Surveill 23(6):pii=17-00672. https://doi.org/10.2807/1560-7917.ES.2018
.23.6.17-00672.

Lescat M, Poirel L, Nordmann P. 2018. Rapid multiplex polymerase chain
reaction for detection of mcr-1 to mcr-5 genes. Diagn Microbiol Infect
Dis 92:267-269. https://doi.org/10.1016/j.diagmicrobio.2018.04.010.
Jousset AB, Bernabeu S, Bonnin RA, Creton E, Cotellon G, Sauvadet A, Naas
T, Dortet L. 2019. Development and validation of a multiplex polymerase
chain reaction assay for detection of the five families of plasmid-encoded
colistin resistance. Int J Antimicrob Agents 53(3):302-309. https://doi.org/
10.1016/j.ijantimicag.2018.10.022.

Dortet L, Jousset A, Sainte-Rose V, Cuzon G, Naas T. 2016. Prospective
evaluation of the OXA-48 K-SeT assay, an immunochromatographic test
for the rapid detection of OXA-48-type carbapenemases. J Antimicrob
Chemother 71:1834-1840. https://doi.org/10.1093/jac/dkw058.

Coppi M, Cannatelli A, Antonelli A, Baccani |, Di Pilato V, Sennati S, Giani
T, Rossolini GM. 2018. A simple phenotypic method for screening of
MCR-1-mediated colistin resistance. Clin Microbiol Infect 24:
201.e1-201.e3. https://doi.org/10.1016/j.cmi.2017.08.011.

European Committee on Antimicrobial Susceptibility Testing. 2018.
Breakpoint tables for interpretation of MICs and zone diameters, version
8.1. http://www.eucast.org.

O'Farrell B. 2013. Lateral flow immunoassay systems, p 89-107. In The
immunoassay handbook. Elsevier, Philadelphia, PA.

Ma G, Zhu Y, Yu Z, Ahmad A, Zhang H. 2016. High resolution crystal
structure of the catalytic domain of MCR-1. Sci Rep 6:39540. https://doi
.org/10.1038/srep39540.

Stojanoski V, Sankaran B, Prasad BVV, Poirel L, Nordmann P, Palzkill T.
2016. Structure of the catalytic domain of the colistin resistance enzyme
MCR-1. BMC Biol 14:81. https://doi.org/10.1186/512915-016-0303-0.
Boutal H, Vogel A, Bernabeu S, Devilliers K, Creton E, Cotellon G, Plai-
sance M, Oueslati S, Dortet L, Jousset A, Simon S, Naas T, Volland H. 2018.
A multiplex lateral flow immunoassay for the rapid identification of
NDM-, KPC-, IMP- and VIM-type and OXA-48-like carbapenemase-

jcm.asm.org 7


https://doi.org/10.1111/j.1469-0691.2011.03649.x
https://doi.org/10.1159/000320943
https://doi.org/10.1093/cid/ciw805
https://doi.org/10.2807/1560-7917.ES.2017.22.35.30604
https://doi.org/10.1016/j.ijantimicag.2016.11.029
https://doi.org/10.1016/j.ijantimicag.2016.11.029
https://doi.org/10.3389/fmicb.2014.00643
https://doi.org/10.1016/S1473-3099(15)00424-7
https://doi.org/10.1128/CMR.00064-16
https://doi.org/10.1128/CMR.00064-16
https://doi.org/10.1128/AAC.02167-16
https://doi.org/10.1038/s41467-017-02149-0
https://doi.org/10.1093/jac/dkx327
https://doi.org/10.1093/jac/dkx327
https://doi.org/10.2807/1560-7917.ES.2017.22.31.30589
https://doi.org/10.2807/1560-7917.ES.2017.22.31.30589
https://doi.org/10.2807/1560-7917.ES.2016.21.27.30280
https://doi.org/10.2807/1560-7917.ES.2016.21.27.30280
https://doi.org/10.1093/jac/dky111
https://doi.org/10.1093/jac/dky111
https://doi.org/10.1128/mBio.00543-17
https://doi.org/10.1128/mBio.00543-17
https://doi.org/10.1038/s41426-018-0124-z
https://doi.org/10.1016/j.tim.2018.02.006
https://doi.org/10.1016/j.tim.2018.02.006
http://www.eucast.org
https://doi.org/10.1016/j.mimet.2016.11.017
https://doi.org/10.1093/jac/dkw139
https://doi.org/10.1093/jac/dkw139
https://doi.org/10.1016/j.nmni.2016.06.017
https://doi.org/10.1016/j.jgar.2017.01.007
https://doi.org/10.1128/AAC.02326-16
https://doi.org/10.1128/AAC.02326-16
https://doi.org/10.1128/JCM.01056-17
https://doi.org/10.2807/1560-7917.ES.2018.23.6.17-00672
https://doi.org/10.2807/1560-7917.ES.2018.23.6.17-00672
https://doi.org/10.1016/j.diagmicrobio.2018.04.010
https://doi.org/10.1016/j.ijantimicag.2018.10.022
https://doi.org/10.1016/j.ijantimicag.2018.10.022
https://doi.org/10.1093/jac/dkw058
https://doi.org/10.1016/j.cmi.2017.08.011
http://www.eucast.org
https://doi.org/10.1038/srep39540
https://doi.org/10.1038/srep39540
https://doi.org/10.1186/s12915-016-0303-0
https://jcm.asm.org

Volland et al.

37.

38.

39.

May 2019 Volume 57

producing Enterobacteriaceae. J Antimicrob Chemother 73:909-915.
https://doi.org/10.1093/jac/dkx521.

Teo JWP, Kalisvar M, Venkatachalam I, Ng OT, Lin RTP, Octavia S. 2018.
mcr-3 and mcr-4 variants in carbapenemase-producing clinical En-
terobacteriaceae do not confer phenotypic polymyxin resistance. J
Clin Microbiol 56:01562-17. https://doi.org/10.1128/JCM.01562-17.

Fukuda A, Sato T, Shinagawa M, Takahashi S, Asai T, Yokota S, Usui M,
Tamura Y. 2018. High prevalence of mcr-1, mcr-3 and mcr-5 in Esche-
richia coli derived from diseased pigs in Japan. Int J Antimicrob Agents
51:163-164. https://doi.org/10.1016/j.ijantimicag.2017.11.010.

Haenni M, Beyrouthy R, Lupo A, Chatre P, Madec J-Y, Bonnet R. 2018.

Issue 5 e01454-18

40.

41.

Journal of Clinical Microbiology

Epidemic spread of Escherichia coli ST744 isolates carrying mcr-3 and
blacry.mss in cattle in France. J Antimicrob Chemother 73:533-536.
https://doi.org/10.1093/jac/dkx418.

Li J, Hulth A, Nilsson LE, Bérjesson S, Chen B, Bi Z, Wang Y, Schwarz S, Wu
C. 2018. Occurrence of the mobile colistin resistance gene mcr-3 in
Escherichia coli from household pigs in rural areas. J Antimicrob Che-
mother 73:1721-1723. https://doi.org/10.1093/jac/dky038.

Wang X, Zhai W, Li J, Liu D, Zhang Q, Shen Z, Wang S, Wang Y. 2018.
Presence of an mcr-3 variant in Aeromonas caviae, Proteus mirabilis, and
Escherichia coli from one domestic duck. Antimicrob Agents Chemother
62:€02106-17. https://doi.org/10.1128/AAC.02106-17.

jcm.asm.org 8


https://doi.org/10.1093/jac/dkx521
https://doi.org/10.1128/JCM.01562-17
https://doi.org/10.1016/j.ijantimicag.2017.11.010
https://doi.org/10.1093/jac/dkx418
https://doi.org/10.1093/jac/dky038
https://doi.org/10.1128/AAC.02106-17
https://jcm.asm.org

	MATERIALS AND METHODS
	Ethics statement. 
	Reagents. 
	Bacterial isolates. 
	Colistin susceptibility testing. 
	Cloning and expression of the MCR-1179-541 protein in E. coli. 
	MCR-1 LFIA evaluation. 
	Limit of detection (LOD) with recombinant MCR-1 and MCR-1-producing enterobacterial isolates. 
	Routine use of the manufactured LFIA. 

	RESULTS
	Combinatorial test and best pair selection. 
	LOD using the MCR-1 LFIA. 
	Performance of the MCR-1 LFIA with reference isolates. 

	DISCUSSION
	Conclusion. 

	ACKNOWLEDGMENTS
	SUPPLEMENTAL MATERIAL
	REFERENCES

