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Hepatitis C virus (HCV) is a major cause of cirrhosis and hepatocellular carcinoma (HCC)
making the virus the most common cause of liver failure and transplantation. HCV is
estimated to chronically affect 130 million individuals and to lead to more than 350,000
deaths per year worldwide. A vaccine is currently not available. The recently developed
direct acting antivirals (DAAs) have markedly increased the efficacy of the standard of care
but are not efficient enough to completely cure all chronically infected patients and their
toxicity limits their use in patients with advanced liver disease, co-morbidity or transplant
recipients. Because of the host restriction, which is limited to humans and non-human
primates, in vivo study of HCV infection has been hampered since its discovery more than
20 years ago.The chimpanzee remains the most physiological model to study the innate and
adaptive immune responses, but its use is ethically difficult and is now very restricted and
regulated. The development of a small animal model that allows robust HCV infection has
been achieved using chimeric liver immunodeficient mice, which are therefore not suitable
for studying the adaptive immune responses. Nevertheless, these models allowed to go
deeply in the comprehension of virus-host interactions and to assess different therapeutic
approaches. The immunocompetent mouse models that were recently established by
genetic humanization have shown an interesting improvement concerning the study of
the immune responses but are still limited by the absence of the complete robust life cycle
of the virus. In this review, we will focus on the relevant available animal models of HCV
infection and their usefulness for deciphering the HCV life cycle and virus-induced liver
disease, as well as for the development and evaluation of new therapeutics. We will also
discuss the perspectives on future immunocompetent mouse models and the hurdles to
their development.

Keywords: hepatitis C virus, liver disease, hepatocellular carcinoma, animal models, antivirals, immunocompetent
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INTRODUCTION
Hepatitis C virus (HCV) is a small enveloped positive sense single-
stranded RNA virus from the Flaviviridae family (Lindenbach
et al., 2007). HCV is one of the main causative agents of liver
disease worldwide and a major problem of public health with
approximately 130 million chronically infected people and more
than 350,000 deaths each year. Moreover, the World Health Orga-
nization estimates that three to four million people are newly
infected every year. No vaccine is available so far, and the cur-
rent standard of care combination treatment of interferon-alfa
(IFNα) and ribavirin is not effective against all HCV genotypes and
often not well tolerated by the patients (Poordad and Dieterich,
2012). The recently developed direct-acting antivirals (DAAs) have
significantly improved the treatment of chronic HCV infection
(Poordad and Dieterich, 2012) but can lead to the selection of
DAA-resistant viral variants (Pawlotsky, 2011; Aloia et al., 2012).

Abbreviations: HCV, hepatitis C virus; HCC, hepatocellular carcinoma

Thus, despite the advances made in recent years, HCV infection
remains a global health problem. Furthermore, a vaccine is not
available. Research efforts are thus still to be continued in order
to decipher the details of the viral life cycle within its host and to
propose new therapeutic alternatives to improve patient care.

Improved understanding of the phenomena related to the inter-
action of the virus with its host, in its entirety, relies on the use
of a model allowing the study of the whole viral life cycle as well
as the host responses against the virus, especially the immune
responses. Only the use of a living organism allows to achieve
this goal. Chimpanzees are the only animals reliably support-
ing HCV infection and allowing the study of anti-viral immune
responses even though they do not develop fibrosis and cirrhosis
and very rarely hepatocellular carcinoma (HCC; Muchmore et al.,
1988; Lanford et al., 2001). However, the use of chimpanzees in
medical research is ethically very controversial and increasingly
limited (Harrington, 2012). To overcome this hurdle, small ani-
mal models have been developed during the last decade. Mouse
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models are of particular interest since mice are easy to breed and
handle and can be genetically modified.

In this review, we will discuss the advantages and limitations
of the different animal models regarding their potential in leading
to a better comprehension of virus-host interactions and HCV
pathogenesis, as well as their utility for preclinical evaluations
prior translation to clinical trials in human.

NATURALLY HCV PERMISSIVE ANIMAL MODELS
Highly genetically HCV-related viruses from the hepacivirus gen-
der can infect new world primates (Muerhoff et al., 1995; Simons
et al., 1995), dogs (Kapoor et al., 2011), horses (Burbelo et al., 2012;
Lyons et al., 2012) and bats (Quan et al., 2013). But so far, HCV
was only found to infect few species other than human (reviewed
in Simmonds, 2013), chimpanzees and non-rodent small mammal
northern treeshrew (Tupaia belangeri).

CHIMPANZEES
Chimpanzees are tightly linked to the history of HCV discovery
(Houghton, 2009). These animals can be chronically infected with
the virus, using various sources as inoculum. Although the clinical
course of HCV infection in chimps and humans is not identi-
cal (Bukh, 2004), chimp studies have greatly contributed to our
understanding of innate and adaptive immune responses in the
course of HCV infection (Bowen and Walker, 2005; Rehermann,
2009). A large body of evidence indicates that T cell responses play
a major role in viral clearance as well as protection from HCV
infection (Neumann-Haefelin and Thimme, 2013). Indeed, mem-
ory T cells as well as the activation of intra-hepatic natural killer
(NK) cells and type I/II interferon production were demonstrated
to prevent HCV re-infection in chimpanzees (Nascimbeni et al.,
2003; Barth et al., 2011). Moreover, neutralizing antibodies may
also contribute to protection from HCV infection in these animals.

Chimpanzees have also been very valuable for the evaluation of
various antivirals and to date, chimpanzees are the only animals
permitting extensive evaluation of the efficacy of potential vaccines
against HCV (Houghton, 2011). It has especially been shown that
therapeutic vaccines including structural proteins are better T cell
stimulators than vaccines where only non-structural proteins are
present (Dahari et al., 2010). But so far, it was not possible to
clearly identify a safe and effective vaccine for humans (Bailey,
2010).

Despite the fact that studies of HCV infection in chimpanzees
have greatly advanced our understanding of the immune responses
that are required to efficiently clear viral infection, several limita-
tions of this model have to be pointed out (Table 1). Indeed,
data from chimpanzee studies are highly variable and difficult to
interpret mainly because of the biological variability between indi-
vidual animals and the small animal cohorts. Moreover, chronic
infection appears in only 30–40% of infected animals while it can
reach 85% in humans (Lanford et al., 2001). Furthermore, chron-
ically infected chimpanzees do not readily develop cirrhosis or
fibrosis and have much milder symptoms (Bukh et al., 2001). It
is worth noting that HCC is only rarely observed in chimpanzees
(Muchmore et al., 1988; Lanford et al., 2001). Finally, the lim-
ited availability, the cost for acquiring and maintaining animals
as well as ethic considerations have also been major drawbacks
to the use of this animal model. Indeed, the use of chimpanzees
for biomedical and behavioural research is now legally forbid-
den in Europe since the new European Directive 2010/63 and has
been recently banned by the NIH (Harrington, 2012) following
the recommendations of the Institute of Medicine (Altevogt et al.,
2011).

Tupaia belangeri
Tupaia belangeri, or Northern treeshrew, is a non-rodent small
mammal susceptible to HCV infection (Xie et al., 1998; Xu et al.,

Table 1 | Current animal models for the study of HCV infection.

Chimpanzee Tree shrew uPA-SCID FRG AFC8-huHSC/Hep Rosa26-FLuc Rat

HCV entry Yes Yes Yes Yes Yes Yes Yes

HCV production Yes Yes Yes Yes No No Yes

Viremia Weaker than in

humans

Low High High No No Low

HCV pathogenesis Milder than in

humans, HCC?

Hepatitis, fibrosis,

cirrhosis

No No Fibrosis N/A Hepatitis

Immune response Yes Yes No No Yes Yes No

MHC match Immune

system/ hepatocytes

Yes Yes N/A N/A Yes Yes No

MHC match Immune

system/host

Yes Yes N/A N/A No Yes Yes

Vaccine development Yes Possible No No Yes No No

HCC, hepatocellular carcinoma; N/A, not applicable.
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2007; Amako et al., 2010). HCV entry factors CD81, scavenger
receptor class B type I (SR-BI), claudin-1 (CLDN1) and occludin
(OCLN) from tupaia origin have been shown to promote entry of
HCV pseudoparticles or cell culture-derived HCV (HCVcc) into
human or mouse cells engineered to express these host factors
and primary tupaia hepatocytes are able to support HCV infec-
tion (Zhao et al., 2002; Barth et al., 2005; Tong et al., 2011). This
model has recently been used to perform a metabolomic analysis
upon HCV infection (Sun et al., 2013). In this study, the authors
performed comprehensive metabolomics profiling and pathway
analysis of large biological data sets in order to identify signaling
pathways associated with HCV infection, but the HCV infection
level of the animals was not clearly stated. Another study assessed
the protective effect of xanthohumol, a main prenylated chalcone
from hops, on HCV-induced hepatitis (Yang et al., 2013). Even
though the authors were able to detect liver injury and HCV Core
protein expression in the liver of HCV inoculated animals, neither
serum HCV RNA nor anti-HCV antibodies could be detected.
Indeed, despite the development of chronic liver disease in some
animals, the infection rate of tupaia is weak and viremia appears
to be low and rarely sustained (Xu et al., 2007; Amako et al., 2010;
Table 1). Moreover, the limited availability of these animals, their
cost of housing and the absence of tupaia-specific reagents to assess
HCV-host interactions in this model still limit the use of tupaia
for the study of HCV pathogenesis and vaccine design. The devel-
opment of tupaia-adapted viruses may be one strategy to make
this model more efficient and robust.

RODENT MODELS OF HCV INFECTION
Mice and rats are naturally resistant to HCV infection as rodent
hepatocytes do not support HCV entry and replication (Ploss et al.,
2009; Dorner et al., 2011). It is worth noting that in contrast to
the early steps of the viral life cycle, HCV assembly and release
do not appear to be restricted in mouse cells (Long et al., 2011;
Vogt et al., 2013). With the advent of transgenic technology dif-
ferent mouse models for the study of HCV infection could be
engineered. Several transgenic mice carrying different parts of the
HCV genome were the first available mouse models to study HCV-
host interactions (reviewed in Lerat et al., 2011; Billerbeck et al.,
2013). These mice display liver pathologies mimicking human
disease, principally steatosis and primary liver cancer. However, in
contrast to the human setting, as the mouse immune system toler-
ates the transgenically expressed viral proteins, liver pathogenesis
establishes in the absence of local inflammation. Moreover, the
absence of active HCV RNA replication in these mice precludes
the study of HCV infection. Research efforts thus further focused
on developing rodent models supporting productive HCV infec-
tion mainly by humanizing mice or rats to render them permissive
to HCV. Humanization can be achieved by two different strategies:
(i) xenografting human cells or (ii) transgenesis.

THE uPA-SCID MOUSE MODEL
These immunodeficient (SCID) mice with hepatocyte-lethal phe-
notype due to the overexpression of the urokinase-type plasmino-
gen activator (uPA) transgene in their liver can be efficiently
engrafted with primary human hepatocytes in order to initiate
infection with HCV (Table 1). The uPA-SCID mouse model was

for the first time described more than 10 years ago (Mercer et al.,
2001). It has been shown that the liver of these chimeric mice
can be nearly completely repopulated by the transplanted human
hepatocytes (Tateno et al., 2004). Such human liver chimeric mice
then become susceptible to HCV infection. Following viral inoc-
ulation, HCV titers of more than 107 IU/mL can been observed
(Hiraga et al., 2007; Vanwolleghem et al., 2010) and viral infec-
tion can be sustained up to 10 months (Mercer et al., 2001). As
for chimpanzees, in addition to HCV-positive patient-derived
serum of different genotypes (Mercer et al., 2001; Hsu et al.,
2003; Bukh et al., 2010), HCVcc may also be used to inoculate
these mice (Lindenbach et al., 2006; Akazawa et al., 2013) and
this thus enables researchers to study a wide variety of different
inocula.

The uPA-SCID model has been extensively used to evaluate
different strategies to prevent or treat HCV infection. Targeting
cell entry of the virus is one of these approaches. HCV entry is
a crucial step to establish infection and can be blocked by using
neutralizing antibodies binding to the virions or by monoclonal
antibodies (mAbs) targeting host entry factors. Studies using neu-
tralizing antibodies purified from blood of a genotype 1a infected
patient demonstrated the efficacy of this approach to inhibit
viral infection with homologous and heterologous HCV strains
(Vanwolleghem et al., 2008; Meuleman et al., 2011b). Another
study assessed the potential of neutralizing mAbs from a phage
display library constructed from the bone marrow mononuclear
cell RNA of a chronically infected patient (Law et al., 2008). These
antibodies have been shown to bind to the HCV envelope gly-
coprotein E2 and to exhibit broadly cross-neutralizing activity
against heterologous HCV quasispecies in the uPA-SCID model.
In addition to antibodies targeting the virus, HCV entry can also
been inhibited by targeting host factors essential for this process
(Zeisel et al., 2013). MAbs against the HCV entry factors CD81
(Meuleman et al., 2008) and SR-BI (Lacek et al., 2012; Meuleman
et al., 2012) have been successfully tested in the chimeric uPA-SCID
mouse model and were proven to be efficient at inhibiting HCV
infection in challenge studies with different genotypes. Moreover,
chimeric-liver mice that were already infected for 3 days could still
be efficiently treated with five injections of 400 μg of anti-SR-BI
mAb (Lacek et al., 2012; Meuleman et al., 2012). The uPA-SCID
model has also been successfully used to assess the efficacy of
small molecule drugs (Lupberger et al., 2011; Sainz et al., 2012) and
various other molecules targeting host entry factors (Matsumura
et al., 2009; Meuleman et al., 2011a). Indeed, administration of
the clinically approved drug erlotinib, which specifically targets
the tyrosine kinase activity of epidermal growth factor receptor
(EGFR), significantly delayed the kinetics of HCV infection with
a genotype 2a infectious serum (Lupberger et al., 2011). Another
study showed that pretreatment with ezetimibe, an antagonist of
the HCV co-entry factor Niemann-Pick C1-like1 (NPC1L1), could
prevent infection of some chimeric mice infected with a genotype
1b virus (Sainz et al., 2012).

Moreover, the uPA-SCID mouse model has also been efficiently
used to assess the efficacy of recently developed DAAs specifically
targeting HCV encoded proteins required for viral replication.
One of the first HCV protease inhibitor, BILN 2061, has been
evaluated by Vanwolleghem et al. (2007) in this mouse model.
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Although the authors could see a very rapid viral load decline of
about 2.5 log10 after a 4-day treatment, they also observed a dete-
riorating effect of this compound on the mouse cardiomyocytes.
This latter observation confirmed results already seen in rhesus
monkeys where BILN 2061 also induced cardiotoxicity (Reiser
et al., 2005). Of note, the clinical development of BILN 2061
was halted due to these toxic effects. More recently, the clinically
licensed NS3-4A protease inhibitor telaprevir has been evaluated
in this model, alone (Kamiya et al., 2010) or in combination with
the NS5B inhibitor MK-0608 (Ohara et al., 2011). Furthermore,
a study by Shi et al. (2013) evaluated the antiviral activity of dif-
ferent combinations of DAAs against genotype 1b, 2a, and 2b in
these mice. The authors assessed the effect of the NS3 protease
inhibitor BMS-605339, the NS5A inhibitor BMS-788329 and the
NS5B non-nucleoside analog inhibitor BMS-821095 and showed
that different combination therapies were very efficient against
genotype 1b virus but not against genotype 2a or 2b strains. Qua-
sispecies population before and after treatment as well as selection
of mutations leading to the appearance of resistant variants were
also analyzed by ultra deep sequencing in these animals (Shi et al.,
2013). Furthermore, several other compounds with an effect on
viral replication have also been tested with success as monother-
apy against HCV infection (Nakagawa et al., 2007; Kneteman et al.,
2009; Narjes et al., 2011).

The uPA-SCID mouse model has further been used to study the
relevance of the genetic polymorphism near the interleukin-28B
(IL-28B) region described to be associated with a better response
to IFNα and ribavirin in patients (Ge et al., 2009; Suppiah et al.,
2009; Tanaka et al., 2009). In this study, Watanabe et al. (2012)
showed that there was no significant difference in response to IFNα

treatment in mice with human hepatocytes with different types of
polymorphism indicating that the effect observed in patients was
attributable to their immune responses, since these mice do not
have an adaptive immune system.

Although the uPA-SCID mouse model has proven its usefulness
and has become relevant for the preclinical evaluation of novel
antiviral compounds, this model has several limitations. Indeed,
these mice are very fragile and have to be engrafted within the first
weeks of life given that these animals are born with a hepatocyte-
lethal phenotype (Meuleman et al., 2005; Vanwolleghem et al.,
2010). Moreover, the uPA transgene can be deleted in some mice
leading to the restoration of a wild-type phenotype and thus loss
of the human hepatocyte graft (Sandgren et al., 1991). Another
drawback of this model is the absence of a functional adaptive
immune system. Due to the severe combined immunodeficiency
background, these mice are deficient in functional mature T and
B cells. Therefore, they cannot be used for the study of adaptive
immune responses or for the evaluation of vaccines. Nevertheless,
this model is not devoid of innate immunity and has been used
to decipher HCV specific innate immune responses (Walters et al.,
2006).

The Fah−/− Rag2−/− γ-c−/− (FRG) MOUSE MODEL
In order to overcome some of the limitations of the uPA-SCID
mouse model, another model has been developed using immun-
odeficient mice with genetic alterations leading to a hepatocyte-
lethal phenotype. These “FRG” mice are deficient for the Rag2

recombinase and the common γ -chain of the interleukin recep-
tors, leading to a more profound immunodeficiency (Goldman
et al., 1998; Mazurier et al., 1999). Moreover, they are deficient
for the tyrosine catabolic enzyme fumarylacetoacetate hydrolase
(Fah), which leads to liver degeneration (Grompe et al., 1993,
1995; Overturf et al., 1996). In this model, liver degeneration can
be prevented as long as the 2-(2-nitro-4-trifluoromethylbenzoyl)-
1,3-cyclohexanedione (NTBC) drug is provided to the mice. Thus,
the time of transplantation of human hepatocytes is easier to con-
trol than in the uPA-SCID mouse model since it can be done at
anytime in adult mice upon drug withdrawal. Moreover, in con-
trast to the uPA-SCID mouse model, spontaneous reversion of the
hepatocyte-lethal phenotype does not occur since there is a full
deletion within the Fah encoding gene (Grompe et al., 1993).

Upon NTBC withdrawal, FRG mice can be efficiently trans-
planted with human hepatocytes to obtain liver repopulation
(Azuma et al., 2007; Bissig et al., 2007). Moreover, Bissig et al.
(2010) successfully infected these transplanted mice with a geno-
type 2a HCV JFH-1 strain, a clinical isolate of HCV genotype
1a and chimeric genotype 1a/2a and 1b/2a viruses. Up to now,
this study is the only one reporting HCV infection in the FRG
model. Although this chimeric liver mouse model has so far been
less extensively used than the uPA-SCID model, it should be as
efficient to allow preclinical evaluation of antiviral compounds
(Table 1) and several reports using this model are expected within
the next years.

Like the uPA-SCID mouse model, the FRG model suffers from
a lack of an immune system. Due to the Rag2 and γ -c deficiencies,
these mice do not harbor T-, B- and NK-cells. These animals
are therefore not more suitable than the uPA-SCID mice for the
study of HCV immunopathogenesis and for the development and
evaluation of vaccines.

AFC8-huHSC/Hep MICE
Recently, another model of HCV permissive mice has been devel-
oped to overcome the lack of immunity intrinsic to the uPA-SCID
and FRG models. This model is based on immunodeficient Balb/c
Rag2−/− γ -c−/− (BRG) mice that have been genetically mod-
ified to overexpress in the mouse liver a fusion protein of the
FK506 binding protein (FKPB) and caspase-8 under the albumin
promoter (AFC8; Washburn et al., 2011). Injection of AP20187
induces the homodimerization of the caspase-8 active domain
leading to a suicidal activity of this enzyme and thus death of
mouse hepatocytes (Pajvani et al., 2005). This induced hepatode-
ficiency improves the engraftment of human hepatocytes. These
transgenic mice can therefore be transplanted, within the 5 first
days of life, with human hepatocyte progenitor cells and CD34+
hematopoietic stem cells derived from the same fetal liver allow-
ing human leukocyte antigen (HLA) matching between these cells.
Following injection of AP20187, the authors demonstrated devel-
opment of human immune cells and human hepatocytes in these
mice. About 50% of these AFC8-huHSC/Hep mice were subse-
quently effectively infected with patient serum-derived HCV of
genotype 1a but HCV RNA could only be demonstrated in the
liver of these animals. No HCV RNA was detected in the blood
of infected mice. Despite this absence of viremia, the authors
observed human immune cell infiltration in the liver of HCV+
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mice as well as HCV-specific CD4 and CD8 T cell responses.
Specific B cell responses could not be observed in these ani-
mals. Interestingly, half of these HCV+ mice developed severe
portal fibrosis with numerous septa. This was the first report on
a small animal model of HCV infection exhibiting development
of HCV-specific adaptive immune responses and virally induced
immunopathogenesis (Table 1).

Although these mice represent a first breakthrough for the
development of a fully immunocompetent mouse model for the
study of HCV infection, the absence of serum HCV particles and
the lack of fully functional B cells are important issues for the
evaluation of potential antiviral drugs and vaccines. Furthermore,
the education of the immune system from human HSC is done
on the murine major histocompatibility complex (MHC). It is
not yet clear whether the selection of human immune cells on
mouse MHC will allow proper recognition of HCV infected HLA
expressing human hepatocytes and be comparable with the human
setting.

Rosa26-Fluc HCV ENTRY FACTOR HUMANIZED MICE
Another model of immunocompetent mice permissive to HCV
infection has been developed shortly after the AFC8-huHSC/Hep.
In contrast to the previous model, these mice have a fully
functional murine immune system and liver. To overcome the
species-specific restriction of viral entry and to achieve HCV

susceptibility of the mouse liver, the authors targeted the mouse
hepatocytes in vivo with adenoviral vectors to express human HCV
entry factors CD81, SR-BI, CLDN1, and OCLN (Dorner et al.,
2011; Figure 1). About 5% of the murine hepatocytes expressed
all four human entry factors upon adenoviral transduction. The
Rosa26-Fluc background of these mice allows to detect viral entry
by in vivo bioluminescence. Indeed, as HCV does not efficiently
replicate in mouse cells (Zhu et al., 2003; Uprichard et al., 2006; Lin
et al., 2010), Dorner et al. (2011) engineered the virus to express
the Cre recombinase (HCV-CRE). This latter, once expressed in
the mouse liver, leads to the activation of a loxP-flanked luciferase
reporter in the genome of the Rosa26-Fluc mice (Safran et al.,
2003). The emitted photons then reflect viral entry into hepa-
tocytes. This model was successfully used to study for the first
time entry of HCVcc chimeras of different genotypes into mouse
hepatocytes in vivo.

The authors also assessed the efficacy of anti-CD81 and anti-E2
antibodies on HCV entry as well as a prophylactic vaccine based
on recombinant vaccinia virus encoding HCV proteins from Core
to NS2 of genotype 1a. With this vaccine approach, robust titers of
anti-E2 antibodies and a decreased susceptibility to heterologous
challenge with HCV-CRE harboring structural proteins of geno-
types 1b, 2a, or 4a was observed. This is the first report of the usage
of a fully immunocompetent small animal model for the study of
HCV infection and, so far, this model is the only available mouse

FIGURE 1 | Currently explored approaches aiming at developing new

animal models for the study of hepatitis C virus infection. From left to
right: xenotransplantation of human cells, genetic humanization by expression

of defined human specific factors, viral adaptation of HCV to mouse cells.
HLA transgenic mice can be crossed with the different models in order to
improve immune responses.
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model for combined immunization and challenge studies. This is
also the only mouse model with a perfect MHC matching between
the immune system and infected hepatocytes, which would allow
a better understanding of the entire immune responses induced
by the virus (Table 1).

Although conceptually markedly advancing the field, the
humanized Rosa26-Fluc model still has its limitations. First, there
is no virus production by the infected mouse hepatocytes due to
inefficient viral replication in these cells. This makes this model
unsuitable for the evaluation of DAAs or antivirals targeting the
assembly and egress steps of the viral life cycle. Moreover, the
usage of adenoviral vectors to introduce the human entry fac-
tors into mouse hepatocytes leads to the induction of an immune
response against the vector. This renders the study of HCV-specific
immune responses difficult since the induction of interferon stim-
ulated genes (ISGs) and a rapid NK cell-mediated innate immunity
lead to the loss of adenovirus-transduced hepatocytes and there-
fore to the loss of HCV infected cells. Thus, it is not possible
to study HCV-induced immunopathogenesis in this model. This
model is currently being extended by developing transgenic mice
stably expressing the human HCV entry factors and ultimately
further engineering the mouse hepatocytes to support HCV repli-
cation. A first transgenic mouse expressing human CD81, SR-BI,
CLDN1, and OCLN did not appear to be susceptible to HCV
entry (Hikosaka et al., 2011) but technical limitations may have
precluded detection of viral entry in this study. Follow-up stud-
ies using human entry factor transgenic mice are thus awaited
to assess the potential of such mice for further studying HCV
pathogenesis.

IMMUNOCOMPETENT RAT MODEL
Another immunocompetent small animal model susceptible to
HCV infection was generated using rats tolerant to human hep-
atocytes (Ouyang et al., 2001). Fetal rats were intraperitoneally
injected with human hepatoma Huh7 cells between 15 and 17 days
of gestation in order to induce a specific tolerance of the rat
immune system toward these cells. This tolerance allows the trans-
plantation of Huh7 cells via an intrasplenic injection in newborn
rats, within 24 h of birth. This results in survival of these cells
without rejection by the rat immune system as demonstrated by
human albumin detection in the liver as well as in the serum of
the tolerized transplanted rats (Ouyang et al., 2001). These rats
may then be inoculated with serum-derived HCV of genotype 1
one week after transplantation and are able to develop transient
viremia as shown by an HCV viral load of 2 × 104 copies/mL by
week 12 (Wu et al., 2005). Infected animals where characterized
by inflammation of the liver as demonstrated by elevated serum
alanine aminotransferase with a peak at week 13 as well as by
mononuclear cell infiltration in the liver (Table 1).

Unfortunately, the set-up of this model is difficult since the
intraperitoneal injection in fetal rats is challenging. Moreover, this
model is limited by the fact that the transplanted cells are not
primary human hepatocytes but a human hepatoma cell line. Fur-
thermore, the number of transplanted cells is low and viremia
remains weak, around 2 × 104 copies/mL, in comparison to viral
loads observed in HCV-infected patients or human liver chimeric
mice. Despite the fact that this animal model is immunocompetent

and can be infected with HCV, the mismatch between human HLA
and rat MHC prevents the study of adaptive immune responses
against infected hepatoma cells. It is worth noting that this model
has not been extensively used so far and only one publication
reported its usage (Wu et al., 2005). Further reports would thus be
useful in order to compare the potential of this model to the poten-
tial of the different mouse models to study HCV pathogenesis and
assess antiviral strategies.

FUTURE DIRECTIONS
In the past years, much progress has been made in developing novel
animal models for the study of HCV-host interactions. The major
drawbacks of the different small animal models described so far are
(i) absent or not fully functional adaptive immunity, (ii) low-level
viral replication and absent viremia and consequently (iii) absent
or low fibrosis and no cirrhosis. The uPA-SCID and FRG mod-
els both lack T and B cells. The AFC8-huHSC/Hep model is
characterized by a human immune system educated on murine
MHC molecules and absent viremia. The Rosa26-Fluc model has
matched murine immune cells and hepatocytes but these latter are
unable to efficiently replicate the viral genome and to egress the
virus. Finally, the immune system of the immunocompetent rat
model does not match the HLA molecules at the surface of the
transplanted human hepatoma cells. Thus, additional immuno-
competent mouse models need to be developed to study different
aspects of HCV pathogenesis in the context of robust viral replica-
tion. So, ultimately, what would be the best model to study HCV
infection? Different lines of development are currently pursued:
(i) adapting the virus to mice to allow the virus to accomplish its
entire life cycle in mouse hepatocytes, (ii) further humanizing mice
to render these animals permissive to HCV and (iii) combining
these two approaches (Figure 1).

HCV-ADAPTED IMMUNOCOMPETENT MOUSE MODEL
Given that mouse hepatocytes are resistant to HCV infection, a
possibility to overcome this species-specific restriction of viral
infection without genetically engineering the host is to adapt the
virus to mouse cells, i.e., develop a virus able to complete its whole
life cycle - entry, translation, replication, egress – in normal mouse
hepatocytes (Figure 1). Bitzegeio et al. (2010) have explored this
trail by the selection of a HCV Jc1-derived mutant (genotype 2a)
adapted to the murine entry factor CD81. In contrast to wild-type
Jc1, this HCV mutant is able to enter cells expressing mouse CD81.
However, despite efficiently entering mouse cells, this selected
HCV strain is unable to replicate in mouse hepatocytes, indicating
that host factors limit productive infection downstream of virus
cell entry (Bitzegeio et al., 2010). Several lines of evidence indicate
that innate immune responses interfere with HCV replication and
although HCV has evolved strategies to evade innate immunity in
human cells, this may be less efficient in mouse cells (Lin et al.,
2010; Billerbeck et al., 2013; Schoggins and Rice, 2013; Vogt et al.,
2013). So potentially the selection of a mouse innate immune
response-insensitive HCV strain might overcome the limitations
imposed by mouse hepatocytes and lead to the development of
viremia in immunocompetent mice. However, even though such
a model might be achievable, it will remain to be determined to
which extent it would be comparable to HCV infection in humans.
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In order to mimic more precisely the human immune response,
it might be of interest to use HLA expressing mice (Pajot et al.,
2004), in line with a recent study where hepatitis B virus genome
was introduced into the liver of HLA-A2/DR1 mice (Dion et al.,
2013). However, the main limitation of such an approach is the
fact that it will be very difficult to mimic the variability of HLA
combinations present in humans. Thus, efforts should focus on
defined HLA transgene combinations. Nevertheless, there is no
certainty that the mouse immune responses developed against the
virus would be comparable to those observed in human (Mestas
and Hughes, 2004).

Therefore, another strategy to generate a fully immunocom-
petent mouse model for the study of HCV infection is to focus
on the development of mice with humanized immune system and
humanized liver (hu-IS/hu-Hep mice).

HUMAN IMMUNE SYSTEM – HUMAN HEPATOCYTE CHIMERIC MOUSE
MODEL
The optimal way to assess the role of the immune system
in response to HCV infection and to explore virus-induced
immunopathogenesis in a setting comparable to humans would be
to use mice harboring both human immune cells and human hep-
atocytes (Figure 1). The study by Washburn et al. (2011) described
above paved the road to the development of such an animal model.
However, the selection of human immune cells on murine MHC
instead of HLA molecules may have precluded the development
of very efficient T and B cell responses. An alternative approach
would thus be to use hepatodeficient and immunodeficient HLA-
expressing mice in order to allow the engraftment of HLA matched
human hematopoietic stem cells (hHSC) and human hepatocytes.
The selection of immune cells on HLA molecules and the recog-
nition of the hepatocytes as being from self might give a better
view of the immune response against HCV and allow the design
of efficient vaccines and new therapeutic products.

Unfortunately, the development of all hematopoietic com-
partments from hHSC in mice is not efficient because of the
inability of several mouse cytokines to stimulate human cells
(Manz, 2007; Legrand et al., 2009). In order to ameliorate the
immune reconstitution from hHSC, several approaches have been
attempted using injection of exogenous recombinant cytokines
or by creating transgenic or knock-in mice (reviewed in Will-
inger et al., 2011). However, to achieve a complete human immune
reconstitution, several different human cytokines and growth fac-
tors would be necessary. Moreover, several mouse strains with
different genetic backgrounds reject transplanted human cells
because of the inefficient interaction between human CD47 and
the mouse signal-regulatory protein alpha (SIRPα) expressed on
macrophages (Takenaka et al., 2007). This inability of human
CD47 to interact with mouse SIRPα leads to activation of the
phagocytic activity of macrophages (Takizawa and Manz, 2007).
In line with this observation, it has been shown that human pro-
genitor cells expressing mouse CD47 can efficiently be engrafted
in BRG mice leading to a better homeostasis of T- and NK-cells in
lymphoid organs (Legrand et al., 2011). Similarly, the same BRG
background, which is one of the most efficient to allow hHSC
transplantation, has been used to create human SIRPα transgenic
mice in order to improve engraftment of hHSC (Strowig et al.,

2011). In order to avoid genetic manipulations and selection pro-
cedures of the cells to be transplanted, which can be in limited
number at the time of the graft, other genetic backgrounds have
been investigated for their efficiency to accept xenogenic trans-
plantations. This lead to the selection of the non-obese diabetic
(NOD) background which appears to be the best recipient for
hHSC transplantation. Indeed, this strain exhibits a polymor-
phism of the gene encoding SIRPα, allowing a more efficient
binding to human CD47 (Takenaka et al., 2007; Takizawa and
Manz, 2007; Yamauchi et al., 2013). Therefore, the NOD back-
ground may be more suitable to introduce xenogenic cells without
the need of genetic modification in order to achieve high degree
of chimerism (reviewed in Ito et al., 2008). The recent advances in
the field of induced pluripotent stem cells (iPS) may allow in the
future to develop a mouse model engrafted with iPS-derived hepa-
tocytes and HSC from the same donor (Espejel et al., 2010; Huang
et al., 2011; Liu et al., 2011; Sekiya and Suzuki, 2011; Schwartz
et al., 2012; Wu et al., 2012). This might overcome the issues of
HLA-matching between the immune system and hepatocytes but
will not resolve HLA matching with the host. However, this strat-
egy using iPS cells, which could be available in large amount,
would be easier to implement than the use of hHSC and fetal
hepatocytes which are more complicated to access due to ethical
reasons.

The hu-IS/hu-Hep mouse model would certainly be the best
model to assess the immune responses against HCV, to decipher
more deeply the immunopathogenesis developed during chronic
infection, to explore HCV-host interactions during acute infection
and to unravel the mechanisms leading to virus eradication as well
as to develop vaccines and new therapeutic approaches.

GENETICALLY HUMANIZED MOUSE MODEL
Another explored approach in order to develop an immuno-
competent mouse model of HCV infection relies on genetic
modifications of mice by introducing essential human specific fac-
tors for the viral life cycle (Figure 1). It has previously been shown
that viral entry, the first step of HCV infection, requires the pres-
ence of at least two human cell surface factors, CD81 and OCLN
(Ploss et al., 2009). The study by Dorner et al. (2011) described
above has shown that adenoviral expression of human entry fac-
tors in mouse liver enables viral entry into murine hepatocytes
in vivo. HCV RNA replication thus appears to be the next and last
essential step to overcome in mouse cells in order to reconstitute
the entire viral life cycle since mouse cells are able to support viral
assembly and egress (Long et al., 2011). Indeed, it has been shown
that viral RNA is translated in mouse cells but is unable to repli-
cate efficiently (McCaffrey et al., 2002; Dorner et al., 2011). It is
worth noting that several studies have shown that HCV replicons
can replicate in murine cell lines (Zhu et al., 2003; Uprichard et al.,
2006; Frentzen et al., 2011), indicating that there are no dominant
murine inhibitory factors implied in the low replication of HCV
in mouse cells and that murine orthologs of host factor required
for viral replication are able to participate in the full life cycle
of HCV. The activation of mouse innate immune responses may
thus most likely be responsible for the limited HCV replication in
mouse cells (Schoggins and Rice, 2013). Indeed, it has been shown
that inactivation of several antiviral cellular molecules involved
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in innate immunity enhances HCV replication and allows HCV
production by mouse cells (Chang et al., 2006; Lin et al., 2010; Aly
et al., 2011; Vogt et al., 2013). It might thus be wise to ascertain in
vivo the relevance of these findings and to generate a mouse model
devoid of some of these innate immune pathways or knock-in mice
expressing human orthologs of these innate immune mediators.

CONCLUSIONS AND PERSPECTIVES
Since the development of the first small animal model of HCV
infection – the uPA-SCID mouse model (Mercer et al., 2001), other
increasingly sophisticated models emerged (Wu et al., 2005; Bissig
et al., 2010; Dorner et al., 2011; Washburn et al., 2011). Each of
these models allowed to significantly advance our understanding
of defined aspects of HCV infection and HCV-host interactions
and to pave the way for future animal models combining dif-
ferent characteristics and advantages of each model. Although
the uPA-SCID mouse model has been most intensively used as
a preclinical model in order to assess different classes of antivirals,
none of the current models prevails over the others with respect
to analysis of all aspects of viral infection (virus life cycle, immune
response, pathogenesis, vaccine development. . .). The combina-
tion of different technologies and efforts will ultimately lead to
the development of additional models better suited for the study
of HCV immunopathogenesis and vaccine development. Given
the natural history of HCV infection, requiring decades to evolve
toward an HCC, one may consider that obtaining HCV-induced

cirrhosis and HCC will be highly challenging in rodents, whose life
expectancy is around 2 years. However, numerous models of HCC
based on the transgenic expression of HCV proteins have been
published (reviewed in Billerbeck et al., 2013), suggesting that
HCV infection-induced HCC may be achievable, provided that
sufficient host-responses are generated. As the chimpanzee model
has to be abandoned in favor of small rodent models, the well
known genetics of the mouse and the ease of modification of its
genome should put this animal first in line to become the next gold
standard for HCV research. Fully mouse or half human, the pos-
sibilities remain open. The complementarities of both approaches
will raise new perspectives in the field of animal research for HCV
and for the development of new therapeutic alternatives. The quest
for the“holy Grail”is on, but the road is still long and full of pitfalls.

ACKNOWLEDGMENTS
The authors acknowledge financial support of their work by
the European Union (ERC-2008-AdG-233130-HEPCENT and
INTERREG-IV-FEDER-Hepato-Regio-Net 2009 and 2012), Lab-
oratoire d’Excellence HepSYS (Investissement d’Avenir; ANR-
10-LAB-28), Institut Hospitalo-Universitaire Mix-Surg, ANRS
(2012/239, 2012/318, 2013/108), Inserm, University of Stras-
bourg and the Strasbourg University Hospitals, France, the
Research Foundation Flanders (FWO project #3G052112), the
Ghent University (GOA #01G01712), the Belgian state (IUAP
P7/47-HEPRO2) and the European Union (FP7-HepaMab).

REFERENCES
Akazawa, D., Moriyama, M., Yokokawa,

H., Omi, N., Watanabe, N., Date, T.,
et al. (2013). Neutralizing antibod-
ies induced by cell culture-derived
hepatitis C virus protect against
infection in mice. Gastroenterol-
ogy doi: 10.1053/j.gastro.2013.05.007
[Epub ahead of print].

Aloia, A. L., Locarnini, S., and Beard,
M. R. (2012). Antiviral resistance
and direct-acting antiviral agents for
HCV. Antivir. Ther. 17, 1147–1162.
doi: 10.3851/IMP2426

Altevogt, B. M., Pankevich, D. E.,
Shelton-Davenport, M. K., and Kahn,
J. P.. (2011). Chimpanzees in Biomedi-
cal and Behavioral Research: Assessing
the Necessity. Washington, DC: The
National Academies Press.

Aly, H. H., Oshiumi, H., Shime, H.,
Matsumoto, M., Wakita, T., Shimo-
tohno, K., et al. (2011). Development
of mouse hepatocyte lines permissive
for hepatitis C virus (HCV). PLoS
ONE 6:e21284. doi: 10.1371/jour-
nal.pone.0021284

Amako, Y., Tsukiyama-Kohara, K., Kat-
sume, A., Hirata, Y., Sekiguchi, S.,
Tobita, Y., et al. (2010). Pathogene-
sis of hepatitis C virus infection in
Tupaia belangeri. J. Virol. 84, 303–
311. doi: 10.1128/JVI.01448-09

Azuma, H., Paulk, N., Ranade, A., Dor-
rell, C., Al-Dhalimy, M., Ellis, E., et al.
(2007). Robust expansion of human

hepatocytes in Fah-/-/Rag2-/-/Il2rg-
/- mice. Nat. Biotechnol. 25, 903–910.
doi: 10.1038/nbt1326

Bailey, J. (2010). An assessment of
the use of chimpanzees in hepati-
tis C research past, present and
future: 1. Validity of the chim-
panzee model. Altern. Lab. Anim. 38,
387–418.

Barth, H., Cerino, R., Arcuri, M., Hoff-
mann, M., Schurmann, P., Adah,
M. I., et al. (2005). Scavenger recep-
tor class B type I and hepatitis C
virus infection of primary tupaia
hepatocytes. J. Virol. 79, 5774–5785.
doi: 10.1128/JVI.79.9.5774-5785.
2005

Barth, H., Rybczynska, J., Patient, R.,
Choi, Y., Sapp, R. K., Baumert, T. F.,
et al. (2011). Both innate and adap-
tive immunity mediate protective
immunity against hepatitis C virus
infection in chimpanzees. Hepatol-
ogy 54, 1135–1148. doi: 10.1002/hep.
24489

Billerbeck, E., De Jong, Y., Dorner,
M., De La Fuente, C., and Ploss, A.
(2013). Animal models for hepati-
tis C. Curr. Top. Microbiol. Immunol.
369, 49–86. doi: 10.1007/978-3-642-
27340-7_3

Bissig, K. D., Le, T. T., Woods, N. B.,
and Verma, I. M. (2007). Repop-
ulation of adult and neonatal mice
with human hepatocytes: a chimeric
animal model. Proc. Natl. Acad.

Sci. U.S.A. 104, 20507–20511. doi:
10.1073/pnas.0710528105

Bissig, K. D., Wieland, S. F., Tran, P.,
Isogawa, M., Le, T. T., Chisari, F. V.,
et al. (2010). Human liver chimeric
mice provide a model for hepatitis B
and C virus infection and treatment.
J. Clin. Invest. 120, 924–930. doi:
10.1172/JCI40094

Bitzegeio, J., Bankwitz, D., Hueging,
K., Haid, S., Brohm, C., Zeisel,
M. B., et al. (2010). Adaptation of
hepatitis C virus to mouse CD81
permits infection of mouse cells in
the absence of human entry fac-
tors. PLoS Pathog. 6:e1000978. doi:
10.1371/journal.ppat.1000978

Bowen, D. G., and Walker, C. M.
(2005). Adaptive immune responses
in acute and chronic hepatitis C virus
infection. Nature 436, 946–952. doi:
10.1038/nature04079

Bukh, J. (2004). A critical role for the
chimpanzee model in the study of
hepatitis C. Hepatology 39, 1469–
1475. doi: 10.1002/hep.20268

Bukh, J., Forns, X., Emerson, S. U.,
and Purcell, R. H. (2001). Studies of
hepatitis C virus in chimpanzees and
their importance for vaccine develop-
ment. Intervirology 44, 132–142. doi:
10.1159/000050040

Bukh, J., Meuleman, P., Tellier, R.,
Engle, R. E., Feinstone, S. M., Eder,
G., et al. (2010). Challenge pools
of hepatitis C virus genotypes 1-6

prototype strains: replication fitness
and pathogenicity in chimpanzees
and human liver-chimeric mouse
models. J. Infect. Dis. 201, 1381–1389.
doi: 10.1086/651579

Burbelo, P. D., Dubovi, E. J., Sim-
monds, P., Medina, J. L., Henriquez,
J. A., Mishra, N., et al. (2012).
Serology-enabled discovery of genet-
ically diverse hepaciviruses in a new
host. J. Virol. 86, 6171–6178. doi:
10.1128/JVI.00250-12

Chang, K. S., Cai, Z., Zhang, C.,
Sen, G. C., Williams, B. R., and
Luo, G. (2006). Replication of
hepatitis C virus (HCV) RNA in
mouse embryonic fibroblasts: protein
kinase R (PKR)-dependent and PKR-
independent mechanisms for con-
trolling HCV RNA replication and
mediating interferon activities. J.
Virol. 80, 7364–7374. doi: 10.1128/
JVI.00586-06

Dahari, H., Feinstone, S. M., and
Major, M. E. (2010). Meta-analysis
of hepatitis C virus vaccine effi-
cacy in chimpanzees indicates an
importance for structural proteins.
Gastroenterology 139, 965–974. doi:
10.1053/j.gastro.2010.05.077

Dion, S., Bourgine, M., Godon,
O., Levillayer, F., and Michel, M.
L. (2013). Adeno-associated virus-
mediated gene transfer leads to
persistent hepatitis B virus repli-
cation in mice expressing HLA-A2

Frontiers in Microbiology | Virology July 2013 | Volume 4 | Article 212 | 8

http://www.frontiersin.org/Virology/
http://www.frontiersin.org/Virology/archive


“fmicb-04-00212” — 2013/7/24 — 20:05 — page 9 — #9

Mailly et al. Animal models for HCV infection

and HLA-DR1 molecules. J. Virol.
87, 5554–5563. doi: 10.1128/JVI.
03134-12

Dorner, M., Horwitz, J. A., Robbins, J.
B., Barry, W. T., Feng, Q., Mu, K.,
et al. (2011). A genetically humanized
mouse model for hepatitis C virus
infection. Nature 474, 208–211. doi:
10.1038/nature10168

Espejel, S., Roll, G. R., Mclaughlin, K.
J., Lee, A. Y., Zhang, J. Y., Laird, D.
J., et al. (2010). Induced pluripotent
stem cell-derived hepatocytes have
the functional and proliferative capa-
bilities needed for liver regeneration
in mice. J. Clin. Invest. 120, 3120–
3126. doi: 10.1172/JCI43267

Frentzen, A., Huging, K., Bitzegeio, J.,
Friesland, M., Haid, S., Gentzsch,
J., et al. (2011). Completion of
hepatitis C virus replication cycle
in heterokaryons excludes dominant
restrictions in human non-liver and
mouse liver cell lines. PLoS Pathog.
7:e1002029. doi: 10.1371/journal.
ppat.1002029

Ge, D., Fellay, J., Thompson, A. J.,
Simon, J. S., Shianna, K. V., Urban, T.
J., et al. (2009). Genetic variation in
IL28B predicts hepatitis C treatment-
induced viral clearance. Nature
461, 399–401. doi: 10.1038/nature
08309

Goldman, J. P., Blundell, M. P., Lopes,
L., Kinnon, C., Di Santo, J. P., and
Thrasher, A. J. (1998). Enhanced
human cell engraftment in mice defi-
cient in RAG2 and the common
cytokine receptor gamma chain. Br.
J. Haematol. 103, 335–342. doi:
10.1046/j.1365-2141.1998.00980.x

Grompe, M., Al-Dhalimy, M., Fine-
gold, M., Ou, C. N., Burlingame,
T., Kennaway, N. G., et al. (1993).
Loss of fumarylacetoacetate hydro-
lase is responsible for the neona-
tal hepatic dysfunction phenotype of
lethal albino mice. Genes Dev. 7,
2298–2307. doi: 10.1101/gad.7.12a.
2298

Grompe, M., Lindstedt, S., Al-Dhalimy,
M., Kennaway, N. G., Papaconstanti-
nou, J., Torres-Ramos, C. A., et al.
(1995). Pharmacological correction
of neonatal lethal hepatic dysfunc-
tion in a murine model of hereditary
tyrosinaemia type I. Nat. Genet. 10,
453–460. doi: 10.1038/ng0895-453

Harrington, M. (2012). State of the
(research) chimp. Lab Anim. (NY) 41,
31. doi: 10.1038/laban0212-31a

Hikosaka, K., Noritake, H., Kimura,
W., Sultana, N., Sharkar, M. T.,
Tagawa, Y., et al. (2011). Expression
of human factors CD81, claudin-
1, scavenger receptor, and occludin
in mouse hepatocytes does not con-
fer susceptibility to HCV entry.

Biomed. Res. 32, 143–150. doi:
10.2220/biomedres.32.143

Hiraga, N., Imamura, M., Tsuge, M.,
Noguchi, C., Takahashi, S., Iwao, E.,
et al. (2007). Infection of human hep-
atocyte chimeric mouse with genet-
ically engineered hepatitis C virus
and its susceptibility to interferon.
FEBS Lett. 581, 1983–1987. doi:
10.1016/j.febslet.2007.04.021

Houghton, M. (2009). The long and
winding road leading to the identi-
fication of the hepatitis C virus. J.
Hepatol. 51, 939–948. doi: 10.1016/
j.jhep.2009.08.004

Houghton, M. (2011). Prospects for
prophylactic and therapeutic vac-
cines against the hepatitis C viruses.
Immunol. Rev. 239, 99–108. doi:
10.1111/j.1600-065X.2010.00977.x

Hsu, E. C., Hsi, B., Hirota-Tsuchihara,
M., Ruland, J., Iorio, C., Sarangi,
F., et al. (2003). Modified apoptotic
molecule (BID) reduces hepatitis C
virus infection in mice with chimeric
human livers. Nat. Biotechnol. 21,
519–525. doi: 10.1038/nbt817

Huang, P., He, Z., Ji, S., Sun, H.,
Xiang, D., Liu, C., et al. (2011).
Induction of functional hepatocyte-
like cells from mouse fibroblasts by
defined factors. Nature. 475, 386–
389. doi: 10.1038/nature10116

Ito, M., Kobayashi, K., and Naka-
hata, T. (2008). NOD/Shi-scid
IL2rgamma(null) (NOG) mice more
appropriate for humanized mouse
models. Curr. Top. Microbiol.
Immunol. 324, 53–76. doi: 10.1007/
978-3-540-75647-7_3

Kamiya, N., Iwao, E., Hiraga, N., Tsuge,
M., Imamura, M., Takahashi, S.,
et al. (2010). Practical evaluation of
a mouse with chimeric human liver
model for hepatitis C virus infection
using an NS3-4A protease inhibitor.
J. Gen. Virol. 91, 1668–1677. doi:
10.1099/vir.0.019315-0

Kapoor, A., Simmonds, P., Gerold,
G., Qaisar, N., Jain, K., Henriquez,
J. A., et al. (2011). Characteriza-
tion of a canine homolog of hep-
atitis C virus. Proc. Natl. Acad.
Sci. U.S.A. 108, 11608–11613. doi:
10.1073/pnas.1101794108

Kneteman, N. M., Howe, A. Y., Gao,
T., Lewis, J., Pevear, D., Lund, G.,
et al. (2009). HCV796: a selective
nonstructural protein 5B polymerase
inhibitor with potent anti-hepatitis
C virus activity in vitro, in mice
with chimeric human livers, and in
humans infected with hepatitis C
virus. Hepatology 49, 745–752. doi:
10.1002/hep.22717

Lacek, K., Vercauteren, K., Grzyb,
K., Naddeo, M., Verhoye, L.,
Slowikowski, M. P., et al. (2012).

Novel human SR-BI antibodies
prevent infection and dissemination
of HCV in vitro and in human-
ized mice. J. Hepatol. 57,
17–23. doi: 10.1016/j.jhep.2012.
02.018

Lanford, R. E., Bigger, C., Bassett, S.,
and Klimpel, G. (2001). The chim-
panzee model of hepatitis C virus
infections. ILAR J. 42, 117–126. doi:
10.1093/ilar.42.2.117

Law, M., Maruyama, T., Lewis, J.,
Giang, E., Tarr, A. W., Stamataki,
Z., et al. (2008). Broadly neutraliz-
ing antibodies protect against hep-
atitis C virus quasispecies challenge.
Nat. Med. 14, 25–27. doi: 10.1038/
nm1698

Legrand, N., Huntington, N. D., Naga-
sawa, M., Bakker, A. Q., Schotte, R.,
Strick-Marchand, H., et al. (2011).
Functional CD47/signal regulatory
protein alpha (SIRP(alpha)) interac-
tion is required for optimal human T-
and natural killer- (NK) cell home-
ostasis in vivo. Proc. Natl. Acad.
Sci. U.S.A. 108, 13224–13229. doi:
10.1073/pnas.1101398108

Legrand, N., Ploss, A., Balling, R.,
Becker, P. D., Borsotti, C., Brezillon,
N., et al. (2009). Humanized mice
for modeling human infectious dis-
ease: challenges, progress, and out-
look. Cell Host Microbe 6, 5–9. doi:
10.1016/j.chom.2009.06.006

Lerat, H., Higgs, M., and Pawlotsky,
J. M. (2011). Animal models in the
study of hepatitis C virus-associated
liver pathologies. Expert Rev. Gas-
troenterol. Hepatol. 5, 341–352. doi:
10.1586/egh.11.14

Lin, L. T., Noyce, R. S., Pham, T. N., Wil-
son, J. A., Sisson, G. R., Michalak, T.
I., et al. (2010). Replication of subge-
nomic hepatitis C virus replicons in
mouse fibroblasts is facilitated by
deletion of interferon regulatory fac-
tor 3 and expression of liver-specific
microRNA 122. J. Virol. 84, 9170–
9180. doi: 10.1128/JVI.00559-10

Lindenbach, B. D., Meuleman, P., Ploss,
A., Vanwolleghem, T., Syder, A. J.,
Mckeating, J. A., et al. (2006). Cell
culture-grown hepatitis C virus is
infectious in vivo and can be recul-
tured in vitro. Proc. Natl. Acad. Sci.
U.S.A. 103, 3805–3809. doi: 10.1073/
pnas.0511218103

Lindenbach, B. D., Thiel, H. J., and
Rice, C. M. (2007). “Flaviviridae: the
viruses and their replication,” Fields
Virology, 5th Edition, eds D. M.
Knipe and P. M. Howley (Philadel-
phia: Lippincott-Raven Publishers),
1101–1152.

Liu, H., Kim, Y., Sharkis, S., Mar-
chionni, L., and Jang, Y. Y. (2011).
In vivo liver regeneration potential

of human induced pluripotent stem
cells from diverse origins. Sci. Transl.
Med. 3, 82ra39. doi: 10.1126/sci-
translmed.3002376

Long, G., Hiet, M. S., Windisch, M.
P., Lee, J. Y., Lohmann, V., and
Bartenschlager, R. (2011). Mouse
hepatic cells support assembly of
infectious hepatitis C virus parti-
cles. Gastroenterology 141, 1057–
1066. doi: 10.1053/j.gastro.2011.
06.010

Lupberger, J., Zeisel, M. B., Xiao, F.,
Thumann, C., Fofana, I., Zona, L.,
et al. (2011). EGFR and EphA2 are
host factors for hepatitis C virus entry
and possible targets for antiviral ther-
apy. Nat. Med. 17, 589–595. doi:
10.1038/nm.2341

Lyons, S., Kapoor, A., Sharp, C.,
Schneider, B. S., Wolfe, N. D., Cul-
shaw, G., et al. (2012). Nonprimate
hepaciviruses in domestic horses,
United kingdom. Emerg. Infect.
Dis. 18, 1976–1982. doi: 10.3201/
eid1812.120498

Manz, M. G. (2007). Human-
hemato-lymphoid-system mice:
opportunities and challenges. Immu-
nity 26, 537–541. doi: 10.1016/
j.immuni.2007.05.001

Matsumura, T., Hu, Z., Kato, T.,
Dreux, M., Zhang, Y. Y., Imamura,
M., et al. (2009). Amphipathic DNA
polymers inhibit hepatitis C virus
infection by blocking viral entry.
Gastroenterology 137, 673–681. doi:
10.1053/j.gastro.2009.04.048

Mazurier, F., Fontanellas, A.,
Salesse, S., Taine, L., Landriau,
S., Moreau-Gaudry, F., et al.
(1999). A novel immunodeficient
mouse model – RAG2 x common
cytokine receptor gamma chain
double mutants – requiring exoge-
nous cytokine administration for
human hematopoietic stem cell
engraftment. J. Interferon Cytokine
Res. 19, 533–541. doi: 10.1089/
107999099313983

McCaffrey, A. P., Ohashi, K., Meuse, L.,
Shen, S., Lancaster, A. M., Lukavsky,
P. J., et al. (2002). Determinants
of hepatitis C translational initia-
tion in vitro, in cultured cells and
mice. Mol. Ther. 5, 676–684. doi:
10.1006/mthe.2002.0600

Mercer, D. F., Schiller, D. E., Elliott, J. F.,
Douglas, D. N., Hao, C., Rinfret, A.,
et al. (2001). Hepatitis C virus repli-
cation in mice with chimeric human
livers. Nat. Med. 7, 927–933. doi:
10.1038/90968

Mestas, J., and Hughes, C. C. (2004).
Of mice and not men: differ-
ences between mouse and human
immunology. J. Immunol. 172, 2731–
2738.

www.frontiersin.org July 2013 | Volume 4 | Article 212 | 9

http://www.frontiersin.org/
http://www.frontiersin.org/Virology/archive


“fmicb-04-00212” — 2013/7/24 — 20:05 — page 10 — #10

Mailly et al. Animal models for HCV infection

Meuleman, P., Albecka, A., Belouzard,
S., Vercauteren, K., Verhoye, L.,
Wychowski, C., et al. (2011a).
Griffithsin has antiviral activity
against hepatitis C virus. Antimicrob.
Agents Chemother. 55, 5159–5167.
doi: 10.1128/AAC.00633-11

Meuleman, P., Bukh, J., Verhoye,
L., Farhoudi, A., Vanwolleghem,
T., Wang, R. Y., et al. (2011b).
In vivo evaluation of the cross-
genotype neutralizing activity of
polyclonal antibodies against hepati-
tis C virus. Hepatology 53, 755–762.
doi: 10.1002/hep.24171

Meuleman, P., Catanese, M. T., Ver-
hoye, L., Desombere, I., Farhoudi,
A., Jones, C. T., et al. (2012). A
human monoclonal antibody target-
ing scavenger receptor class B type
I precludes hepatitis C virus infec-
tion and viral spread in vitro and in
vivo. Hepatology 55, 364–372. doi:
10.1002/hep.24692

Meuleman, P., Hesselgesser, J., Paulson,
M., Vanwolleghem, T., Desombere, I.,
Reiser, H., et al. (2008). Anti-CD81
antibodies can prevent a hepatitis C
virus infectionin vivo. Hepatology 48,
1761–1768. doi: 10.1002/hep.22547

Meuleman, P., Libbrecht, L., De
Vos, R., De Hemptinne, B.,
Gevaert, K., Vandekerckhove, J.,
et al. (2005). Morphological and
biochemical characterization of a
human liver in a uPA-SCID mouse
chimera. Hepatology 41, 847–856.
doi: 10.1002/hep.20657

Muchmore, E., Popper, H., Peterson, D.
A., Miller, M. F., and Lieberman, H.
M. (1988). Non-A, non-B hepatitis-
related hepatocellular carcinoma in
a chimpanzee. J. Med. Primatol. 17,
235–246.

Muerhoff, A. S., Leary, T. P., Simons,
J. N., Pilot-Matias, T. J., Dawson, G.
J., Erker, J. C., et al. (1995). Genomic
organization of GB viruses A and B:
two new members of the Flaviviridae
associated with GB agent hepatitis. J.
Virol. 69, 5621–5630.

Nakagawa, S., Umehara, T., Mat-
suda, C., Kuge, S., Sudoh, M., and
Kohara, M. (2007). Hsp90 inhibitors
suppress HCV replication in repli-
con cells and humanized liver mice.
Biochem. Biophys. Res. Commun. 353,
882–888. doi: 10.1016/j.bbrc.2006.
12.117

Narjes, F., Crescenzi, B., Ferrara,
M., Habermann, J., Colarusso, S.,
Ferreira Mdel, R., et al. (2011).
Discovery of (7R)-14-cyclohexyl-7-
{[2-(dimethylamino)ethyl](methyl)
amino}-7,8-dihydro-6H-indolo[1,2-
e][1,5]benzoxazocine-11-carboxylic
acid (MK-3281), a potent and orally
bioavailable finger-loop inhibitor

of the hepatitis C virus NS5B poly-
merase. J. Med. Chem. 54, 289–301.
doi: 10.1021/jm1013105

Nascimbeni, M., Mizukoshi, E.,
Bosmann, M., Major, M. E., Miha-
lik, K., Rice, C. M., et al. (2003).
Kinetics of CD4 + and CD8 + mem-
ory T-cell responses during hepati-
tis C virus rechallenge of previously
recovered chimpanzees. J. Virol. 77,
4781–4793. doi: 10.1128/JVI.77.8.
4781-4793.2003

Neumann-Haefelin, C., and Thimme,
R. (2013). Adaptive immune
responses in hepatitis C virus infec-
tion. Curr. Top. Microbiol. Immunol.
369, 243–262. doi: 10.1007/978-3-
642-27340-7_10

Ohara, E., Hiraga, N., Imamura, M.,
Iwao, E., Kamiya, N., Yamada, I.,
et al. (2011). Elimination of hepati-
tis C virus by short term NS3-4A and
NS5B inhibitor combination ther-
apy in human hepatocyte chimeric
mice. J. Hepatol. 54, 872–878. doi:
10.1016/j.jhep.2010.08.033

Ouyang, E. C., Wu, C. H., Walton,
C., Promrat, K., and Wu, G. Y.
(2001). Transplantation of human
hepatocytes into tolerized genetically
immunocompetent rats. World J.
Gastroenterol. 7, 324–330.

Overturf, K., Al-Dhalimy, M., Tan-
guay, R., Brantly, M., Ou, C. N.,
Finegold, M., et al. (1996). Hepato-
cytes corrected by gene therapy are
selected in vivo in a murine model of
hereditary tyrosinaemia type I. Nat.
Genet. 12, 266–273. doi: 10.1038/
ng0396-266

Pajot, A., Michel, M.-L., Fazil-
leau, N., Pancré, V., Auriault, C.,
Ojcius, D. M., et al. (2004). A
mouse model of human adaptive
immune functions:HLA-A2.1-/HLA-
DR1-transgenic H-2 classI-/classII-
knockout mice. Eur. J. Immunol. 34,
3060–3069.

Pajvani, U. B., Trujillo, M. E., Combs,
T. P., Iyengar, P., Jelicks, L., Roth,
K. A., et al. (2005). Fat apopto-
sis through targeted activation of
caspase 8: a new mouse model of
inducible and reversible lipoatrophy.
Nat. Med. 11, 797–803. doi: 10.1038/
nm1262

Pawlotsky, J.-M. (2011). Treatment fail-
ure and resistance with direct-acting
antiviral drugs against hepatitis C
virus. Hepatology 53, 1742–1751. doi:
10.1002/hep.24262

Ploss, A., Evans, M. J., Gaysinskaya,
V. A., Panis, M., You, H., De Jong,
Y. P., et al. (2009). Human occludin
is a hepatitis C virus entry fac-
tor required for infection of mouse
cells. Nature 457, 882–886. doi:
10.1038/nature07684

Poordad, F., and Dieterich, D. (2012).
Treating hepatitis C: current stan-
dard of care and emerging direct-
acting antiviral agents. J. Viral Hepat.
19, 449–464. doi: 10.1111/j.1365-
2893.2012.01617.x

Quan, P. L., Firth, C., Conte, J. M.,
Williams, S. H., Zambrana-Torrelio,
C. M., Anthony, S. J., et al. (2013).
Bats are a major natural reservoir for
hepaciviruses and pegiviruses. Proc.
Natl. Acad. Sci. U.S.A. 110, 8194–
8199. doi: 10.1073/pnas.1303037110

Rehermann, B. (2009). Hepatitis C virus
versus innate and adaptive immune
responses: a tale of coevolution and
coexistence. J. Clin. Invest. 119, 1745–
1754. doi: 10.1172/JCI39133

Reiser, M., Hinrichsen, H., Benhamou,
Y., Reesink, H. W., Wedemeyer, H.,
Avendano, C., et al. (2005). Antivi-
ral efficacy of NS3-serine protease
inhibitor BILN-2061 in patients with
chronic genotype 2 and 3 hepati-
tis C. Hepatology 41, 832–835. doi:
10.1002/hep.20612

Safran, M., Kim, W. Y., Kung, A. L.,
Horner, J. W., Depinho, R. A., and
Kaelin, W. G. Jr. (2003). Mouse
reporter strain for noninvasive biolu-
minescent imaging of cells that have
undergone Cre-mediated recombi-
nation. Mol. Imaging 2, 297–302. doi:
10.1162/153535003322750637

Sainz, B., Barretto, N., Martin, D.
N., Hiraga, N., Imamura, M., Hus-
sain, S., et al. (2012). Identification of
the Niemann-Pick C1–like 1 choles-
terol absorption receptor as a new
hepatitis C virus entry factor. Nat.
Med. 18, 281–285. doi: 10.1038/nm.
2581

Sandgren, E. P., Palmiter, R. D., Heckel,
J. L., Daugherty, C. C., Brinster, R.
L., and Degen, J. L. (1991). Complete
hepatic regeneration after somatic
deletion of an albumin-plasminogen
activator transgene. Cell 66, 245–256.
doi: 10.1016/0092-8674(91)90615-6

Schoggins, J. W., and Rice, C. M.
(2013). Innate immune responses to
hepatitis C virus. Curr. Top. Micro-
biol. Immunol. 369, 219–242. doi:
10.1007/978-3-642-27340-7_9

Schwartz, R. E., Trehan, K., Andrus, L.,
Sheahan, T. P., Ploss, A., Duncan, S.
A., et al. (2012). Modeling hepatitis C
virus infection using human induced
pluripotent stem cells. Proc. Natl.
Acad. Sci. U.S.A. 109, 2544–2548. doi:
10.1073/pnas.1121400109

Sekiya, S., and Suzuki, A. (2011). Direct
conversion of mouse fibroblasts to
hepatocyte-like cells by defined fac-
tors. Nature 475, 390–393. doi:
10.1038/nature10263

Shi, N., Hiraga, N., Imamura, M.,
Hayes, C. N., Zhang, Y., Kosaka,

K., et al. (2013). Combination ther-
apies with NS5A, NS3 and NS5B
inhibitors on different genotypes of
hepatitis C virus in human hepato-
cyte chimeric mice. Gut 62, 1055–
1061. doi: 10.1136/gutjnl-2012-
302600

Simmonds, P. (2013). The origin of
hepatitis C virus. Curr. Top. Micro-
biol. Immunol. 369, 1–15. doi:
10.1007/978-3-642-27340-7_1

Simons, J. N., Pilot-Matias, T. J., Leary,
T. P., Dawson, G. J., Desai, S.
M., Schlauder, G. G., et al. (1995).
Identification of two flavivirus-like
genomes in the GB hepatitis agent.
Proc. Natl. Acad. Sci. U.S.A. 92,
3401–3405. doi: 10.1073/pnas.92.8.
3401

Strowig, T., Rongvaux, A., Rathi-
nam, C., Takizawa, H., Borsotti, C.,
Philbrick, W., et al. (2011). Trans-
genic expression of human signal
regulatory protein alpha in Rag2-/-
gamma(c)-/- mice improves engraft-
ment of human hematopoietic cells
in humanized mice. Proc. Natl. Acad.
Sci. U.S.A. 108, 13218–13223. doi:
10.1073/pnas.1109769108

Sun, H., Zhang, A., Yan, G., Piao,
C., Li, W., Sun, C., et al. (2013).
Metabolomic analysis of key regula-
tory metabolites in hepatitis C virus-
infected tree shrews. Mol. Cell. Pro-
teomics 12, 710–719. doi: 10.1074/
mcp.M112.019141

Suppiah, V., Moldovan, M., Ahlenstiel,
G., Berg, T., Weltman, M., Abate, M.
L., et al. (2009). IL28B is associated
with response to chronic hepatitis C
interferon-alpha and ribavirin ther-
apy. Nat. Genet. 41, 1100–1104. doi:
10.1038/ng.447

Takenaka, K., Prasolava, T. K., Wang,
J. C., Mortin-Toth, S. M., Khalouei,
S., Gan, O. I., et al. (2007). Polymor-
phism in Sirpa modulates engraft-
ment of human hematopoietic stem
cells. Nat. Immunol. 8, 1313–1323.
doi: 10.1038/ni1527

Takizawa, H., and Manz, M. G. (2007).
Macrophage tolerance: CD47-SIRP-
alpha-mediated signals matter. Nat.
Immunol. 8, 1287–1289. doi:
10.1038/ni1207-1287

Tanaka, Y., Nishida, N., Sugiyama,
M., Kurosaki, M., Matsuura, K.,
Sakamoto, N., et al. (2009). Genome-
wide association of IL28B with
response to pegylated interferon-
alpha and ribavirin therapy for
chronic hepatitis C. Nat. Genet. 41,
1105–1109. doi: 10.1038/ng.449

Tateno, C., Yoshizane, Y., Saito, N.,
Kataoka, M., Utoh, R., Yamasaki,
C., et al. (2004). Near completely
humanized liver in mice shows
human-type metabolic responses to

Frontiers in Microbiology | Virology July 2013 | Volume 4 | Article 212 | 10

http://www.frontiersin.org/Virology/
http://www.frontiersin.org/Virology/archive


“fmicb-04-00212” — 2013/7/24 — 20:05 — page 11 — #11

Mailly et al. Animal models for HCV infection

drugs. Am. J. Pathol. 165, 901–
912. doi: 10.1016/S0002-9440(10)
63352-4

Tong, Y., Zhu, Y., Xia, X., Liu, Y.,
Feng, Y., Hua, X., et al. (2011).
Tupaia CD81, SR-BI, claudin-1, and
occludin support hepatitis C virus
infection. J. Virol. 85, 2793–2802. doi:
10.1128/JVI.01818-10

Uprichard, S. L., Chung, J., Chisari, F.
V., and Wakita, T. (2006). Replication
of a hepatitis C virus replicon clone
in mouse cells. Virol. J. 3, 89. doi:
10.1186/1743-422X-3-89

Vanwolleghem, T., Bukh, J., Meule-
man, P., Desombere, I., Meu-
nier, J. C., Alter, H., et al. (2008).
Polyclonal immunoglobulins from a
chronic hepatitis C virus patient pro-
tect human liver-chimeric mice from
infection with a homologous hep-
atitis C virus strain. Hepatology 47,
1846–1855. doi: 10.1002/hep.22244

Vanwolleghem, T., Libbrecht, L.,
Hansen, B. E., Desombere, I.,
Roskams, T., Meuleman, P., et al.
(2010). Factors determining suc-
cessful engraftment of hepatocytes
and susceptibility to hepatitis B
and C virus infection in uPA-SCID
mice. J. Hepatol. 53, 468–476. doi:
10.1016/j.jhep.2010.03.024

Vanwolleghem, T., Meuleman, P., Lib-
brecht, L., Roskams, T., De Vos,
R., and Leroux-Roels, G. (2007).
Ultra-rapid cardiotoxicity of the hep-
atitis C virus protease inhibitor
BILN 2061 in the urokinase-type
plasminogen activator mouse. Gas-
troenterology 133, 1144–1155. doi:
10.1053/j.gastro.2007.07.007

Vogt, A., Scull, M. A., Friling, T., Hor-
witz, J. A., Donovan, B. M., Dorner,
M., et al. (2013). Recapitulation of

the hepatitis C virus life-cycle in
engineered murine cell lines. Virol-
ogy doi: 10.1016/j.virol.2013.05.036
[Epub ahead of print].

Walters, K. A., Joyce, M. A., Thomp-
son, J. C., Smith, M. W., Yeh, M.
M., Proll, S., et al. (2006). Host-
specific response to HCV infection
in the chimeric SCID-beige/Alb-uPA
mouse model: role of the innate
antiviral immune response. PLoS
Pathog. 2:e59. doi: 10.1371/jour-
nal.ppat.0020059

Washburn, M. L., Bility, M. T., Zhang,
L., Kovalev, G. I., Buntzman, A.,
Frelinger, J. A., et al. (2011). A
humanized mouse model to study
hepatitis C virus infection, immune
response, and liver disease. Gas-
troenterology 140, 1334–1344. doi:
10.1053/j.gastro.2011.01.001

Watanabe, T., Sugauchi, F., Tanaka,
Y., Matsuura, K., Yatsuhashi, H.,
Murakami, S., et al. (2012). Hepatitis
C virus kinetics by administration of
pegylated interferon-alpha in human
and chimeric mice carrying human
hepatocytes with variants of the
IL28B gene. Gut doi: 10.1136/gutjnl-
2012-302553 [Epub ahead of print].

Willinger, T., Rongvaux, A., Strowig,
T., Manz, M. G., and Flavell,
R. A. (2011). Improving human
hemato-lymphoid-system mice by
cytokine knock-in gene replacement.
Trends Immunol. 32, 321–327. doi:
10.1016/j.it.2011.04.005

Wu, G. Y., Konishi, M., Walton,
C. M., Olive, D., Hayashi, K.,
and Wu, C. H. (2005). A novel
immunocompetent rat model of
HCV infection and hepatitis. Gas-
troenterology 128, 1416–1423. doi:
10.1053/j.gastro.2005.03.015

Wu, X., Robotham, J. M., Lee,
E., Dalton, S., Kneteman, N.
M., Gilbert, D. M., et al. (2012).
Productive hepatitis C virus infec-
tion of stem cell-derived hepatocytes
reveals a critical transition to viral
permissiveness during differentia-
tion. PLoS Pathog. 8:e1002617. doi:
10.1371/journal.ppat.1002617

Xie, Z. C., Riezu-Boj, J. I., Lasarte,
J. J., Guillen, J., Su, J. H., Civeira,
M. P., et al. (1998). Transmission of
hepatitis C virus infection to tree
shrews. Virology 244, 513–520. doi:
10.1006/viro.1998.9127

Xu, X., Chen, H., Cao, X., and Ben,
K. (2007). Efficient infection of tree
shrew (Tupaia belangeri) with hepati-
tis C virus grown in cell culture or
from patient plasma. J. Gen. Virol.
88, 2504–2512. doi: 10.1099/vir.0.
82878-0

Yamauchi, T., Takenaka, K., Urata, S.,
Shima, T., Kikushige, Y., Tokuyama,
T., et al. (2013). Polymorphic Sirpa
is the genetic determinant for NOD-
based mouse lines to achieve effi-
cient human cell engraftment. Blood
121, 1316–1325. doi: 10.1182/blood-
2012-06-440354

Yang, M., Li, N., Li, F., Zhu, Q.,
Liu, X., Han, Q., et al. (2013). Xan-
thohumol, a main prenylated chal-
cone from hops, reduces liver dam-
age and modulates oxidative reac-
tion and apoptosis in hepatitis C
virus infected Tupaia belangeri. Int.
Immunopharmacol. 16, 466–474. doi:
10.1016/j.intimp.2013.04.029

Zeisel, M. B., Lupberger, J., Fofana,
I., and Baumert, T. F. (2013).
Host-targeting agents for prevention
and treatment of chronic hepatitis
C – perspectives and challenges.

J. Hepatol. 58, 375–384. doi:
10.1016/j.jhep.2012.09.022

Zhao, X., Tang, Z. Y., Klumpp, B.,
Wolff-Vorbeck, G., Barth, H., Levy, S.,
et al. (2002). Primary hepatocytes of
Tupaia belangeri as a potential model
for hepatitis C virus infection. J. Clin.
Invest. 109, 221–232.

Zhu, Q., Guo, J. T., and Seeger,
C. (2003). Replication of hepati-
tis C virus subgenomes in nonhep-
atic epithelial and mouse hepatoma
cells. J. Virol. 77, 9204–9210. doi:
10.1128/JVI.77.17.9204-9210.2003

Conflict of Interest Statement: The
authors declare that the research was
conducted in the absence of any com-
mercial or financial relationships that
could be construed as a potential con-
flict of interest.

Received: 28 June 2013; accepted: 08
July 2013; published online: 26 July
2013.
Citation: Mailly L, Robinet E, Meuleman
P, Baumert TF and Zeisel MB (2013)
Hepatitis C virus infection and related
liver disease: the quest for the best ani-
mal model. Front. Microbiol. 4:212. doi:
10.3389/fmicb.2013.00212
This article was submitted to Frontiers
in Virology, a specialty of Frontiers in
Microbiology.
Copyright © 2013 Mailly, Robinet,
Meuleman, Baumert and Zeisel. This is
an open-access article distributed under
the terms of the Creative Commons
Attribution License, which permits use,
distribution and reproduction in other
forums, provided the original authors and
source are credited and subject to any
copyright notices concerning any third-
party graphics etc.

www.frontiersin.org July 2013 | Volume 4 | Article 212 | 11

http://dx.doi.org/10.3389/fmicb.2013.00212
http://dx.doi.org/10.3389/fmicb.2013.00212
http://creativecommons.org/licenses/by/3.0/
http://creativecommons.org/licenses/by/3.0/
http://www.frontiersin.org/
http://www.frontiersin.org/Virology/archive

	Hepatitis C virus infection and related liver disease: the quest for the best animal model
	Introduction
	Naturally HCV permissive animal models
	Chimpanzees
	Tupaia belangeri

	Rodent models of HCV infection
	The uPA-SCID mouse model
	The Fah-/- Rag2-/- -γc-/- (FRG) mouse model
	AFC8-huHSC/Hep mice
	Rosa26-Fluc HCV entry factor humanized mice
	Immunocompetent rat model

	Future directions
	HCV-adapted immunocompetent mouse model
	Human immune system – human hepatocyte chimeric mouse model
	Genetically humanized mouse model

	Conclusions and perspectives
	Acknowledgments
	References


